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<400> 1058 



Glu Phe Pro Ala Arg Val Thr Pro Val Ala Glu ri , 
1 5 31 Ala Glu Gin Leu Gly Val Ser 

Leu Thr Leu His Pro Asd Asd d™ d »° 15 

2q ASP Pro A ^ Pro Leu Phe Gly Leu Pro 

-9 Ue Ma Ser Ser Ala Glu Asp Tyr Gin Ala Leu Phe ll P Ala Val 
*• Ser Lys Ala Asn Gly «. C ys Leu Gy S Thr Gly £ Leu Gly Val 
Arg Ala Glu Asn Asp Leu Pro gi,. m , 60 

6 5 P Pr ° Glu Met A1 * Glu Arg Phe Gly Pro Arg 

He Ala Phe Ala His Leu Arq Ala th^ t ^ 80 

g5 u Arg Ala Thr Lys Arg Asp Ala Asp Gly Leu 

Ser Phe His Glu Ser A*n e t * 95 

Asp hi. Leu Asp Gly Asp Val Asp Met Val Ala 

Cys 105 no 



<210> 1059 
<211> 372 
<212> DNA 

<213> Homo sapiens 
<400> 1059 



». 5 c= 9 ,cc 9 gccggc , gat c „„„ >t3 ^ ^ 

c ggg « tgcg c,cc,c 9 «c „ ega . ca . gc ewcg[c9 , tjaw>wc 
9 ~ 9 .e,«c tg « cg « g , „ g ,„ t „ cc 9gtjccgi3s 

.T"" t99i9 ""'* «—=«» cc» c3ag « gcgcgc „ ge 

cg « gctg , c egaggccatc sccc>9g ^ 

9 «c tg « tg ,« tcg , agg sgegiwcg 9>>ccs3ct3 



gtgcgtacgc gt 
372 



<210> 1060 
<211> 124 
<212> PRT 

<213> Homo sapiens 
<400> 1060 



*• u. x te axy r ? 9a „ n . as „ Ue „„ Tht pro mu ^ 

- «. «. «. « „. Atg s „ » itg Thr Thr rae » asn 

Lys Leu Asp Val Asp Glu Glu Val »i« , 30 

3s n iu giu Val Ala Asp He Leu Ue Asp Qlu Qly 

~ Jto 1, n. „. „„ „« Ala Tyr « , ro „« « 01u Leu uu 

«. «. «. Ph, ^ »„ 4sp Thr ne « ^ ui 
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65 

Ala Arg Asn Ala Leu 

85 

Glu Thr Ala Gin Asp 
100 

Ala Ala Lys Leu Ala 
115 



70 75 
Leu Thr Glu Ala He Ala 

90 

Leu Leu Glu Leu Glu Gly 
105 

Glu Arg Gin Val Arg Thr 
120 



80 

Gin Glu Glu Arg Leu 
95 

Val Thr Pro Glu Leu 
110 

Arg 



<210> 1061 

<211> 456 

<212> DNA 

<213> Homo sapiens 



<400> 1061 
tctagactcc 
60 

cccttcgagg 
120 

gagaaggagg 
180 

gggacacgaa 
240 

cttcgcagcg 
300 

ggtctgaacc 
360 

actagggagc 
420 

accccgaagc 

456 



atggcaccgg 
aaaccctttt 
attctggagc 
gggctcttcg 
accctcgggg 
tggatgggga 
ctcatcgccc 
cgtcttctcg 



gctgagcggg 
gcaggccaag 
attgtacttg 
gacccctgtg 
gtccatggag 
gaagaaattg 
agccttgggc 
gggctccggg 



taagtaagaa 
caagggctgc 
gcagccggag 
cctcttctgc 
ccgcctgcct 
aagtgctttg 
ccactttcct 
gcgcgc 



agataaaaag 
aagtgtttgg 
cgggcagtgg 
cccaagggcg 
tcgccccctc 
gagacggggg 
ttcgatcgtg 



tgccttttgc 
gagctgagag 
gcggggggtt 
agaagacggg 
gctcttccca 
ggcttaaaac 
aggattccgc 



<210> 1062 

<211> 125 

<212> PRT 

<213> Homo sapiens 



<400> 1062 

Met Arg Leu Pro 

> . 

1 

Phe Leu Leu Pro 
20 

Gly Arg Arg Leu 
35 

Ser Pro Leu Gly 
50 

Pro Asn Pro Pro 
65 

Arg He Leu Leu 



Ser Val 
5 

He Gin 

His Gly 

Gin Lys 

Pro Thr 

70 
Leu Leu 
85 

Gly Phe 



Gly Leu Gin Lys 
100 

Ser Tyr Leu Pro Ala Gin 
115 



Leu Ser Pro 

Val Gin Thr 
25 

Pro Pro Arg 
40 

Arg His Arg 
55 

Ala Arg Ser 

Ser Ala Pro 

Leu Glu Gly 
105 

Pro Gly Ala 
120 



Pro Val Ser 
10 

Trp Glu Glu 

val Ala Ala 

Gly Pro Lys 
60 

Gly cys Gin 
75 

Lys His Leu 
90 

Ala Lys Gly 
Met Glu Ser 



Lys Ala Leu Gin 
15 

Arg Gly Gly Glu 
30 

Lys Pro Val Phe 
45 

Ser Pro Ser Cys 

lie Gin Cys Ser 
80 

Gin Pro Leu Leu 
95 

Thr Phe Tyr Leu 
110 

Arg 
125 
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<210> 1063 

<211> 3760 

<212> DNA 

<213> Homo sapiens 



<400> 1063 
ntagtagaga 
60 

tccacccgcc 
120 

taaggtctta 
180 

aattcctact 
240 

attcagaaga 
300 

aagtaactga 
360 

aatccagaag 
420 

gagagagaga 
480 

tcaggaaaac 
540 

tgaatcaatt 
600 

attgaaagga 
660 

taatttgaag 
720 

ttacaaaatt 
780 

gtcccatgga 
840 

ttaaaactta 
900 

tgcatcttgg 
960 

tgatccctgg 
1020 

gttgcatcac 
1080 

tagatataag 
1140 

aaaatcccaa 
1200 

accatgtact 
1260 

gtggtttccc 
1320 

tcccccacca 
1380 

cagggccatg 
1440 



cagggtttca 
tcagcctccc 
taaccagtaa 
taaagtgtat 
atgagctttg 
gtaaagtcac 
gaagcaacag 
gcgacaggga 
gaggagaaac 
taagaattgc 
ataacaaatt 
gaagacatca 
attatgctct 
catatttcac 
gtatattgat 
gaacagaatt 
atgcccaact 
agatgaaaaa 
atccatctgt 
tgcagtgagg 
cattcccctt 
cctttcttgg 
gaacctccca 
tgtcaaatcg 



ccatgttggc 
aaagcgctgg 
atatctgcat 
ccaaagaaaa 
taactctcaa 
aggaaatgtg 
gttaaacagt 
gagagagaca 
agaattaagg 
catgtctaat 
ataatgaatg 
agaaaatgcg 
ataatcttcc 
agcaacaacg 
atccctcacc 
ttagagatga 
tcctgaccct 
gtaaggccga 
gacattgtag 
actttccagc 
cagcagccac 
cagtgtgtct 
gtaatgcccc 
ctcagggtcg 



caggccggtc 
gattacaggc 
taaagaacga 
cggaaaaagt 
aaattagtct 
accatataaa 
aagaggtaag 
gagcggggaa 
aggtgatact 
tcttatatgg 
cacagaaatc 
atctagaaac 
catatgcaaa 
aatcaagtgc 
ccactccagg 
tcatctctta 
gctatcgttg 
agaagaccag 
aatgaaattt 
tggagaagag 
agggcccaga 
tgacagaccc 
cctgatgaga 
ctggggacac 



ttgaactcct 
gcgacgactg 
gttgaatgaa 
ctaggagtta 
cagaatagaa 
ggaatggctc 
aaacaaaaaa 
ggagagaatg 
ggaatagtat 
aagatttgaa 
ctcatgtaat 
aaaggttgag 
tatttcatat 
tgacctaaat 
aacgttcgct 
catcagaagc 
tgggtggcaa 
agaagagttg 
caccggctcc 
gcactgatgg 
ccccattccc 
ctaaacccca 
agctctgcaa 
ccctccacgg 



gagcttgtga 
cacccagcct 
aattctgata 
gtgatattag 
aggattttaa 
taaatgtatt 
taaggaacga 
agaaggaaaa 
cagaccattc 
atacaaggat 
ccaaggtcat 
attgctccac 
tccctccttc 
ggggtatctg 
acgctaggac 
aggatctaaa 
gataagagga 
gttgaatgtg 
atagtccaag 
ggaggcaagg 
aggagatggc 
ctctgctcct 
acccaggatg 
ctctccaccc 
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tgcacactgc 
1500 

tttacatcca 
1560 

ttcagttcca 
1620 

actcctc'ca 
1680 

tccgccagct 
1740 

ctctgcagcg 
1800 

atggctctgg 
i860 

gggaaaaaga 
1920 

gagtttgaga 
1980 

gaggcggagg 
2040 

cagagcaagg 
2100 

ctgggtctgc 
2160 

gaagcagaga 
2220 

ctcttaagga 
2280 

ctcttgaccg 
2340 

aaccctgagc 
2400 

aggcattact 
2460 

gacacactgc 
2520 

tggctgctga 
2580 

ctggaaagtc 
2640 

tacaatgtca 
2700 

cggccttact 
2760 

gggtcaggaa 
2820 

catctctaaa 
2880 

gtgaaggaca 
2940 

gttgttgctg 
3000 

gaagattata 
3060 



gcaggtcggc 
cttggaacct 
tggggatgtt 
caccctccag 
ccttcagggc 
ccgcccgctc 
aacttatgag 
ctgtcatttg 
agcatcgtgg 
agcgagcgac 
ccctgaagga 
tggagggtgt 
acatccccat 
agttccaagt 
ccgacctgcg 
gacttgacac 
gggaggttct 
caagaaaggg 
aagggaatga 
ctcgctgcat 
cagatggatc 
ttttcatctg 
attgggcatc 
attctgttcc 
ccaatatact 
tgaaatatgt 
gagcataata 



ggtcaagagc 
ccttaagagc 
ctctgcctcc 
cagacccagg 
cttgctctgc 
ctccgccccc 
gaaagagtcg 
gaaggagaaa 
ctttctggcc 
gctgcagaga 
gctggcggat 
gagaggagtc 
ggaactgaag 
ggatgtaaag 
cagtgtgcag 
atggccctgc 
ggtgggagaa 
ggaaaccatg 
gtacatggcc 
tgggattttc 
ttatatctac 
tgatgcaact 
cagggatcat 
caagacgcag 
aagttttaac 
ccatgggaca 
attttgtaaa 



agactcgggt 
tccctcctcc 
agccctgtga 
gctgggcgct 
tggaccagcc 
agccgcctca 
gaggacgcct 
gtggaaatgc 
caggaggagc 
ctgcgggaga 
gagctgcagg 
ctgagcagaa 
acagcatgct 
ctggatcccg 
gatggagaac 
atcctgggtt 
ggagcagagt 
ccacctcctg 
cttgcctccc 
ttggactatg 
acattcaacc 
cctcttatct 
ttagatcctg 
tcctagcgca 
agatacccca 
aaagagggaa 
tggagcaatc 



gcgccgtggc 
cagggatgca 
cagccttact 
ggcacctctc 
ggctcttgct 
gctaccaggt 
tgactcagga 
agaggcagcg 
aacggcagct 
gcaagagccg 
agaggtgcca 
gtaaggctgt 
gcatccctgg 
ccacggcgca 
catggaggga 
tgcagagctt 
ggggcttagg 
agaatggggt 
catcagtgcc 
aagccggtga 
aactcttctc 
tgccacccac 
cttctgatgt 
gcgaacgttc 
tttaggtcag 
tatgaaatat 
tcaacctcca 



gggatccagc 
gcatgctgtc 
tccgcccagg 
ctgcagctca 
ctcccgcagt 
aaagctccag 
ggccaacgtg 
cttcagattg 
gaggcggctg 
gctggtccag 
gcgcccagcc 
cacaaggctg 
gaggagggag 
cccgagtctg 
tgtccccaac 
ctcatcaggg 
ggtctgtcaa 
ctgggccctg 
tcttctccaa 
aatttcattc 
tggtcttctt 
gacaatagca 
aagagatgat 
ctggagtggg 
cactcgaccc 
ttgcatatgg 
cttctagatc 
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acactcccct gatgtccccc ctcaaattaa tgaccccgga ttacataagg atctctatgc 

3 i 2 0 

atccatcaca atttgctate cctttcaaca cccttgtatc tcaaatcttc caeacaag aa 
3180 3 

ttagacatgg caactcccaa attgattcag aatggtccga tactactcca gtatcacctc 
3240 



cttaattctg tttctcctcg ttttcctgat tttccttctc attctctcct tccccgctct 



3300 



gtctctctct ccctgccact ctctctctct cgttccttat tttttgtttc ttacctctta 
3360 



ctgtttaacc tgttgcttcc ttctggatta atacatttag agccattcct ttatatggtc 



3420 



acatttccta tgactttact caattacttt taaaatcctt tctattctga gactaatttt 



3480 



taagaattac aaagctcatt cttctgaatc taatatcact aactcctaga ctttttccqt 

3540 3 

tttctttgga tacactttaa gtaggaattt atcagaattt tcattcaact cgttctttaa 
3600 

tgcagatact tactggttat aagaccttaa ggctgggtgc agtggctcac gcctgtggtc 
3660 

ccagcgcttt ggggggctga ggcgggtgga tcacaggctc gggagttcgg ggccagcctg 
3 7 2 0 

gccagcatgg tgaaaccctg tctctactag aaaaaaaaaa 
3760 

<210> 1064 
<211> 483 
<212> PRT 

<213> Homo sapiens 
<400> 1064 

Met Gin Gly His Val Ser Asn Arg Ser Gly Leu Leu Gly Thr Ser Leu 

1 5 10 is 

His Gly Ser Pro Ser Cys Thr Leu Arg Arg Ser Ala Val Lys Ser Arq 

20 25 30 

Leu Gly Cys Ala Val Ala Gly Ser Ser Phe Thr Ser Thr Trp Asn Phe 

35 40 45 

Leu Lys Ser Ser Leu Leu Pro Gly Met Gin His Ala Val Phe Ser Ser 

50 55 60 

Met Gly Met Phe Ser Ala Ser Ser Leu Val Thr Ala Leu Leu Leu Leu 
65 ™ 75 so 

Arg Thr Pro Leu Thr Pro Ser Ser Arg Pro Arg Ala Gly Arg Trp His 

'85 90 95 

Leu Ser Cys Ser Ser Ser Ala Ser Ser Phe Arg Ala Leu Leu Cys Trp 

100 105 no 

Thr Ser Arg Leu Leu Leu Ser Arg Ser Leu Cys Ser Val Ala Arg Ser 

115 120 125 

Ser Ala Ser Ser Arg Leu Ser Tyr Gin Val Lys Leu Gin Met Ala Leu 

130 135 140 

Glu Leu Met Arg Lys Glu Leu Glu Asp Ala Leu Thr Gin Glu Ala Asn 
145 150 155 160 

Val Gly Lys Lys Thr Val He Trp Lys Glu Lys Val Glu Met Gin Arg 

155 170 175 

Gin Arg Phe Arg Leu Glu Phe Glu Lys His Axg Gly Phe Leu Ala Gin 
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180 

Glu Glu Gin Arg 
195 

Leu Gin Arg Leu 
210 

Ala Leu Lys Glu 
225 

Ala Leu Gly Leu 

Ala Val Thr Arg 

260 

Ala ft Cys Cys lie 
275 

Asp Val Lys Leu 
290 

Ala Asp Leu Arg 
305 

Asn Asn Pro Glu 

Ser Phe Ser Ser 

340 

Ala Glu Trp Gly 
355 

Glu Thr Met Pro 

370 

Lys Gly Asn Glu 
385 

Gin Leu Glu Ser 

Gly Glu He Ser 

420 

Phe Asn Gin Leu 
435 

Asp Ala Thr Pro 
450 

Asn Trp Ala Ser 
465 

Asp His Leu 



Gin Leu Arg Arg 

200 

Arg Glu Ser Lys 
215 

Leu Ala Asp Glu 
230 

Leu Glu Gly Val 
245 

Leu Glu Ala Glu 

Pro Gly Arg Arg 

280 

Asp Pro Ala Thr 
295 

Ser Val Gin Asp 
310 

Arg Phe Asp Thr 
325 

Gly Arg His Tyr 

Leu Gly Val Cys 

360 

Ser Pro Glu Asn 
375 

Tyr Met Val Leu 
390 

Pro Arg Cys He 
405 

Phe Tyr Asn Val 

Phe Ser Gly Leu 

440 

Leu He Leu Pro 
455 

Arg Asp His Leu 
470 



185 

Leu Glu Ala Glu 

Ser Arg Leu Val 

220 

Leu Gin Glu Arg 
235 

Arg Gly val Leu 
250 

Asn He Pro Met 
265 

Glu Leu Leu Arg 

Ala His Pro Ser 

300 

Gly Glu Pro Trp 
315 

Trp Pro Cys He 
330 

Trp Glu Val Leu 
345 

Gin Asp Thr Leu 

Gly Val Trp Ala 

380 

Ala Ser Pro Ser 
395 

Gly He Phe Leu 
410 

Thr Asp Gly Ser 
425 

Leu Arg Pro Tyr 

Pro Thr Thr He 

460 

Asp Pro Ala Ser 
475 



190 

Glu Arg Ala Thr 

205 

Gin Gin Ser Lys 

Cys Gin Arg Pro 

240 

Ser Arg Ser Lys 
255 

Glu Leu Lys Thr 
270 

Lys Phe Gin Val 
285 

Leu Leu Leu Thr 

Arg Asp Val Pro 

320 

Leu Gly Leu Gin 
335 

Val Gly Glu Gly 
350 

Pro Arg Lys Gly 

365 

Leu Trp Leu Leu 

Val Pro Leu Leu 

400 

Asp Tyr Glu Ala 
415 

Tyr He Tyr Thr 
430 

Phe Phe He Cys 
445 

Ala Gly Ser Gly 

Asp Val Arg Asp 

480 



<210> 1065 

<211> 892 

<212> DNA 

<213> Homo sapiens 

<400> 1065 

nacgcgtggt gtcatgggga ggtgggctgc agtgatgaga aaaggccggg ggctgtgcaa 
60 

taccatgctt cacaaaggga gaagatcaaa gtgaccctcc cccatggctt tggaaccttc 
120 

ttgtccagtc tggaaggggg gaagaagaga tgaggggaag gctgtccagg ggggtgcaag 
180 

gccctagaga cccagcagag aagggactct ggccactgaa ggggccctcc cattgtggct 
240 
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ctggttccct agagcagctc cagcttcttg 
300 

atcccctgga gtgctgtgga gcttagatga 
360 

cacccagagc agcatcaaga tgcagttggc 
420 

cgcaggcaac aggtcccagc aagagtcagc 
480 

cctgggggtg ctccagacac ctcggccctt 
540 

agtgaaggtt gaggaatcat ttctctatgg 
600 

ttagtacctg ccagcttttc ctctcttaca 
660 

gccctttgta ggaggggcat cacaggctgg 
720 

ccctctcatt gcaggaggcg catgaagcgt 
780 

tccaacgaat cccggatcca gacggagtcc 
84 0 

ttgagatgga ctaagccctc ttccttctct 
892 



gccccccccg tctgatgctt agctcatccc 
aacagcccag tgctcactct tcaatgagcc 
ggggtactgg aactggcttg gcaagggctg 
tagcctagct cagccctgca cacctggaga 
taggtccctt taattgaatg tgtgtggatc 
cccaagacgt ttctctctgc agttgtcatg 
taaatttcat gccagagcct ggaaatgtgt 
ctcacctcag cagtgccagg cagagcccgt 
gtctgggacc gagctgtgga gttcctggcc 
caccgcgttg caggagagga catgctggtg 
gactcagagc gataagcccg gg 



<210> 1066 
<211> 76 
<212> PRT 

<213> Homo sapiens 
<400> 1066 

Met Cys Ala Leu Cys Arg Arg Gly He Thr Gly Trp Leu Thr Ser Ala 

15 10 15 

Val Pro Gly Arg Ala Arg Pro Ser His Cys Arg Arg Arg Met Lys Arg 

20 25 30 

Val Trp Asp Arg Ala Val Glu Phe Leu Ala Ser Asn Glu Ser Arg He 

35 40 45 

Gin Thr Glu Ser His Arg Val Ala Gly Glu Asp Met Leu Val Leu Arg 

50 55 60 

Trp Thr Lys Pro Ser Ser Phe Ser Asp Ser Glu Arg . 
65 70 75 



<210> 1067 

<211> 418 

<212> DNA 

<213> Homo sapiens 



<400> 1067 
gaattcgagg 
60 

gttctcaccg 
120 

ggactagaca 
180 

gttgaaggct 
240 



tcaccgcgaa 
atcccgaggg 
tctggaaagc 
ggtcagacac 



tgtgttccgc 
caaccgtcac 
ccgagtctcc 
ctggggcacg 



gaaggccacg 
ctcactgaca 
gctgacatcg 
tggcatcaca 



acgccgtcgg 
tgcaccaggt 
aaggcgactg 
atgccaatgc 



ggctagtgtc 
cgagccctgg 
gactatgcac 
caagctcgcc 
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gctgccatcg acgtcgaact ggtgtgcgcc gaaggccacg ccctcataaa cgaggcggtc 

300 

cggcacgccg agcaatccgg ggatactgac gcgatcacgg ctctgcgcga gaccgatgcc 
360 

aacctaaccc ttgaccgtgc ccccgactcg ctacaacagg tcatcaacac ctacgcgt 
418 

<210> 1068 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 1068 



Glu 


Phe 


Glu 


Val 


Thr Ala Asn 


Val 


Phe 


Arg 


Glu Gly 


His 


Asp 


Ala 


Val 


1 








5 






10 








15 




Gly 


Ala 


Ser 


Val 


Val Leu Thr 


Asp 


Pro 


Glu 


Gly Asn 


Arg 


His 


Leu 


Thr 








20 






25 








30 






Asp 


Met 


His 


Gin 


Val Glu Pro 


Trp 


Gly 


Leu 


Asp lie 


Trp 


Lys 


Ala 


Arg 






35 






40 








45 








Val 


Ser 


Ala 


Asp 


lie Glu Gly 


Asp 


Trp 


Thr 


Met His 


Val 


Glu 


Gly 


Trp 




50 






55 








60 










Ser 


Asp 


Thr 


Trp 


Gly Thr Trp 


His 


His 


Asn 


Ala Asn 


Ala 


Lys 


Leu 


Ala 


65 








70 








75 








80 


Ala 


Ala 


lie 


Asp 


Val Glu Leu 


Val 


Cys 


Ala 


Glu Gly 


His 


Ala 


Leu 


He 










85 






90 








95 




Asn 


Glu 


Ala 


Val 


Arg His Ala 


Glu 


Gin 


Ser 


Gly Asp 


Thr 


Asp 


Ala 


He 








100 






105 








110 






Thr 


Ala 


Leu 


Arg 


Glu Thr Asp 


Ala 


Asn 


Leu 


Thr Leu 


Asp 


Arg 


Ala 


Pro 






115 






120 








125 








Asp 


Ser Leu 


Gin 


Gin Val lie 


Asn 


Thr 


Tyr 


Ala 












130 






135 



















<210> 1069 
<211> 371 
<212> DNA 

<213> Homo sapiens 



<400> 1069 

ntgtacaatt 
60 

cagttcatat 
120 

ttttctggag 
180 

ctgcgttatc 
240 

tgtgagctgg 
300 

aagcctgaca 
360 

gctgcgatgc 
371 



tccttgctgg 
gccgtcactc 
ctgaacatct 
acctgcaaca 
tcatggccct 
atattttact 
t 



aagtactgga 
ccagggacca 
caggtgccat 
gaacgtccac 
ggactacctg 
tgacgaacat 



gcgaatatga 
ccagtcaaca 
gtaaggcttg 
ttcaaggaag 
cagaaccagc 
gggcacgtgc 



tacggtctcc 
gcaaaggaat 
gtgccagcca 
aaacagtgaa 
gcatcattca 
acatcacaga 



ggcctctcag 
agcctgctcc 
tggtggagac 
gctcttcatc 
cagggatatg 
tttcaacatt 



<210> 1070 
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<211> 123 
<212> PRT 

<213> Homo sapiens 



<400> 1070 
Xaa Tyr Asn Phe 
1 

Pro Ala Ser Gin 

20 

Asn Ser Lys Gly 
35 

Cys His Val Arg 
50 

Leu Gin Gin Asn 
65 

Cys Glu Leu Val 

His Arg Asp Met 

100 

Val His He Thr 
115 



Leu Ala Gly Ser 
5 

Gin Phe lie Cys 

He Ala Cys Ser 

40 

Leu Gly Ala Ser 
55 

Val His Phe Lys 

70 

Met Ala Leu Asp 
85 

Lys Pro Asp Asn 

Asp Phe Asn lie 

120 



Thr Gly Ala Asn 
10 

Arg His Ser Gin 
25 

Phe Ser Gly Ala 

His Gly Gly Asp 

60 

Glu Glu Thr Val 
75 

Tyr Leu Gin Asn 
90 

He Leu Leu Asp 
105 

Ala Ala Met 



Met He Arg Ser 
15 

Gly Pro Pro Val 
30 

Glu His Leu Arg 
45 

Leu Arg Tyr His 

Lys Leu Phe He 

80 

Gin Arg He He 
95 

Glu His Gly His 
110 



<210> 1071 

<211> 998 

<212> DNA 

<213> Homo sapiens 



<400> 1071 

nnacgcgttt gtgtcgtcca tcagaagctg 
60 

ggagtttcgt caaggaagac ggacaaatcg 
120 

cccacccgaa gtacgtggcc ttggagtgcc 
180 

tcgacctaac cagcaattgc atctcgtttg 
240 

gagcggccaa tagcagagtt ctggtcatcc 
300 

agtttcagca aagagctgtt tatgagtttt 
360 

ggtataccta tgatgcgtgt attcacagtt 
420 

tcaaacaaag acgatcttct caaacgcgtg 
480 

gagcgtgcac tggagtcgga tgccgattgc 
540 

cgtggagcta tcaacggctt gatggacgaa 
600 

gcgagcccaa cgcttagcga ttaataacgc 
660 

attcgccgct actccaagtg aagaatccag 
720 

cgagattagc cacatacatg accatgtgtt 
780 



tgctcgattt gttaccgcaa gagcagcgtg 
tcattgatga gaatggcaac agggtttgat 
attcgcactc cacttggcca ccgtttgcat 
acctgctcgc gttgtcaaca tcatagcaac 
tgttccgccc ttcctcctat ttgaagcctc 
ccgtcaaacg gcgcttgtat aggcataggg 
aaaaaggttt ctctcatggg ccatacagct 
aaacgcatcg cggggcaaat ccaggccgtt 
gcgaaaacat tgcatctcgt agctgccaca 
attattgagg atcacgccag aaaacatgtg 
aacaagggtg tcgaagagct tcttgaagcc 
gtacatgtcc atgagtagca gccccaatat 
ccttgggtca gcacgcgaag aaaatgccaa 
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gcgtaccctt tgggttgtgg cgcttacggt ggtgatgatg gttggcgaaa tcgtcgccgg 



840 



ctatctcact ggctcaatgg ctttacttgc cgacgggttt tcacaaggca accccatgca 



ggcgcttcgg gcatcgctgc agctgcctac ggttacgcaa aacgccacgc ttccagcagt 
960 

cgttatagct tcggtacggg caaggttgga gacctagg 
998 

<210> 1072 
<211> 72 
<212> PRT 

<213> Homo sapiens 

Mlc°Gly°His Thr Ala Ser Asn Lys Asp Asp Leu Leu Lys Arg Val Lys 

1 S 10 15 

Arg lie Ala Gly Gin lie Gin Ala Val Glu Arg Ala Leu Glu Ser Asp 

20 25 
Ala Asp Cys Ala Lys Thr Leu His Leu Val Ala Ala Thr Arg Gly Ala 

lie Asn lly Leu Met Asp Glu He He Glu Asp His Ala Arg Lys His 

50 55 60 

Val Ala Ser Pro Thr Leu Ser Asp 
65 70 

<210> 1073 

<211> 4S8 

<212> DNA 

<213> Homo sapiens 

tgtacaaclc tcccatcctc tactctctgc atataccctg tatgtacttc atgttacagc 

tacaatggac aacttcctat tcttcaagta cactcttccc atgtcccaac tgggatgctt 

ttcccccact gataaaatct tgcttctctt caaaccccta ggcaaatttc tcctacttca 
180 

gaaagtcttg Cttctccata tccttcgtaa ccaccacctg gtgcacatgc tgaaggcaga 

attcattgtc tcctctcctt cactctcgaa tagctttgcc cagaccctca ggtactcctt 

catcctctgc ataatatttg gttttcacct ctttatgaac tcttttgtat tctcattact 

ggctctggaa cccagaacat accacgggtt caaggtatgt tttaatgaat tgaatggaat 
420 

aaactttgct gtgcttatgc agatacagat gccactaaac actgatca 
468 



<210> 1074 
<211> 134 
<212> PRT 

<213> Homo sapiens 
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<400> 1074 

Met Asp Asn Phe Leu Phe Phe Lys Tyr Thr Leu Pro Met Ser Gin Leu 

15 10 15 

Gly Cys Phe Ser Pro Thr Asp Lys lie Leu Leu Leu Phe Lys Leu Leu 

20 25 30 

Gly Lys Phe Leu Leu Leu Gin Lys Val Leu Phe Leu His lie Leu Arg 

35 40 45 

Asn His His Leu Val His Met Leu Lys Ala Glu Phe He Val Ser Ser 

50 55 60 

Pro Ser Leu Ser Asn Ser Phe Ala Gin Thr Leu Arg Tyr Ser Phe He 
65 70 75 80 

Leu Cys He He Phe Gly Phe His Leu Phe Met Asn Ser Phe Val Phe 

85 90 95 

Ser Leu Leu Ala Leu Glu Pro Arg Thr Tyr His Gly Phe Lys Val Cys 

100 105 110 

Phe Asn Glu Leu Asn Gly He Asn Phe Val Val Leu Met Gin He Gin 

115 120 125 

Met Pro Leu Asn Thr Asp 
130 

<210> 1075 
<211> 1633 
<212> DNA 

<213> Homo sapiens 
<400> 1075 

gcgcgccagg gatgagtccc agtacttccg ctttcatgct gacgaggaga tggaggggac 
60 

cagcagcaag aacaaacagc ttcgcaacga cttcaagctg gtggagaaca ttctggccaa 
120 

gcgcctgctg atcctgcccc aggaggagga ctatggcttt gacatcgagg agaagaacaa 
180 

ggctgtggtg gtgaagtccg tccagagggg cttgctggct gaggtggctg gcctgcaggt 
240 

ggggaggaag atctactcca tcaatgagga cctggtgttc ctgcggccgt tttcagaggt 
300 

ggagtccatc ctcaaccagt ccttctgctc ccgccgccct ctgcgcctcc tggtggccac 
360 

gaaggccaaa gagatcatca aaatccccga ccagccggac acactgtgct tccagattcg 
420 

tggagctgcc ccaccgtacg tctatgctgt ggggagaggc tctgaggcca tggctgcagg 
480 

gctctgtgct ggtcagtgca ttctgaaggt caatggcagc aacgtgatga acgatggtgc 
540 

ccctgaggtc ctggagcact tccaggcatt ccggagtcgg cgcgaagagg ccctgggcct 
600 

gtaccagtgg atctaccaca cccatgagga tgcccaggaa gcacgagcca gtcaggaggc 
660 

ctccactgag gaccccagtg gcgagcaggc ccaggaggaa gaccaggctg attcagcctt 
720 

cccactgctg tccctgggtc cccggctgag cctgtgtgag ggcagcccca tggtcaccct 
780 

gactgtggac aacgtgcacc tggaacacgg cgtggtgtat gagtatgtga gcacggcagg 
840 
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cgtcaggtgc catgtgctgg agaagatcgt ggagccccgc ggctgcttcg gcctcaccgc 

caagatcctc gaggcctttg ctgccaatga cagcgtcttc gtggagaact gcaggcggct 

cltggccctg agcagcgcca tcgtgaccat gccccacttt gagttccgca acatctgtga 

caccaagctg gagagcattg gccagaggat tgcctgctac caggagtttg cagcccaact 

gaagagcagg gtcagcccac ccttcaaaca agcccccctg gagccccacc cgctgtgtgg 

cc^acttctg ccccaccaat tgccacatca acctcatgga agtgtcctac cccaagacca 

cccccccagt gggcaggtcc ctcagcatcc gctttggacg caaaccctcc ctcatcggcc 

itgacccgga gcaaggccac ctgaacccca tgtcgtacac ccagcactgc atcaccacca 

iggctgctcc ctcctggaag tgcttgcctg ctgcagaggg tgatccccaa ggccagggtc 

Jccatgatgg cagcttcggg ccagccagtg ggacccttgg tcaggaagac cggggcctca 

gcttcctact caagcaggag gaccgtgaga tccaggatgc ctacctgcag ctcttcacca 

igctggatgt ggccctgaag gagatgaagc aatatgtcac ccagatcaac aggctgctgt 

ccaccatcac agagcccacc tcgggtgggt cctgcgacgc atccttggct gaggaggcct 
1620 

cctccctgcc cct 
1633 



<210> 1076 
<211> 87 
<212> PRT 

<213> Homo sapiens 



<400> 1076 
His Gin Ala Gly 
1 

Cys Ser Pro Thr 

20 

Pro Gly Ala Pro 
35 

Thr Ser Thr Ser 
50 

Ala Gly Pro Ser 
65 

Leu Thr Arg Ser 



Glu His Trp Pro 
5 

Glu Glu Gin Gly 

Pro Ala Val Trp 

40 

Trp Lys Cys Pro 
55 

Ala Ser Ala Leu 
70 

Lys Ala Thr 
85 



Glu Asp Cys Leu 
10 

Gin Pro Thr Leu 
25 

Pro Thr Ser Ala 

Thr Pro Arg Pro 

60 

Asp Ala Asn Pro 
75 



Leu Pro Gly Val 
15 

Gin Thr Ser Pro 
30 

Pro Pro lie Ala 

45 

Pro Pro Gin Trp 

Pro Ser Ser Ala 

80 



<210> 1077 

<211> 419 

<212> DNA 

<213> Homo sapiens 



<400> 1077 
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nnacgcgtaa cgcgcctcgc gacgcgcctc cacagcatgt cgaccaagtg gacgtgcaat 
60 

gcaaacgagg caacatgttt gcgcctcgcc ggagcaccct cacccagcga tgctttgttt 
120 

cacccagagt ttacatatcc aatttttgga gaggctgagg caacttacgg ctacaacggc 
180 

ttgcacatga atcttgcctt cgcgagcggc agcctggtgc cgtcgctcga aatcacttac 
240 

cgcgctaaga atacgacgac gtccgctaaa gtagatgacg tggagcaggc tctgcgcgga 
300 

gtgctcccgc cagatgtcgt tactcctgca gaacttgatg ctatcgttgc acgcgacgcc 
360 

agggcggtcc gggcgcattt acgccgccgg gcaccaagat tgcgacgtac actcgcgcg 
419 

<210> 1078 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 1078 



Xaa 


Arg Val 


Thr 


Arg 


Leu 


Ala 


Thr Arg Leu His 


Ser 


Met 


Ser 


Thr 


Lys 


1 






5 










10 










15 




Trp 


Thr Cys 


Asn 


Ala 


Asn 


Glu 


Ala 


Thr 


Cys 


Leu Arg 


Leu 


Ala 


Gly 


Ala 






20 










25 










30 






Pro 


Ser Pro 


Ser 


Asp 


Ala 


Leu 


Phe 


His 


Pro 


Glu 


Phe 


Thr 


Tyr 


Pro 


He 




35 










40 










45 








Phe 


Gly Glu 


Ala 


Glu 


Ala 


He 


Tyr 


Gly 


Tyr 


Asn 


Gly 


Leu 


His 


Met 


Asn 




50 








55 










60 










Leu 


Ala Phe 


Ala 


Ser 


Gly 


Ser 


Leu 


Val 


Pro 


Ser 


Leu 


Glu 


He 


Thr 


Tyr 


65 








70 










75 










80 


Arg 


Ala Lys 


Asn 


Thr 


Thr 


Thr 


Ser 


Ala 


Lys 


Val 


Asp 


Asp 


Val 


Glu 


Gin 








85 










90 










95 




Ala 


Leu Arg 


Gly 


Val 


Leu 


Pro 


Pro 


Asp 


Val 


Val 


Thr 


Pro 


Ala 


Glu 


Leu 






100 










105 










110 






Asp 


Ala He 


Val 


Ala 


Arg 


Asp 


Ala 


Arg 


Ala 


Val 


Arg 


Ala 


His 


Leu 


Arg 




115 










120 










125 








Arg 


Arg Ala 


Pro 


Arg 


Leu 


Arg 


Arg 


Thr 


Leu 


Ala 













130 135 



<210> 1079 
<211> 584 
<212> DNA 

<213> Homo sapiens 
<400> 1079 

acgcgtgaag ggtctgcagc ctgtacaact cagacatgct tcacgtggtc tcagccagtc 
60 

agccttggga aatgtacccc catgctgtgg catctacaat cggcctcctg ttcttactct 
120 

gctcaaactg cttcccaagc cagcagggag gggaaccatg ctgcctgctg acctgggtag 
180 

ttctatttag gtcttgtgac acaacagtgg gcaaggtgat gccctctgtg accaaaagta 
240 . 
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cttaccccaa gttcccccag gccctccctt 
300 

gtgtcttctg caaagacaca catctgtttc 
360 

tttccccttt caagggtttt cccctccatc 
420 

cccaggacag ccttcccccc cagatcaaga 
480 

cacagcacct tgttcccttc tgtaatctag 
540 

caagggcaca ggccatggtt tgtcctcagg 
584 



tcgtctgcaa agacacacat ctgtttcact 
actggggttt tctgcaaaga cacccatttg 
ttgtctattt ttaaaaaaat aaaccgggtt 
gcccatgtga aatgaggggg ccgacttgac 
acacttctgc acaatagagg gcccacccct 
ctccctccac gcgt 



<210> 1080 

<211> 122 

<212> PRT 

<213> Homo sapiens 



<400> 1080 
Met Leu His Val 
1 

Ala Val Ala Ser 

20 

Phe Pro Ser Gin 
35 

Val Leu Phe Arg 
50 

val Thr Lys Ser 
65 

Cys Lys Asp Thr 

Leu Phe His Trp 

100 

Lys Gly Phe Pro 
115 



Val Ser Ala Ser 
5 

Thr He Gly Leu 
Gin Gly Gly Glu 

40 

Ser Cys Asp Thr 
55 

He Tyr Pro Lys 
70 

His Leu Phe His 
85 

Gly Phe Leu Gin 

Leu His Leu Val 

120 



Gin Pro Trp Glu 
10 

Leu Phe Leu Leu 

25 

Pro Cys Cys Leu 

Thr val Gly Lys 

60 

Phe Pro Gin Ala 
75 

Cys Val Phe Cys 
90 

Arg His Pro Phe 
105 

Tyr Phe 



Met Tyr Pro His 
15 

Cys Ser Asn Cys 
30 

Leu Thr Trp Val 
45 

Val Met Pro Ser 

Leu Pro Phe Val 

80 

Lys Asp Thr His 
95 

Val Ser Pro Phe 
110 



<210> 1081 

<211> 3077 

<212> DNA 

<213> Homo sapiens 



<400> 1081 

naaccagtag tagaagtcta ttcttgttcc 
60 

gttcttaaac tgaacaagca tatcaaagag 
120 

tatatccaca atgggaagaa atccagggcc 
180 

cagacatctc ttaagatgat gcaggcagta 
240 

tatatctgta atcaatgtgg tgctaagtac 
300 

aaaactcatc tcgacactgt gcttccaaaa 
360 



tattgtacaa attcgccaat attcaacagc 
aatcataaaa acattccctt ggccctgaat 
ttaagccccc tatctcctgt ggccatagag 
ggaggtgcac ctgcacgtcc cactggagaa 
acatccctag acagctttca gactcaccta 
ttgacctgtc ctcagtgcaa caaggaattc 
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cccaaccaag aatccttgcc gaagcatgtt accattcact ttatgatcac ctcaacgtat 
420 

tacatctgtg agagtcgtga caagcaattc acatcagtgg atgaccttca gaaacacctg 
480 

ctggacatgc acacctttgt cttccttcgc tgcaccccct gccaggaagt ctttgactca 
540 

aaagtctcca ttcagctcca cttggctgtg aagcacagta acgaaaagaa agtctatagg 
600 

tgcacatctt gcaactggga cttccgcaac gaaactgact tgcagctcca tgtgaaacac 
660 

aaccacctgg aaaaccaagg gaaagtgcat aagtgcattt tctgcggtga gtcctttggc 
720 

accgaggtgg agctgcaatg ccacatcacc actcacagta agaagtacaa ctgcaagttc 

780 

tgtagcaaag ccttccatgc gatcattttg ttagaaaaac acttgcgaga aaaacactgt 
840 

gtattcgaaa ccaagacacc caactgtgga acaaatggag cttccgagca agtgcagaaa 
900agctgcagac tttgctgacc aacagccagg agccccacaa cagtcacgat 960 
gggagcgaag aagacgttga cacctctgag cctatgtacg gctgcgacat ttgtggggca 
1020 

gcctacacta tggaaacttt gctgcagaat caccagctcc gagaccacaa catcagacct 
1080 

ggagaaagtg ccatcgtgaa aaagaaagct gagctcatta aagggaatta caagtgcagc 
1140 

gtgtgctctc gaaccttctt ctccgaaaat ggcctccggg aacatatgca gacccaccta 
1200 

ggccctgtca aacactacat gtgccctatt tgcggagagc ggtttccctc ccttttaact 
1260 

cttactgaac acaaagtcac gcatagtaag agtcttgata ctggaaactg ccggatttgc 
1320 

aagatgcctc tccagagtga agaggagttt ttagagcatt gccaaatgca ccctgacttg 
1380 

aggaattccc tgacaggctt tcgctgcgtg gtgtgcatgc agacagtgac ctccaccttg 
1440 

gaactcaaaa tccatgggac gttccacatg caaaagacag ggaatgggtc cgcagttcag 
1500 

accacagggc ggggccagca cgtccaaaaa ctgtataagt gcgcatcttg cctcaaagaa 
1560 

ctccgttcca agcaagatct ggtgaaacct gatatcaatg gcctgccata tggtctgtgt 
1620 

gccggctgcg tgaatctcag taagagcgcc agcccaggca ttaacgtccc tcccggcacg 
1680 

aatagaccag gcttgggcca gaatgagaat ctgagtgcca ttggggaaag gcaaggtggg 
1740 

gggactgaaa cacgctgctc tagctgcaac gttaagtttg agtctgaaag tgaactccag 
1800 

aaccacatcc aaaccatcca ccgagagctc gtgccagaca gcaacagcac acagttgaaa 
1860 

acgccccaag tatcaccaat gcccagaatc agtccccccc agtcggatga gaagaagacc 
1920 

tatcaatgca tcaagtgtca gatggttttc tacaatgaat gggatattca ggttcatgtt 
1980 

gcaaatcaca tgattgatga aggactgaac catgaatgca aactctgcag ccagaccttt 
2040 
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gactctcctg ccaaactcca gtgccacctg acagagcaca gcttcgaagg gatgggaggc 



2100 



accttcaagt gtccagcctg ctttacagta tttgttcaag caaacaagtt gcagcagcat 



2160 



attttctctg cccatggaca agaagacaag atctatgact gtacacaatg tccacagaag 



2220 



tttttcttcc aaacagagct gcagaatcat acaatgaccc aacacagcag ttagtgcaag 



2280 



tacagtctct caaggagaac tgattttgtg gcacaaaaag ggaacatgtt ttactctttg 



2340 



cacgaaactt tcattgttaa tgtatattat tcagaaacat tgtattgtac cataaaactt 



2400 



gtattatcaa actgttggat gttcatgtgt ttgaactttt gcgcaccgga tagacccctt 



2460 



gtatataaag tgttgcacat gtattatgtc gtctgatact aaaatggtct tataaagaca 



2520 



agtggacttg ggccctattc aggcaagatt aaaaaaaaaa aaaagactat gaccaaaatg 



2580 



gcttaagata aagtattttt aaggaagaaa gattaaaaac aactgttata catgagacta 



2640 



tggttggact tccttttctt tacacttaag cctagaattt ctctttaggt atatcagcgc 



2700 



ttaaatccaa gactattttt tattgctgaa gattcttgca aaccatgaag agatgttctc 



2760 



acagaacaga accccacagc tggataaggc ccgtatatat atatttgtaa gccttgcaat 



2820 



gtgacaggta gcatcactat atatgcaata gttgttatgt agactgtcaa agaatttttt 



2880 



tttccctgga tacatttgaa gctttgagtg ttcaaggttt tccttaatga tttcacgcag 



ccaaattctt gaatcagttg aactaacctg tatgttactg ttattaatgt ttactctgca 
3000 

gtctgaacct ggagattact ggaattgttt tccaagagga aataaattca gtttaccatt 
3060 

aggaaaaaaa aaaaaaa 
3077 

<210> 1082 
<211> 757 
<212> PRT 

<213> Homo sapiens 
<400> 1082 

xaa Pro Val Val Glu Val Tyr Ser Cys Ser Tyr Cys Thr Asn Ser Pro 

1 5 10 15 

lie Phe Asn Ser Val Leu Lys Leu Asn Lys His lie Lys Glu Asn His 

20 25 30 

Lys Asn lie Pro Leu Ala Leu Asn Tyr lie His Asn Gly Lys Lys Ser 

35 40 45 

Arg Ala Leu Ser Pro Leu Ser Pro Val Ala lie Glu Gin Thr Ser Leu 

50 55 60 

Lys Met Met Gin Ala Val Gly Gly Ala Pro Ala Arg Pro Thr Gly Glu 
65 70 75 80 

Tyr He Cys Asn Gin Cys Gly Ala Lys Tyr Thr Ser Leu Asp Ser Phe 
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* 











85 










90 










95 




Gin 


Thr 


His 


Leu 


Lys 


Thr 


His 


Leu Asp 


Thr 


Val 


Leu 


Pro 


Lys 


Leu 


Thr 








100 










105 










110 






Cys 


Pro 


Gin 
115 


Cys 


Asn 


Lys 


Glu 


Phe 
120 


Pro 


Asn 


Gin 


Glu 


Ser 
125 


Leu 


Leu 


Lys 


His 


Val 
130 


thr 


He 


His 


Phe 


Met 
135 


He 


Thr 


Ser 


Thr 


Tyr 

140 


Tyr 


He 


Cys 


Glu 


Ser 


Cys 


Asp 


Lys 


Gin 


Phe 


Thr 


Ser 


Val 


Asp 


Asp 


Leu 


Gin 


Lys 


His 


Leu 


145 










150 










155 










160 


Leu 


Asp 


Met 


His 


Thr 
165 


Phe 


Val 


Phe 


Phe 


Arg 

170 


Cys 


Thr 


Leu 


Cys 


Gin 
175 


Glu 


Val 


Phe 


Asp 


Ser 
180 


Lys 


Val 


Ser 


lie 


Gin 
185 


Leu 


His 


Leu 


Ala 


Val 
190 


Lys 


His 


Ser 


Asn 


Glu 


Lys 


Lys 


Val 


Tyr Arg 


Cys 


Thr 


Ser 


Cys 


Asn 


Trp 


Asp 


Phe 






195 










200 










205 








Arg 


Asn 
210 


Glu 


Thr 


Asp 


Leu 


Gin 
215 


Leu 


His 


Val 


Lys 


His 
220 


Asn 


His 


Leu 


Glu 


Asn 


Gin 


Gly 


Lys 


Val 


His 


Lys 


Cys 


He 


Phe 


Cys 


Gly Glu 


Ser 


Phe 


Gly 


225 










230 










235 










240 


Thr 


Glu 


Val 


Glu 


Leu 
245 


Gin 


Cys 


His 


He 


Thr 
250 


Thr 


His 


Ser 


Lys 


Lys 
255 


Tyr 


Asn 


Cys 


Lys 


Phe 
260 


Cys 


Ser 


Lys 


Ala 


Phe 
265 


His 


Ala 


He 


He 


Leu 
270 


Leu 


Glu 


Lys 


His 


Leu Arg 


Glu 


Lys 


His 


Cys 


Val 


Phe 


Glu 


Thr 


Lys 


Thr 


Pro 


Asn 






275 










280 










285 








Cys 


Gly Thr Asn 


Gly Ala 


Ser 


Glu 


Gin 


Val 


Gin 


Lys 


Glu 


Glu 


Val 


Glu 




290 










295 










300 










Leu 


Gin 


Thr 


Leu 


Leu Thr 


Asn 


Ser 


Gin 


Glu 


Ser 


His 


Asn 


Ser 


His 


Asp 


305 










310 










315 










320 


Gly 


Ser 


Glu 


Glu 


Asp 


Val 


Asp 


Thr 


Ser 


Glu 


Pro 


Met 


Tyr Gly Cys 


Asp 










325 










330 










335 




He 


Cys 


Gly Ala 


Ala 


Tyr 


Thr 


Met 


Glu 


Thr 


Leu 


Leu 


Gin 


Asn 


His 


Gin 








340 










345 










350 






Leu 


Arg 


Asp 


His 


Asn 


lie 


Arg 


Pro 


Gly Glu 


Ser 


Ala 


He 


Val 


Lys 


Lys 






355 










360 










365 








Lys 


Ala 


Glu 


Leu 


lie 


Lys 


Gly Asn Tyr 


Lys 


Cys 


Ser 


Val 


Cys 


Ser 


Arg 




370 










375 










380 










Thr 


Phe 


Phe 


Ser 


Glu 


Asn 


Gly Leu Arg Glu 


His 


Met 


Gin 


Thr 


His 


Leu 


385 










390 










395 










400 


Gly 


Pro 


Val 


Lys 


His 


Tyr 


Met 


Cys 


Pro 


He 


Cys 


Gly Glu Arg 


Phe 


Pro 










405 










410 










415 




Ser 


Leu 


Leu 


Thr 
420 


Leu 


Thr 


Glu 


His 


Lys 
425 


Val 


Thr 


His 


Ser 


Lys 
430 


Ser 


Leu 


Asp 


Thr Glv Asn 


Cys 


Arg 


He 


Cys 


Lys 


Met 


Pro 


Leu 


Gin 


Ser 


Glu 


Glu 






435 










440 










445 








Glu 


Phe 
450 


Leu 


Glu 


His 


Cys 


Gin 
455 


Met 


His 


Pro 


Asp 


Leu 
460 


Arg 


Asn 


Ser 


Leu 


Thr 


Gly 


Phe 


Arg 


Cys 


Val 


Val 


Cys 


Met 


Gin 


Thr 


Val 


Thr 


Ser 


Thr 


Leu 


465 










470 










475 










480 


Glu 


Leu 


Lys 


He 


His 


Gly 


Thr 


Phe 


His 


Met 


Gin 


Lys 


Thr Gly Asn 


Gly 










485 










490 










495 




Ser 


Ala 


val 


Gin 


Thr 


Thr 


Gly Arg Gly Gin 


His 


Val 


Gin 


Lys 


Leu 


Tyr 








500 










505 










510 






Lys 


Cys 


Ala 


Ser 


Cys 


Leu 


Lys 


Glu 


Phe 


Arg 


Ser 


Lys 


Gin Asp 


Leu 


Val 
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515 520 525 

Lys Leu Asp lie Asn Gly Leu Pro Tyr Gly Leu Cys Ala Gly Cys Val 

530 535 540 

Asn Leu Ser Lys Ser Ala Ser Pro Gly He Asn Val Pro Pro Gly Thr 
545 550 555 560 

Asn Arg Pro Gly Leu Gly Gin Asn Glu Asn Leu Ser Ala He Gly Glu 

565 570 575 

Arg Gin Gly Gly Gly Thr Glu Thr Arg Cys Ser Ser Cys Asn Val Lys 

580 585 590 

Phe Glu Ser Glu Ser Glu Leu Gin Asn His He Gin Thr He His Arg 

595 600 605 

Glu Leu Val Pro Asp Ser Asn Ser Thr Gin Leu Lys Thr Pro Gin Val 

610 615 620 

Ser Pro Met Pro Arg He Ser Pro Ser Gin Ser Asp Glu Lys Lys Thr 
625 630 635 640 

Tyr Gin Cys He Lys Cys Gin Met Val Phe Tyr Asn Glu Trp Asp lie 

645 650 655 

Gin Val His Val Ala Asn His Met He Asp Glu Gly Leu Asn His Glu 

660 665 670 

Cys Lys Leu Cys Ser Gin Thr Phe Asp Ser Pro Ala Lys Leu Gin Cys 

675 680 685 

His Leu He Glu His Ser Phe Glu Gly Met Gly Gly Thr Phe Lys Cys 

690 695 700 

Pro Val Cys Phe Thr Val Phe Val Gin Ala Asn Lys Leu Gin Gin His 
705 710 715 720 

He Phe Ser Ala His Gly Gin Glu Asp Lys He Tyr Asp Cys Thr Gin 

725 730 735 

Cys Pro Gin Lys Phe Phe Phe Gin Thr Glu Leu Gin Asn His Thr Met 

740 745 750 

Thr Gin His Ser Ser 
755 

<210> 1083 

<211> 516 

<212> DNA 

<213> Homo sapiens 

<400> 1083 

naccggtgag gcatctctgc agggtgtccg gctagctaag cagagcggct ggaaggctcc 
60 

agatccgaat aacctgcccg ctcccgctga gcccgtggaa gaggagaaga agtgaccgat 
120 

ccactgaccc cggttctgtc ggccaattgg gatgaagagc gcagttggaa gctgcttaac 
180 

tacgagcgac agggcggata caccggcctt cgtaaggctt tgacgatgcc gcctgacgac 
240 

gttgtctcgc tggttaagga cgctaacctg cgtggccgtg gtggcgccgg gttccccacc 
300 

ggcatgaagt ggtccttcgt gcctaaggac aatcccaacc cgacctacct cgttgtcaac 
360 

ggcgacgagt ctgagccggg cacgtgcaag gacatgccgc tcatgatggc ctccccgcac 
420 

accctcgtcg agggcgtcat cattgcctcc tacgccatca aggccaagat ggccttcatc 
480 
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tacatccgcg gtgaggtgct gcacgtcgtc cgacgc 
516 

<210> 1084 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<40C> 1034 

Ala Arg Gly Arg Gly Glu Glu Val Thr Asp Pro Leu Thr Pro Val Leu 

15 10 15 

Ser Ala Asn Trp Asp Glu Glu Arg Ser Trp Lys Leu Leu Asn Tyr Glu 

20 25 30 

Arg Gin Gly Gly Tyr Thr Gly Leu Arg Lys Ala Leu Thr Met Pro Pro 

35 40 45 

Asp Asp Val Val Ser Leu Val Lys Asp Ala Asn Leu Arg Gly Arg Gly 

50 55 60 

Gly Ala Gly Phe Pro Thr Gly Met Lys Trp Ser Phe Val Pro Lys Asp 
65 70 75 80 

Asn Pro Asn Pro Thr Tyr Leu Val Val Asn Gly Asp Glu Ser Glu Pro 

85 90 95 

Gly Thr Cys Lys Asp Met Pro Leu Met Met Ala Ser Pro His Thr Leu 

100 105 110 

Val Glu Gly Val He He Ala Ser Tyr Ala He Lys Ala Lys Met Ala 

115 120 125 

Phe lie Tyr He Arg Gly Glu Val Leu His Val Val Arg Arg 
130 135 140 

<210> 1085 
<211> 374 
<212> DNA 

<213> Homo sapiens 
<400> 1085 

acgcgtagcg tttatacata gttttcacgt agccatacct ccatgtgggt catacgttca 
60 

aaatcgtaga gtgtctctga gctgcctagg gggctgtttg cgatcttgcg gacagtgtct 
120 

atatccacaa ggttcagccc cgccaggaga ctgtcgccga tcattttcag gaagttttct 
180 

ttgctgcgtt cgtagtcttg gtgcaggtcg aagctgtagt cgcttttgta gatgtcccgg 
240 

tagaagaact cgggcagggt gcctttcatg gcttccagga tgacgggttt gctcatcccg 
300 

tgcccgctca gaacacccgg gtacaccagg gaagagcgga tcatgtcgtc ctcaaggtag 
360 

ggggcggcga attc 

374 

<210> 1086 
<211> 110 
<212> PRT 

<213> Homo sapiens 
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<400> 1086 


























Gly 


Met 


lie 


Arg 


Ser 


Ser 


Leu 


val 


Tyr 


Pro 


Gly 


Val 


Leu 


Ser 


Gly 


His 


1 






5 










10 










15 




Met 


Ser 


Lys 


Pro 


Val 


He 


Leu 


Glu 


Ala 


Met 


Lys 


Gly 


Thr 


Leu 


Pro 


Glu 






20 










25 










30 




His 


Phe 


Phe 


Tyr 
35 


Arg 


Asp 


He 


Tyr 


Lys 
40 


Ser 


Asp 


Tyr 


Ser 


Phe 
45 


Asp 


Leu 


Gin 


Asp 


Tyr 


Glu 


Arg 


Ser 


Lys 


Glu 


Asn 


Phe 


Leu 


Lys 


Met 


He 


Gly Asp 




50 








55 










60 




Val 




Lys 


Ser 


Leu 


Leu 


Ala 


Glu 


Leu 


Asn 


Leu 


Val 


Asp 


He 


Asp 


Thr 


Arg 


65 








70 










75 










80 


lie 


Ala 


Asn 


Ser 


Pro 


Leu Gly 


Ser 


Ser 


Glu 


Thr 


Leu 


Tyr 


Asp 


Phe 


Glu 








35 










90 










95 




Arg 


Met 


Thr 


His 


Met 


Glu 


Val 


Trp 


Leu 


Arg 


Glu 


Asn 


Tyr 


Val 










100 










105 










110 







<210> 1087 
<211> 423 
<212> DNA 

<213> Homo sapiens 
<400> 1087 

atgacgatcg tggccccacc accgccgacc gcgggcgccg ccattagctt ccttgtcgac 
60 

ggcatccacc cgcacgacct cggccaggtc ctcgacgacc acggcgtgag catccgggtg 
120 

nggcaccact gtgcctggcc catccaccgg agtctagggg tgcaatccac cgcccgtgca 
180 

tcgttctact tctacaacac tttcccggaa gtggatgcgt tagcgtcggc ggtgcgggcc 

240 

gcccgggaat ttttcggagt gcattaggat tggtctgaac gtgaaccttg aatccatgta 
300 

ccaggaagtc atcctggacc actacaagaa tcccacgcac gcagggttga aggctccctt 
360 

tgatgccgaa gtgcaccatg tgaacccttc ctgcggtgac ganaccgtct ccgggtgaag 

420 
ctt 
423 

<210> 1088 
<211> 88 
<212> PRT 

<213> Homo sapiens 
<400> 1088 

Met Thr He Val Ala Pro Pro Pro Pro Thr Ala Gly Ala Ala He Ser 

1 5 10 L * 

Phe Leu val Asp Gly He His Pro His Asp Leu Gly Gin Val Leu Asp 

20 25 30 

Asp His Gly Val Ser He Arg Val Xaa His His Cys Ala Trp Pro He 

35 40 4 5 

His Arg Ser Leu Gly Val Gin Ser Thr Ala Arg Ala Ser Phe Tyr Phe 

50 55 60 

Tyr Asn Thr Phe Pro Glu Val Asp Ala Leu Ala Ser Ala Val Arg Ala 
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65 70 75 80 

Ala Arg Glu Phe Phe Gly Val His 

85 

<210> 1089 
<211> 750 
<212> DNA 

<213> Homo sapiens 
<400> 1089 

tctagaggac gtgagacatt ggggatggta acatgggtag agctgaaagg aaggttgacc 
60 

caggagatgg cctgtgagga taaaaccaag ggagggagag taggacagag gcagtacata 
120 

agagtggtaa gaatggggct cggggaagaa gccttacccc ttttcttctt taatttggcg 
180 

aaaggacctt tgggccaagg tcaccctagc cttctcttgg gggcctcaat tttccttcat 

240 

tctgtaaaaa atgggggggt aattcagaag taccctcctt attgtcaggg ttttggggaa 
300 

gggagtaaaa agaaattggc ttgggaaaat acttaataca gggcctgggc atgtaacaaa 

360 

tattcacaaa atgctagcag ttatcaccac agtgggagcc acagggagct ctgaggataa 
420 

gcagggatgt cgagggatgg gacagaactt gattgaaggc agacagacct ccaaattctt 
480 

gactcagaca gaatgatcac tgatccagcg agacgtcagg atcgagagga gtgtagcaag 
540 

gagtcaggag ggtgggcctg cgccagtgtc gccccgactc tgttcagtaa catgaaggca 
600 

aacacagaag ggcatgtgcg gagacacacg tgatcacgct agtgatgcag aggcagaccc 
660 

agacaaaaga ccgagacagg agctaggcag acacacagac agagacagcc ccgcggagtc 
720 

atgtagacag ggataatgac aggaacgcgt 
750 

<210> 1090 
<211> 103 
<212> PRT 

<213> Homo sapiens 



<400> 1090 



Met 


Val 


Thr 


Trp 


Val 


Glu 


Leu 


Lys 


Gly 


Arg 


Leu Thr 


Gin 


Glu 


Met 


Ala 


1 








5 










10 








15 




Cys 


Glu 


Asp 


Lys 


Thr 


Lys 


Gly 


Gly 


Arg 


Val 


Gly Gin 


Arg 


Gin 


Tyr 


He 








20 










25 








30 






Arg 


Val 


Val 


Arg 


Met 


Gly 


Leu 


Gly 


Glu 


Glu 


Ala Leu 


Pro 


Leu 


Phe 


Phe 






35 










40 








45 








Phe 


Asn 


Leu 


Ala 


Lys 


Gly 


Leu 


Leu 


Gly 


Gin 


Gly His 


Pro 


Ser 


Leu 


Leu 




50 










55 








60 










Leu 


Gly 


Ala 


Ser 


lie 


Phe 


Leu 


His 


Ser 


Val 


Lys Asn 


Gly 


Gly 


Val 


lie 


65 










70 










75 








80 


Gin 


Lys 


Tyr 


Pro 


Pro 


Tyr 


Cys 


Gin 


Gly 


Phe 


Gly Glu 


Gly 


Ser 


Lys 


Lys 
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85 

Lys Leu Ala Trp Glu Asn Thr 

100 

<210> 1091 

<211> 438 

<212> DNA 

<213> Homo sapiens 

<400> 1091 

acgcgtaagt taactgaagt tgtcatgagt 
60 

gcgattatta cggcttatat gaacgaagtg 
120 

catggctttg ccgaggcgag tcagcacttt 
180 

gacgagtttg ccttgttagt aggaatggtg 
240 

caccctaaac gtgctttatc acgcagaaat 
300 

cgtttaaccg agtcggatca taatatttta 
360 

caccaagaac gctcagtata tggggattat 
420 

gactttgatc gctgcatg 
438 

<210> 1092 

<211> 146 

<212> PRT 

<213> Homo sapiens 

<400> 1092 



Thr 


Arg 


Lys 


Leu 


Thr 
5 


Glu 


Val 


Val 


1 

Tyr 


Ser 


Lys 


Ser 


Ala 


He 


He 


Thr 








20 










Ala 


Gin 


Val Gly Asn Glu Gly 


Leu 






35 










40 


His 


Phe 


Phe 


Gly Arg 


Pro 


Leu 


Lys 




50 










55 




Leu 


Leu 


Val 


Gly 


Met 


Val 


Lys 


Gly 


65 










70 






His 


Pro 


Lys 


Arg 


Ala 


Leu 


Ser 


Arg 










85 








Lys 


Ser 


Gin 


Asp 


Arg 


Leu 


Thr 


Glu 








100 










Gin 


Pro 


He 


Arg 


Leu 


Ala 


Asp 


Lys 






115 










120 


Asp 


Tyr 


Leu 


Asp 


Leu 


Val 


Ser 


Met 


130 










135 




Cys 


Met 














145 

















90 95 



ttattactgg aatatcacta ttcaaagtcg 
tatttggctc aagtaggtaa tgaggggctt 
tttggacgac ctttaaaaga acttaatatc 
aaagggcctt ctatttataa tcctgaacga 
acggtattag caattttaaa aagccaagat 
cggaaacaac ccattcgctt ggcagataaa 
ttagatctag tctctatgca gttatcgcga 



Met 


Ser 
10 


Leu 


Leu 


Leu 


Glu 


Tyr 
15 


His 


Ala 


Tyr 


Met 


Asn 


Glu 


val 


Tyr 


Leu 


25 










30 






His 


Gly 


Phe 


Ala 


Glu 
45 


Ala 


Ser 


Gin 


Glu 


Leu 


Asn 


He 
60 


Asp 


Glu 


Phe 


Ala 


Pro 


Ser 


He 

75 


Tyr 


Asn 


Pro 


Glu 


Arg 
80 


Arg 


Asn 


Thr 


Val 


Leu 


Ala 


He 


Leu 


90 










95 




Ser 


Asp 


Tyr 


Asn 


He 


Leu 


Arg 


Lys 


105 










110 






His 


Gin 


Glu Arg 


Ser Val Tyr Gly 










125 








Gin 


Leu 


Ser 


Arg 


Asp 


Phe 


Asp 


Arg 



140 



1022 



0058473A2_I_> 



WO WO/58473 PCT/LSOO/08621 



<210> 1093 

<211> 351 

<212> DNA 

<213> Komo sapiens 

<400> 1093 

cgcgttctct acttcgagag ctatgtcgtt atcgatccag gcatgaccac ccttgagaaa 
60 

ggtcagctgc tgaacgacga gcagtacttc gaagcgctgg aagagttcgg cgacgatttc 
120 

gatgcccgca tgggtgccga agctgtccgt gaactgctgc acgctatcga cctggaacac 
180 

gagattggcc gtctgcgtga acaaattccg caaaccaact ccgaaaccaa gatcaagaag 
240 

ctgtccaagc gtctgaagtt gatggaagcc ttccagggtt ccggcaactt gccagagtgg 
300 

atggtgctga ccgttctgcc ggttctgccg ccagatctgc gtccgctggt a 
351 

<210> 1094 

<211> 117 

<212> PRT 

<213> Homo sapiens 

<400> 1094 

Arg Val Leu Tyr Phe Glu Ser Tyr Val Val He Asp Pro Gly Met Thr 

15 10 15 

Thr Leu Glu Lys Gly Gin Leu Leu Asn Asp Glu Gin Tyr Phe Glu Ala 

20 25 30 

Leu Glu Glu Phe Gly Asp Asp Phe Asp Ala Arg Met Gly Ala Glu Ala 

35 40 45 

Val Arg Glu Leu Leu His Ala He Asp Leu Glu His Glu He Gly Arg 

50 55 60 

Leu Arg Glu Gin He Pro Gin Thr Asn Ser Glu Thr Lys He Lys Lys 
65 70 75 80 

Leu Ser Lys Arg Leu Lys Leu Met Glu Ala Phe Gin Gly Ser Gly Asn 

85 90 95 

Leu Pro Glu Trp Met Val Leu Thr Val Leu Pro Val Leu Pro Pro Asp 

100 105 HO 

Leu Arg Pro Leu Val 
115 

<210> 1095 

<211> 619 

<212> DNA 

<213> Homo sapiens 

<400> 1095 

nnacgcgtga gatccagcca ggccctcaac gaggacatcg tgcgagtgtc cagccggctg 
60 

gagcacctgg agaaggagct gtccgagaag agcgggcagc tgcggcaggg cagcgcccag 
120 

agccagcggc agatccgcgg ggagatcgac agcctgcgcc aggagaagga ctcactgctc 
180 
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aagcagcgcc tggagaccga cggcaagctg 
240 

gagcggacgc tgttccagtt ggatgaggcc 
300 

aagaatgagg ccatcacatg ccgccagcgg 
360 

cagtgcgaga tgaacctcat ggccaagctc 
420 

ctcctctgca agtattttga caaggtgggc 

480 

cacggcacgt gtggggaggt gtctcatggc 

540 

cagactgggg gacagaacca ggaccaactc 
600 

ttttacttgt gaacctaag 
619 



aggcagggga gtctgctgtc ccccgaggag 
atcgaggccc tggatgctgc cattgagtat 
gtgcttcggg cctcagcctc gttgctgtcc 
agctacctct catcctcaga gaccagagcc 
cagcagccca tggccccccc agctcctcct 
agctgctcca gcggatatcc cgtttcctcc 
atctgcaggg ccgcctgacc ttaaagccta 



<210> 1096 
<211> 195 
<212> PRT 

<213> Homo sapiens 



<400> 1096 
Xaa Arg Val Arg 
1 

Ser Ser Arg Leu 

20 

Gin Leu Arg Gin 
35 

He Asp Ser Leu 
50 

Glu He Asp Gly 
65 

Glu Arg Thr Leu 

Ala He Glu Tyr 

100 

Arg Ala Ser Ala 
115 

Lys Leu Ser Tyr 
130 

Tyr Phe Asp Lys 
145 

His Gly Thr Cys 

Pro Val Ser Ser 

180 

Arg Ala Ala 
195 



Ser Ser Gin Ala 
5 

Glu His Leu Glu 

Gly Ser Ala Gin 

40 

Arg Gin Glu Lys 
55 

Lys Leu Arg Gin 
70 

Phe Gin Leu Asp 
85 

Lys Asn Glu Ala 

Ser Leu Leu Ser 

120 

Leu Ser Ser Ser 
135 

Val Gly Gin Gin 
150 

Gly Glu Val Ser 
165 

Gin Thr Gly Gly 



Leu Asn Glu Asp 
10 

Lys Glu Leu Ser 
25 

Ser Gin Arg Gin 

Asp Ser Leu Leu 

60 

Gly Ser Leu Leu 
75 

Glu Ala He Glu 
90 

lie Thr Cys Arg 
105 

Gin Cys Glu Met 

Glu Thr Arg Ala 

140 

Pro Met Ala Pro 
155 

His Gly Ser Cys 
170 

Gin Asn Gin Asp 
185 



He Val Arg Val 
15 

Glu Lys Ser Gly 
30 

lie Arg Gly Glu 
45 

Lys Gin Arg Leu 

Ser Pro Glu Glu 

80 

Ala Leu Asp Ala 
95 

Gin Arg Val Leu 
110 

Asn Leu Met Ala 
125 

Leu Leu Cys Lys 

Pro Ala Pro Pro 

160 

Ser Ser Gly Tyr 
175 

Gin Leu lie Cys 
190 



<210> 1097 
<211> 5108 
<212> DNA 

<213> Homo sapiens 
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<400> 1097 

nacgcgtcgt cttctctccg taccaccccc cccttcacac tcttttattc aagtacctat 
6 0 

acatacatga cactgaaaaa actatgcctt caatttaagc tatgtacata ccggggaaat 
120 

gacaaagagt tcacttccca tgagatcaaa caccctcaca gttcctgtgc tttcggcata 
180 

ggccagtagg gtacaatcgt aactccatgc tacccgcctc cactggggtt tcgggtcttt 

2 40 

cggaacttga catttcccaa taatggatgt aaaatcatct tttgcagacc tgatttccac 

3 00 

acactgatct tgaacagcag ccaaaagctt tccattgctt gcaagtacca aatgccagtt 

3 60 

tatctgttta ttaaccaagc gaaccagtcc atcagggagc aaaaaaggtg ccgggctgta 

4 20 

ccagatgtat cggcgtaaaa ataataaacg atctcgaatt gctttcgtga tgataaagga 

tgcaccatgt ttttggttgc ctctaggctg tacttcagtc tccggtggcc actcggtgtt 
540 

gaccaacaag tcatagagaa tcgtctcctc gactcctccg ctgcctgagt ccccggcgaa 
600 

catggcggcc cccgagtcag ggccggcttt gagtccaggc actgcagagg cctagaggca 
660 

accaaaaaca tggtgcatcc tttatcatca cgaaagcaat tcgagatcgt ttattatttt 
72 0 

tacgccaata catctggtac agcccggcac cttttttgct ccctgatgga ctggttcgct 
780 

tggttaataa acagataaac tggcatttgg tacttgcaag caatagcact agagtgcatc 
84 0 

tatacctgcg aacgaaatga tcaactctgt ctttgctatg acctactaga atgtctgcca 
900 

gaaagaggat atggtgataa gacagaggca accacaaagc ttcatgacac ggtagaccaa 
960 

ctggaacaaa ttctcagtgt gtcagagctt ctggaaaaac atggactcga gaaaccaatt 
1020 

ccatttgtta aaaacactca atctagctca gaagaggcac gcaagctgat ggttagattg 
1080 

acgaggcaca ctggccggaa gcagcctcct gtcagtgagt ctcattggag aacgttgctg 
1140 

caagacatgt taactatgca gcagaatgta tacacatgtc tagattctga tgcctgctat 
12 00 

gagatattta cagaaagcct tctgtgctct agtcgccttg aaaacatcca cctggctgga 
1260 

cagatgatgc actgcagtgc ttgttcagaa aatcctccag ctggtatagc ccataaaggg 
1320 

aaaccccact acagggtcag ctacgaaaag agtattgact tggttttggc tgccagcaga 
1380 

gagtacttca attcttccac caacctcact gatagctgca tggatctagc caggtgctgc 
1440 

ttacaactga taacagacag accccctgcc attcaagagg agctagatct tacccaagcc 
1500 

gttggacgcc ctgaagaatt tggggtaaag atcctgcctt tgcaagtgcg attgtgccct 
1560 
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gatcggatca gtctcatcaa ggagtgtatt ccccagcccc ccacacgcta taaacaatcc 
accaagctcc tgggccttgc tgagctgctg agggttgcag gtgagaaccc agaagaaagg 
cggggacagg ttctaatcct tttagtggag caggcacttc gcttccatga ctacaaagca 
gccagtacgc attgtcagga gctgatggcc acaggttatc ctaaaagtcg ggatgtttgt 
agccagttag gacaatcaga aggtcaccag gactr.ggcca ctcgtcaaga gctcatggct 
tttgctttga cacattgccc tcctagcagc attgaacttc ttctggcagc tagcagctct 
ctgcagacag aaactcttta tcaaagagtg aatctccaga tccatcatga aggaggggaa 
aatatcagtg cttcaccatt aactagtaaa gcagcacaag aggatgaagt aggtgttcca 
ggtagcaatt cagctgacct attgcgctgg accactgcta ccaccatgaa agtcctttcc 
aacaccacaa ccaccaccaa agcggtgctg caggccgtca gtgatgggca gcggtggaag 
aagtctttaa cttaccttcg accccttcag gggcaaaaac gtggtggtgc atatcaaatc 
ggaactacag ccaatgaaga tctagagaaa caagggtgtc atccttttta cgaacctgtc 
atctcaaatc cttttgtcgc tgagtctgaa gggacctatg acacctatca gcatgttcca 
"cggaaagct ttgcagaagt actgctgaga actggaaaat tggcagaggc taaaaataaa 
ggagaagtat ttccaacaac tgaagttctc ttgcaactag caagtgaagc cttgccaaat 
ga!atgacct tggctcttgc ttaccttcct gccttaccac aagtgttaga tgctaaccgg 
tgctttgaaa agcagtcccc ctctgcatta tccctccagc tggcagcgca ttactatagc 
ctccagatcc acgcccgatt ggccccatgt ttcagggaca agtgccatcc tctttacagg 
gccgatccca aagaactaat caagatggtc accaggcatg tgactcgaca tgagcacgaa 
gcctggcctg aagaccttac ttcactgacc aagcagtcac actgctacaa cgaacgtctc 
ctggatttca ctcaggcgca gatccttcag ggccttcgga agggtgtgga cgtgcagcgg 
ct'tactgcag atgaccagta taaaagggaa actatccttg gtctggcaga aactctagag 
gaaagcgtct acagcattgc tatttctctg gcacaacgtt acagtgtctc ccgctgggaa 
gtutt.tg. cccatttgga gtcccccttc acggacagtg gtttgtccac actagaaatt 
gaaaacagag cccaagacct teatetcttt gagactttga agactgatcc agaagccttt 
caccagcaca tggtcaagta catttaccct actatcggtg gctttgatca cgaaaggccg 
cagtattatt tcactcttcc ggaaaactgt ggctgcgcag atttggggaa ccgtgccatt 
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aaaccagaaa cccacattcg actgctgaag aagtttaagg ttgttgcatc aggtcttaat 
3240 

tacaaaaagc tgacagatga aaacatgagt cctcttgaag cattggagcc agttctttca 
3300 

agccaaaata tcttgtctat ttccaaactt gttcccaaaa tccctgaaaa ggatggacag 
3360 

acgctttccc caagctctct gtacaccatc tggttacaga agttgttctg gactggagac 
3420 

cctcatctca ttaaacaagt cccaggctct tcaccggagt ggcttcatgc ctatgatgtc 
3480 

tgcacgaagt actttgatcg tctccaccca ggtgacctca tcactgtggt agatgcagtt 
3540 

acattttctc caaaagctgt gaccaagctg tctgtggaag cccgtaaaga gatgactaga 
3600 

aaggctatta agactgtcaa acattttatt gagaagccaa ggaaaagaaa ctcagaagac 
3660 

gaagctcaag aagctaagga ttctaaagtt acctatgcag atactttgaa tcatctggag 
3720 

aaatcacttg cccacctgga aaccctgagc cacagcttca tcctttctct gaagaatagt 
3780 

gagcaggaaa cactgcaaaa atacagtcac ctctatgatc tgtcccgatc agaaaaagag 
3840 

aaacttcatg atgaagctgt ggctatttgt ttagatggtc agcctctagc aatgattcag 
3900 

cagctgctag aggtggcagt tggccctctt gacatctcac ccaaggatat agtgcagagt 
3960 

gcaatcatga aaataatttc tgcattgagt ggtggcagtg ctgaccttgg tgggccaagg 
4020 

gacccactga aggtcctgga aggtgttgtt gcagcagtcc acaccagtgt ggacaagggt 
4080 

gaggagctgg cttcacctga ggacctgctg gagtggctgc ggcctttctg tgctgatgac 
4140 

gcctggccgg tgcggccccg cattcacgtg ccgcagattt tggggcaatc atttcacctg 
4200 

actgaggagg acagcaagct cctcgtgttc tttagaactg aagccattct caaagcctcc 
4260 

tggccccaga gacaggtaga catagctgac attgagaatg aagagaaccg ctactgtcta 
4320 

tccatggaac tcctggaatc tagtcaccac gaggctgaat ttcagcactt ggttttactt 
4380 

ttgcaagctt ggccacctat gaaaagtgaa tatgtcataa ccaataatcc atgggtgaga 

4440 

ctagctacag tgatgctaac cagatgtacg atggagaaca aggaaggatc ggggaatgaa 
4500 

gttttgaaaa tgtgtcgctc tttgtataac accaagcaga tgctgcctgc agagggtgtg 
4560 

aaggagctgt gtctgctgct gcttaaccag tccctcctgc ttccatctct gaaacttctc 
4620 

ctcgagagcc gagatgagca tctgcacgag atggcactgg agcaaatcac ggcagtcact 
4680 

acggtgaatg attccaatcg tgaccaagaa cttctttccc tgctcctgga tgccaagccg 
4740 

ctggtgaagt gcgtctccac tcccttctat ccacgtattg ttgaccacct cttggccagc 
4800 
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ctccagcaag 
4860 

gaagccgaag 
4920 

ttcagtacag 
4980 

cttagcagaa 
5040 

gattgttctc 
5100 

aaaaaaaa 
5108 



ggcgccggga 
ccgggtctct 
ccctccgcgc 
aaagcatctg 
catggttcca 



tgcagaggag 
ccttctggcc 
agcacagcac 
gagttgaatg 
acaaattgca 



ctgggcagac 
gtgaggggga 
tgggtgtgag 
ctgttcccag 
aataaaactg 



acctgcggga 
ctcaccaggc 
ggccacctgt 
aagcaacatg 
tatggaaacg 



ggccggccat 
cttcagaacc 
ggccctgctc 
tgtatctgcc 
acgaaaaaaa 



<210> 1098 
<211> 1336 
<212> PRT 

<213> Homo sapiens 



<400> 1098 

Met val Asp Gin Leu Glu Gin He Leu Ser Val Ser Glu Leu Leu Glu 

1 5 10 15 

Lys His Gly Leu Glu Lys Pro He Ser Phe Val Lys Asn Thr Gin Ser 

20 25 30 

Ser Ser Glu Glu Ala Arg Lys Leu Met Val Arg Leu Thr Arg His Thr 

35 40 45 

Gly Arg Lys Gin Pro Pro Val Ser Glu Ser His Trp Arg Thr Leu Leu 

50 55 60 

Gin Asp Met Leu Thr Met Gin Gin Asn Val Tyr Thr Cys Leu Asp Ser 
65 ^0 75 80 

Asp Ala Cys Tyr Glu He Phe Thr Glu Ser Leu Leu Cys Ser Ser Arg 

85 90 .95 

Leu Glu Asn lie His Leu Ala Gly Gin Met Met His Cys Ser Ala Cys 

100 105 HO 

Ser Glu Asn Pro Pro Ala Gly lie Ala His Lys Gly Lys Pro His Tyr 

115 120 125 

Arg Val Ser Tyr Glu Lys Ser He Asp Leu Val Leu Ala Ala Ser Arg 

130 135 140 

Glu Tyr Phe Asn Ser Ser Thr Asn Leu Thr Asp Ser Cys Met Asp Leu 
145 * 150 155 160 

Ala Arg Cys Cys Leu Gin Leu He Thr Asp Arg Pro Pro Ala He Gin 

165 170 175 

Glu Glu Leu Asp Leu He Gin Ala Val Gly Cys Leu Glu Glu Phe Gly 

180 185 190 

Val Lys He Leu Pro Leu Gin Val Arg Leu Cys Pro Asp Arg He Ser 

195 200 205 

Leu He Lys Glu Cys He Ser Gin Ser Pro Thr Cys Tyr Lys Gin Ser 

210 215 220 

Thr Lys Leu Leu Gly Leu Ala Glu Leu Leu Arg Val Ala Gly Glu Asn 
225 230 235 240 

Pro Glu Glu Arg Arg Gly Gin Val Leu He Leu Leu Val Glu Gin Ala 

245 250 255 

Leu Arg Phe His Asp Tyr Lys Ala Ala Ser Met His Cys Gin Glu Leu 

260 265 270 

Met Ala Thr Gly Tyr Pro Lys Ser Trp Asp Val Cys Ser Gin Leu Gly 
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275 

Gin Ser Glu Gly 
290 

Phe Ala Leu Thr 
305 

Ala Ser Ser Ser 

Gin lie His His 

340 

Ser Lys Ala Val 
355 

Ala Asp Leu Leu 
370 

Asn Thr Thr Thr 
385 

Gin Trp Trp Lys 

Lys Cys Gly Gly 

420 

Glu Lys Gin Gly 

435 

Phe Val Ala Glu 
450 

Val Glu Ser Phe 
465 

Ala Lys Asn Lys 

Leu Ala Ser Glu 

500 

Leu Leu Ala Leu 
515 

Gin Ser Pro Ser 
530 

Leu Gin lie Tyr 
545 

Pro Leu Tyr Arg 

His Val Thr Arg 

580 

Leu Thr Lys Gin 
595 

Gin Ala Gin lie 
610 

Phe Thr Ala Asp 
625 

Glu Thr Leu Glu 

Arg Tyr Ser Val 

660 

Pro Phe Thr Asp 
675 

Gin Asp Leu His 
690 

His Gin His Met 



280 

Tyr Gin Asp Leu 
295 

His Cys Pro Pro 
310 

Leu Gin Thr Glu 
325 

Glu Gly Gly Glu 

Gin Glu Asp Glu 

360 

Arg Trp Thr Thr 
375 

Thr Thr Lys Ala 
390 

Lys Ser Leu Thr 
405 

Ala Tyr Gin He 
Cys His Pro Phe 

440 

Ser Glu Gly Thr 
455 

Ala Glu Val Leu 
470 

Gly Glu Val Phe 
485 

Ala Leu Pro Asn 

Pro Gin Val Leu 

520 

Ala Leu Ser Leu 
535 

Ala Arg Leu Ala 
550 

Ala Asp Pro Lys 
565 

His Glu His Glu 

Leu His Cys Tyr 

600 

Leu Gin Gly Leu 
615 

Asp Gin Tyr Lys 
630 

Glu Ser Val Tyr 
645 

Ser Arg Trp Glu 

Ser Gly Leu Ser 

680 

Leu Phe Glu Thr 
695 

Val Lys Tyr He 



Ala Thr Arg Gin 

300 

Ser Ser He Glu 
315 

He Leu Tyr Gin 
330 

Asn lie Ser Ala 

345 

Val Gly Val Pro 

Ala Thr Thr Met 

380 

Val Leu Gin Ala 
395 

Tyr Leu Arg Pro 
410 

Gly Thr Thr Ala 
425 

Tyr Glu Ser Val 

Tyr Asp Thr Tyr 

460 

Leu Arg Thr Gly 
475 

Pro Thr Thr Glu 
490 

Asp Met Thr Leu 
505 

Asp Ala Asn Arg 

Gin Leu Ala Ala 

540 

Pro Cys Phe Arg 
555 

Glu Leu lie Lys 
570 

Ala Trp Pro Glu 
585 

Asn Glu Arg Leu 

Arg Lys Gly Val 

620 

Arg Glu Thr He 
635 

Ser lie Ala He 
650 

Val Phe Met Thr 
665 

Thr Leu Glu He 

Leu Lys Thr Asp 

700 

Tyr Pro Thr He 



285 

Glu Leu Met Ala 

Leu Leu Leu Ala 

320 

Arg Val Asn Phe 
335 

Ser Pro Leu Thr 
350 

Gly Ser Asn Ser 
365 

Lys Val Leu Ser 

Val Ser Asp Gly 

400 

Leu Gin Gly Gin 
415 

Asn Glu Asp Leu 
430 

lie Ser Asn Pro 

445 

Gin His Val Pro 

Lys Leu Ala Glu 

480 

Val Leu Leu Gin 
495 

Ala Leu Ala Tyr 
510 

Cys Phe Glu Lys 
525 

Tyr Tyr Tyr Ser 

Asp Lys Cys His 

560 

Met Val Thr Arg 
575 

Asp Leu lie Ser 
590 

Leu Asp Phe Thr 
605 

Asp Val Gin Arg 

Leu Gly Leu Ala 

640 

Ser Leu Ala Gin 
655 

His Leu Glu Phe 
670 

Glu Asn Arg Ala 
685 

Pro Glu Ala Phe 
Gly Gly Phe Asp 
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705 710 715 720 

His Glu Arg Leu Gin Tyr Tyr Phe Thr Leu Leu Glu Asn Cys Gly Cys 

725 730 735 

Ala Asp Leu Gly Asn Cys Ala He Lys Pro Glu Thr His He Arg Leu 

740 745 750 

Leu Lys Lys Phe Lys Val Val Ala Ser Gly Leu Asn Tyr Lys Lys Leu 

755 760 765 

Thr Asp Glu Asn Met Ser Pro Leu Glu Ala Leu Glu Pro Val Leu Ser 

770 775 780 

Ser Gin Asn He Leu Ser lie Ser Lys Leu Val Pro Lys He Pro Glu 
785 790 795 800 

Lys Asp Gly Gin Met Leu Ser Pro Ser Ser Leu Tyr Thr He Trp Leu 

805 810 815 

Gin Lys Leu Phe Trp Thr Gly Asp Pro His Leu He Lys Gin Val Pro 

820 825 830 

Gly Ser Ser Pro Glu Trp Leu His Ala Tyr Asp Val Cys Met Lys Tyr 

835 840 845 

Phe Asp Arg Leu His Pro Gly Asp Leu He Thr Val Val Asp Ala Val 

850 855 860 

Thr Phe Ser Pro Lys Ala Val Thr Lys Leu Ser Val Glu Ala Arg Lys 
865 870 875 880 

Glu Met Thr Arg Lys Ala He Lys Thr Val Lys His Phe He Glu Lys 

885 890 895 

Pro Arg Lys Arg Asn Ser Glu Asp Glu Ala Gin Glu Ala Lys Asp Ser 

900 905 910 

Lys Val Thr Tyr Ala Asp Thr Leu Asn His Leu Glu Lys Ser Leu Ala 

915 920 925 

His Leu Glu Thr Leu Ser His Ser Phe He Leu Ser Leu Lys Asn Ser 

930 935 940 

Glu Gin Glu Thr Leu Gin Lys Tyr Ser His Leu Tyr Asp Leu Ser Arg 
945 950 955 960 

Ser Glu Lys Glu Lys Leu His Asp Glu Ala Val Ala He Cys Leu Asp 

965 970 975 

Gly Gin Pro Leu Ala Met He Gin Gin Leu Leu Glu Val Ala Val Gly 

980 985 990 

Pro Leu Asp He Ser Pro Lys Asp He Val Gin Ser Ala He Met Lys 

995 1000 1005 

He He Ser Ala Leu Ser Gly Gly Ser Ala Asp Leu Gly Gly Pro Arg 

1010 1015 1020 

Asp Pro Leu Lys Val Leu Glu Gly Val Val Ala Ala Val His Thr Ser 
1025 1030 1035 1040 

Val Asp Lys Gly Glu Glu Leu Val Ser Pro Glu Asp Leu Leu Glu Trp 

1045 1050 1055 

Leu Arg Pro Phe Cys Ala Asp Asp Ala Trp Pro Val Arg Pro Arg He 

1060 1065 1070 

His Val Leu Gin He Leu Gly Gin Ser Phe His Leu Thr Glu Glu Asp 

1075 1080 1085 

Ser Lys Leu Leu Val Phe Phe Arg Thr Glu Ala lie Leu Lys Ala Ser 

1090 1095 HOO 

Trp Pro Gin Arg Gin Val Asp He Ala Asp He Glu Asn Glu Glu Asn 
1105 1H0 HIS H20 

Arg Tyr Cys Leu Phe Met Glu Leu Leu Glu Ser Ser His His Glu Ala 

1125 H30 H35 

Glu Phe Gin His Leu Val Leu Leu Leu Gin Ala Trp Pro Pro Met Lys 



1030 



BNSDOCID: <WO 0058473A2J_> 



WO 0(1/58473 



PCT/US00/08621 



1140 1145 1150 

Ser Glu Tyr Val lie Thr Asn Asn Pro Trp Val Arg Leu Ala Thr Val 

1155 1160 1165 

Met Leu Thr Arg Cys Thr Met Glu Asn Lys Glu Gly Leu Gly Asn Glu 

1170 1175 1180 

Val Leu Lys Met Cys Arg Ser Leu Tyr Asn Thr Lys Gin Met Leu Pro 
1185 1190 1195 1200 

Ala Glu Gly Val Lys Glu Leu Cys Leu Leu Leu Leu Asn Gin Ser Leu 

1205 1210 1215 

Leu Leu Pro Ser Leu Lys Leu Leu Leu Glu Ser Arg Asp Glu His Leu 

1220 1225 1230 

His Glu Met Ala Leu Glu Gin He Thr Ala Val Thr Thr Val Asn Asp 

1235 1240 1245 

Ser Asn Cys Asp Gin Glu Leu Leu Ser Leu Leu Leu Asp Ala Lys Leu 

1250 1255 1260 

Leu Val Lys Cys Val Ser Thr Pro Phe Tyr Pro Arg He Val Asp His 
1265 1270 1275 1280 

Leu Leu Ala Ser Leu Gin Gin Gly Arg Trp Asp Ala Glu Glu Leu Gly 

1285 1290 1295 

Arg His Leu Arg Glu Ala Gly His Glu Ala Glu Ala Gly Ser Leu Leu 

1300 1305 1310 

Leu Ala Val Arg Gly Thr His Gin Ala Phe Arg Thr Phe Ser Thr Ala 

1315 1320 1325 

Leu Arg Ala Ala Gin His Trp Val 
1330 1335 

<210> 1099 
<211> 309 
<212> DNA 

<213> Homo sapiens 
<400> 1099 

acgcgtgctc tctcccgctt ggcaatcagc atggcctttt cgagctcggc ggtgcgcaat 
60 

tgaaccattt cttccagttg cgatttttca gaaagcagcg tcgattgacc ttcggtcagc 
120 

ttgcgcacat agcgcttggt gcggctggca aggatatagg cgagtatcaa tgcacctgcg 
180 

agggcgagga tcgaggcaat ggtcagccag aagcgcaact tgtccatggc tatgttgcgg 
240 

gcgattagcc gacgatcttc ttcacccagg aaactgttga tggttttcct gacgtcatcc 
300 

atctggcca 
309 

<210> 1100 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 1100 

Met Asp Asp Val Arg Lys Thr He Asn Ser Phe Leu Gly Glu Glu Asp 

15 10 15 

Arg Arg Leu He Ala Arg Asn He Ala Met Asp Lys Leu Arg Phe Trp 
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20 

Leu Thr He Ala 
35 

Tyr He Leu Ala 
50 

Gly Gin Ser Thr 
65 

Gin Leu Arg Thr 

Glu Arg Ala Arg 

100 



Ser He Leu Ala 

40 

Ser Arg Thr Lys 
55 

Leu Leu Ser Glu 

70 

Ala Glu Leu Glu 
85 



25 

Leu Ala Gly Ala 

Arg Tyr Val Arg 

60 

Lys Ser Gin Leu 
75 

Lys Ala Met Leu 
90 



30 

Leu He Leu Ala 
45 

Lys Leu Thr Glu 

Glu Glu Met Val 

80 

He Ala Lys Arg 
95 



<210> 1101 

<211> 540 

<212> DNA 

<213> Homo sapiens 



<400> 1101 
gtcgacgtta 
60 

gacaacgtca 
120 

ctcgacgaca 
180 

gccattggcc 
240 

tcaatcatcc 
300 

cacaagctcg 
360 

cataccgcag 
420 

gagcccaccg 
480 

cctaaccgga 
540 



ccaactacgt 
gcgggacgat 
ccgatcgcac 
tggctggcgt 
tcgagggcgc 
gttcggaggc 
ccgttcgcgc 
tcgttggtga 
ttctcggcac 



catgttggag 
tgtggtccgt 
cctcgatcct 
catgggtggt 
tcacttcgac 
ctcccgccgc 
agcggaattg 
ggtccccgag 
gaaggtgcca 



tctggtcagc 
aaggcccacg 
gacgatctag 
gcggccaccg 
ccgatgacgg 
tttgagcggg 
ctcgcccagt 
atgccacgtc 
actgaagagg 



cgcttcatgc 
agggtgagca 
tcatcgccga 
aagtgactgc 
gcgctcgtgc 
gcgttgatcc 
acggcggtgc 
aaacgatcaa 
tcatcgagat 



ctatgatgcc 
tctattgacc 
cgactcggga 
tgagacgacg 
ttaccgacgc 
gatttgcgcc 
caccgtcggt 
cgctgattta 
cttgacgcgt 



<210> 1102 
<211> 180 
<212> PRT 

<213> Homo sapiens 



<400> 1102 
Val Asp Val Thr 
1 

Ala Tyr Asp Ala 

20 

His Glu Gly Glu 
35 

Asp Pro Asp Asp 
50 

Ala Gly Val Met 
65 

Ser He He Leu 



Asn Tyr Val Met 
5 

Asp Asn Val Ser 

His Leu Leu Thr 

40 

Leu Val He Ala 
55 

Gly Gly Ala Ala 
70 

Glu Gly Ala His 



Leu Glu Ser Gly 
10 

Gly Thr He Val 
25 

Leu Asp Asp Thr 

Asp Asp Ser Gly 

60 

Thr Glu Val Thr 
75 

Phe Asp Pro Met 



Gin Pro Leu His 
15 

Val Arg Lys Ala 
30 

Asp Arg Thr Leu 
45 

Ala He Gly Leu 

Ala Glu Thr Thr 

80 

Thr Gly Ala Arg 
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Ala Tyr Arg Arg 

100 

Arg Gly Val Asp 
115 

Glu Leu Leu Ala 
130 

Val Gly Glu Val 
145 

Pro Asn Arg lie 

lie Leu Thr Arg 

180 



85 

His Lys Leu Gly 

Pro He Cys Ala 

120 

Gin Tyr Gly Gly 
135 

Pro Glu Met Pro 
150 

Leu Gly Thr Lys 
165 



90 

Ser Glu Ala Ser 
105 

His Thr Ala Ala 

Ala Thr Val Gly 

140 

Arg Gin Thr He 
155 

Val Pro Thr Glu 
170 



95 

Arg Arg Phe Glu 
110 

Val Arg Ala Ala 
125 

Glu Pro Thr Val 

Asn Ala Asp Leu 

160 

Glu Val He Glu 
175 



<210> 1103 

<211> 537 

<212> DNA 

<213> Homo sapiens 



<400> 1103 
cctttcctcc 
60 

cgtcaggttt 
120 

tcgcgaccca 
180 

tcaagcagcg 
240 

aacccttccc 
300 

tgacgccgac 
360 

ccggcgcggc 
420 

caatacaggg 

480 

cggggcccaa 
537 



aaccaggcgc 
accatcgctg 
ggtgatcttt 
cttaggcagc 
gaagataacc 
cgccaccgca 
ggcaccccga 
gagagcataa 
gccgggccca 



tgcggcgccg 
tactcaacca 
ccctcggcac 
tgctgggccg 
gccaaggcct 
ctggtgaaca 
tcgtcccttg 
aaagaaaccc 
aaccatggga 



gcacttgccc 
aatggtagcc 
agattgacgt 
gcggcttcgc 
ggcacacctt 
tagccgcaat 
tccgcatggg 
atagccgcac 
tcaaccggat 



gacgttataa 
gtatccacct 
ggcattctcg 
ctagctcgcc 
ctgctgcacc 
aaggagaatt 
cctcccctcc 
ctgagcccat 
gtccgtacat 



aacaactcaa 
tccccaccga 
tcggagtgaa 
ggagcacacg 
cattccggct 
gcgatgtatt 
actacctacc 
ggccccaaac 
cacgcgt 



<210> 1104 

<211> 112 

<212> PRT 

<213> Homo sapiens 



<400> 1104 

Met Tyr Gly His Pro Val Asp Pro 

1 5 
Arg Phe Gly Ala Met Gly Ser Gly 

20 

Ser Pro Leu Tyr Trp Val Gly Ser 

35 40 
Gly Arg Ser Gly Cys Arg Arg Ala 

50 55 
Cys Gly Tyr Val His Gin Cys Gly 



Met Val Trp Ala Arg Leu Gly Pro 

10 15 
Ala Ala Met Gly Phe Phe Leu Cys 
25 30 
Gly Gly Glu Thr His Ala Asp Lys 

4 5 

Gly He His Arg Asn Ser Pro Tyr 

60 

Gly Gly Arg Arg Gin Ala Gly Met 
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65 

Gly Ala Ala Glu 

Phe Val Cys Ser 

100 



70 

Gly Val Pro Gly 
85 

Gly Glu Leu Gly 



75 

Leu Gly Gly Tyr 
90 

Glu Ala Ala Gly 
105 



80 

Leu Arg Glu Gly 
95 

Pro Ala Ala Ala 
110 



<210> 1105 
<211> 448 
<212> DNA 

<213> Homo sapiens 



<400> 1105 

agggacccgg 

60 

tggggtgggc 

120 

ttctttcctc 

180 

tggaacctca 
240 

ggtgggactt 
300 

gggcctacat 
360 

tgtgaggagg 
420 

cccgccgcgt 

448 



ggcagcacgt 
ccttccgagg 
tgccactgga 
ctgcgggctg 
gcctcgtcac 
gtgcccagca 
tccctgatgg 
tcagcgggca 



gcacgtgggt 
ctgcctccag 
taactcaagc 
cgtctccgag 
ctggaatgac 
gctgtggtgt 
ctttgtgtgt 
caacgcgt 



gggaggctcc 
gacctgcgac 
cagcccagcg 
gacatgtgca 
ttccactgta 
cccggccagc 
gtggcggagg 



ttgctaccga 
tcgatggctg 
agctcggcgg 
gtcctgaccc 
cctgccctgc 
cctgtctccc 
ccacgttccg 



cagccagcca 
ccacctcccc 
caggcagtcc 
ctgtttcaat 
caatttcacg 
acctgccacg 
cgagggtccc 



<210> 1106 
<211> 149 
<212> PRT 

<213> Homo sapiens 



<400> 1106 

Arg Asp Leu Gly Gin His Val His Val Gly Gly Arg Leu Leu Ala Thr 

1 5 10 15 

Asp Ser Gin Pro Trp Gly Gly Pro Phe Arg Gly Cys Leu Gin Asp Leu 

20 25 30 

Arg Leu Asp Gly Cys His Leu Pro Phe Phe Pro Leu Pro Leu Asp Asn 

35 40 45 

Ser Ser Gin Pro Ser Glu Leu Gly Gly Arg Gin Ser Trp Asn Leu Thr 

50 55 60 

Ala Gly Cys Val Ser Glu Asp Met Cys Ser Pro Asp Pro Cys Phe Asn 
65 70 75 80 

Gly Gly Thr Cys Leu Val Thr Trp Asn Asp Phe His Cys Thr Cys Pro 

85 90 95 

Ala Asn Phe Thr Gly Pro Thr Cys Ala Gin Gin Leu Trp Cys Pro Gly 

100 105 110 

Gin Pro Cys Leu Pro Pro Ala Thr Cys Glu Glu Val Pro Asp Gly Phe 

115 120 125 

Val Cys Val Ala Glu Ala Thr Phe Arg Glu Gly Pro Pro Ala Ala Phe 

130 135 140 

Ser Gly His Asn Ala 
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145 

<210> 1107 
<211> 618 
<212> DNA 

<213> Homo sapiens 
<400> 1107 

acgcgttgat gaagtacctg ccacgcttca 
60 

cctttgttat cgatgagacc gaacgcaaac 
120 

agaacctcga agagcgcgtc gcccagcgca 
180 

tggcaaaaca aaatgttcaa acgcaagcgc 
240 

atggaagccg ggggccagct caccggcggc 
300 

gggactatcg gcagcctgga cttgatgcag 
360 

atcggccgnc ttactgacgc cgccgtatcg 
420 

cggctgctgg cgttctcgcg ccgccagtcg 
480 

ctggtagcgt ccctggagga tctgttccag 
540 

gtgcaactgg gccgcgatat ctggcccgtg 
600 

ctgctcaacc tggcgatc 
618 

<210> 1108 
<211> 182 
<212> PRT 

<213> Homo sapiens 



<400> 1108 



Met 


Arg 


Pro 


Asn 


Ala 


Asn 


Ser 


Pro 


1 








5 








Arg 


Thr 


Ser 


Lys 


Ser 


Ala 


Ser 


Pro 








20 










Pro 


Thr 


Asn 


Ala 


Trp 


Gin 


Asn 


Lys 






35 










40 


Asp 


Ala 


Leu 


Arg 


His 


Ala 


Gin 


Lys 




50 










55 




Gly 


Gly 


He 


Ala 


His 


Asp 


Phe 


Asn 


65 










70 






Ser 


Leu 


Asp 


Leu 


Met 


Gin 


Arg 


Tyr 










85 








He 


Gly 


Arg 


Leu 


Thr 


Asp 


Ala 


Ala 








100 










Ala 


Leu 


Thr 


His 


Arg 


Leu 


Leu 


Ala 






115 










120 


Pro 


Arg 


Pro 


Leu 


Asp 


Pro 


Asn 


Gin 



gcaatgacgg ctcggtgaac ggcttctata 
tcaccgaaga ggccctgcgc cacctcaacg 
cacaggcgct ggctgaagcc aaccaacgcc 
gccgaagacg cgctgcgtca cgcgcagaaa 
atcgcccatg atttcaacaa catgctgacc 
cgctacatcn aggccgggcg cagcgacgaa 
tccgcccatc gcgcggccgc cctcacccat 
ctggcccccc gcccgctgga ccccaaccag 
cgaaccaaag gcgcgcatat cacgctcaaa 
aataccgatg ccagccagtt ggaaaacgcc 



Lys 


Arg 


Pro Cys Ala 


Thr 


Ser 


Thr 




10 






15 




Ser 


Ala 


His Arg Arg 


Trp 


Leu 


Lys 


25 






30 






Met 


Phe 


Lys Arg Lys 


Arg 


Ala 


Glu 






45 








Met 


Glu 


Ala Gly Gly Gin 


Leu 


Thr 






60 








Asn 


Met 


Leu Thr Gly 


He 


He 


Gly 






75 






80 


He 


Xaa 


Ala Gly Arg 


Ser 


Asp 


Glu 




90 






95 




Val 


Ser 


Ser Ala His 


Arg 


Ala 


Ala 


105 






110 






Phe 


Ser 


Arg Arg Gin 


Ser 


Leu 


Ala 






125 








Leu 


val 


Ala Ser Leu 


Glu 


Asp 


Leu 
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130 135 140 

Phe Gin Arg Thr Lys Gly Ala His He Thr Leu Lys Val Gin Leu Gly 
145 150 155 160 

Arg Asp He Trp Pro Val Asn Thr Asp Ala Ser Gin Leu Glu Asn Ala 

165 170 175 

Leu Leu Asn Leu Ala He 

180 



<210> 1109 

<211> 325 

<212> DNA 

<213> Homo sapiens 



<400> 1109 
accggtgagc 
60 

agcctcaaga 
120 

cccgttttcg 
180 

ttgctggcgc 
240 

atcacgaccc 
300 

cgcggcgaca 
325 



atcagggagg 
tcgtcgcacc 
cccagaagat 
cggtcgccgg 
cggaaggcat 
gctatccccc 



caccatgcag 
gctggggggc 
ggtgggagac 
caccgtgacc 
cgaggttctg 
ccccn 



acgactctcc 
atcctcgtgc 
gggatctccc 
cagctccaca 
gtccatatcg 



catccagtct 
ccctggatca 
tggaccccat 
acgcccacca 
gactggatac 



caagccgtcc 
ggtgcccgat 
ctcaaacgaa 
cgcgctcacg 
cgtgatgctg 



<210> 1110 
<211> 108 
<212> PRT 

<213> Homo sapiens 



<400> 1110 
Thr Gly Glu His 
1 

Leu Lys Pro Ser 

20 

Val Pro Leu Asp 
35 

Gly Asp Gly He 
50 

Val Ala Gly Thr 
65 

He Thr Thr Pro 

Thr Val Met Leu 

100 



Gin Gly Gly Thr 
5 

Ser Leu Lys He 
Gin Val Pro Asp 

40 

Ser Leu Asp Pro 
55 

Val Thr Gin Leu 
70 

Glu Gly lie Glu 
85 

Arg Gly Asp Ser 



Met Gin Thr Thr 
10 

Val Ala Pro Leu 
25 

Pro Val Phe Ala 

He Ser Asn Glu 

60 

His Asn Ala His 
75 

Val Leu Val His 
90 

Tyr Pro Pro Pro 
105 



Leu Pro Ser Ser 
15 

Gly Gly He Leu 
30 

Gin Lys Met Val 
45 

Leu Leu Ala Pro 

His Ala Leu Thr 

80 

He Gly Leu Asp 
95 



<210> 1111 

<211> 385 

<212> DNA 

<213> Homo sapiens 



<400> 1111 
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nnacgcgtcg 
60 

actgaactcg 
120 

gcagcacgtg 
180 

gatttttttg 
240 

accgacgaga 
300 

gaggtacgtt 
360 

gagcggaccg 

385 



ccccggtgcg 
tcaacgccgc 
gcggcatcgt 
gtgacgagat 
ctcaccaaga 
cccgagccaa 
gcaacggtca 



cctggcagtg 
ctacagccgg 
cgacgtcttc 
cgaggaaatg 
actgatctgc 
ggctttgctg 
agctt 



ggagaagagc 
gttgacatgg 
ccaccggtgc 
acctccttcg 
gctccttgcc 
accgaccatc 



atgaccttac 
tggaacgccg 
tagaacaccc 
cggtagccga 
gtgagctcat 
ccgaattagc 



cgagctcgcg 
tggcgaattc 
ggtccgtatc 
ccagcgatcc 
cctcaccgac 
tgacatgttg 



<210> 1112 

<211> 128 

<212> PRT 

<213> Homo sapiens 



<400> 1112 
Xaa Arg Val Ala 
1 

Thr Glu Leu Ala 

20 

Met Val Glu Arg 
35 

val Phe Pro Pro 
50 

Asp Glu lie Glu 
65 

Thr Asp Glu Thr 

lie Leu Thr Asp 

100 

His Pro Glu Leu 
115 



Pro Val Arg Leu 
5 

Thr Glu Leu Val 

Arg Gly Glu Phe 

40 

Val Leu Glu His 
55 

Glu Met Thr Ser 
70 

His Gin Glu Leu 
85 

Glu Val Arg Ser 

Ala Asp Met Leu 

120 



Ala 


Val 


Gly Glu 




10 






Asn 


Ala 


Ala 


Tyr 


25 








Ala 


val 


Arg 


Gly 


Pro 


Val 


Arg 


He 








60 


Phe 


Ala 


Val 


Ala 






75 




He 


Cys 


Ala 


Pro 




90 






Arg 


Ala 


Lys 


Ala 


105 








Glu 


Arg 


He 


Gly 



Glu His Asp Leu 
15 

Ser Arg Val Asp 
30 

Gly He Val Asp 
45 

Asp Phe Phe Gly 

Asp Gin Arg Ser 

80 

Cys Arg Glu Leu 
95 

Leu Leu Thr Asp 
110 

Asn Gly Gin Ala 
125 



<210> 1113 
<211> 400 
<212> DNA 

<213> Homo sapiens 



<400> 1113 
nnncgaccga 
60 

cactcggact 
120 

gagcacacca 
180 

ttgctgccga 
240 

gagactgcgg 
300 



tgagcgatcg 
tctcggggac 
tcgaggagat 
tcctgcacct 
ctgaagtgct 



cgaacccgtc 
cggcggagtc 
gcatcagatc 
ggttcagtcg 
cggcattacc 



aacctgggat 
gatcagaccg 
gcctcgcgtt 
gtggacggac 
accgcccagg 



acccctacgt 
accgttctac 
accccgactc 
gcatctcgcc 
tatccggggt 



cgagtctttc 
caatatcgac 
ccgttcggcg 
ggtcggtatt 
ggcgaccttc 
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tacaccatgt acaagaagca ccctgcgggc cagcatcaca tcggtgtctg caccacggcg 
360 

ctgtgcgccg tcatgggtgg cgaggaggtg cttgcccgtn 
400 



<210> 1114 

<211> 133 

<212> PRT 

<213> Homo sapiens 



<400> 1114 

Xaa Arg Pro Met 
1 

Val Glu Ser Phe 

20 

Thr Asp Arg Ser 
35 

Gin lie Ala Ser 
50 

Leu His Leu Val 
65 

Glu Thr Ala Ala 

Val Ala Thr Phe 

100 

His He Gly Val 
115 

Glu Val Leu Ala 
130 



Ser Asp Arg Glu 
5 

His Ser Asp Phe 

Thr Asn He Asp 

40 

Arg Tyr Pro Asp 
55 

Gin Ser Val Asp 
70 

Glu Val Leu Gly 
85 

Tyr Thr Met Tyr 

Cys Thr Thr Ala 

120 

Arg 



Pro Val Asn Leu 
10 

Ser Gly Thr Gly 
25 

Glu His Thr He 

Ser Arg Ser Ala 

60 

Gly Arg He Ser 
75 

He Thr Thr Ala 
90 

Lys Lys His Pro 
105 

Leu Cys Ala Val 



Gly Tyr Pro Tyr 
15 

Gly Val Asp Gin 
30 

Glu Glu Met His 
45 

Leu Leu Pro He 

Pro Val Gly He 

80 

Gin Val Ser Gly 
95 

Ala Gly Gin His 
110 

Met Gly Gly Glu 
125 



<210> 1115 

<211> 402 

<212> DNA 

<213> Homo sapiens 



<400> 1115 
tctccgactg 
60 

tccctgcccc 
120 

ggcgaggctg 
180 

gctgagattg 
240 

gttgattacg 
300 

gacgtgcagc 
360 

tcgttcgctg 
402 



cacagattag 
gcacccccga 
acttcacgtc 
gcctggatat 
gcgcgtggtg 
gttttgatgt 
agcgccgcga 



agaaaggact 
gctgatcgag 
gctgctgcag 
cgtcaatgac 
gacgtattcc 
gcgtcccccg 
ctggcagcgt 



gcgatgacca 
gcgaatcgtg 
gatcaggttg 
ggcgagtacg 
atctctcgtt 
gctggccgtg 
ttccggacgc 



ttcgcaccac 
cgcgccgtga 
acggcgttgt 
gtcacgcgat 
tcggcgggct 
acggtcgcct 

gt 



tcatgttggt 
gggttcgctc 
gaagcgtcag 
gcttgacacg 
gtcctttgag 
gtctttctcg 



<210> 1116 
<211> 134 
<212> PRT 
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<213> Homo sapiens 














<400> 1116 
















Thr 


Ser Pro 


Thr 


Ala 


Gin He Arg Glu Arg Thr 


Ala 


Met 


Thr 


lie 


Arg 


1 






5 10 










15 




Thr His 


Val 


Gly 


Ser Leu Pro Arg Thr Pro 


Glu 


Leu 


He 


Glu 


Ala 


Asn 






20 


25 








30 






Arg Ala 


Arg 


Arg 


Glu Gly Ser Leu Gly Glu 


Ala 


Asp 


Phe 


Thr 


Ser 


Leu 


35 




40 






45 




He 


Gly 


Leu Gin 


Asp 


Gin 


Val Asp Gly Val Val Lys 


Arg 


Gin 


Ala 


Glu 


50 




55 




60 








Thr 


Leu Asp 


He 


Val 


Asn Asp Gly Glu Tyr Gly 


His 


Ala 


Met 


Leu 


Asp 


65 






70 


75 










80 


Val Asp 


Tyr 


Gly 


Ala Trp Trp Thr Tyr Ser 


He 


Ser 


Arg 


Phe Gly Gly 




85 90 










95 




Leu Ser 


Phe 


Glu 


Asp Val Gin Arg Phe Asp 


val 


Arg 


Pro 


Pro 


Ala 


Gly 






100 


105 








110 






Arg Asp 


Gly 


Arg 


Leu Ser Phe Ser Ser Phe 


Ala 


Glu 


Arg 


Arg 


Asp 


Trp 


115 




120 






125 








Gin Arg 


Phe 


Arg 


Thr Arg 














130 





















<210> 1117 
<211> 307 
<212> DNA 

<213> Homo sapiens 
<400> 1117 

ggcgccggtc ttgccctggc tggaagtggc atgcagacct tggtgcggaa cccgctggct 
60 

gacccctacc tgctaggtgt atcggctggc gcaagtgtgg gagcaaccgc agtcatcgct 
120 

ttggggatgt tcacttcgtg gggaactcac cgactcactc ttggtgccct tgtaggggcc 
180 

ttggcggcag ctgcattggt ctatctcatt tccatggcgc aaggaggcat gacgccgctt 
240 

cggttggtgc tgtcgggcgt ggtgttgtcc tcggcgttct cgcgttggcg agtttcctcg 
300 

tctttcg 
307 

<210> 1118 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 1118 

Gly Ala Gly Leu Ala Leu Ala Gly Ser Gly Met Gin Thr Leu Val Arg 

15 10 15 

Asn Pro Leu Ala Asp Pro Tyr Leu Leu Gly Val Ser Ala Gly Ala Ser 

20 25 30 

Val Gly Ala Thr Ala Val He Ala Leu Gly Met Phe Thr Ser Trp Gly 

35 40 45 

Thr His Arg Leu Thr Leu Gly Ala Leu Val Gly Ala Leu Ala Ala Ala 
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50 55 60 

Ala Leu val Tyr Leu lie Ser Met Ala Gin Gly Gly Met Thr Pro Leu 
65 70 75 80 

Arg Leu Val Leu Ser Gly Val Val Leu Ser Ser Ala Phe Ser Arg Trp 

85 90 95 

Arg Val Ser Ser Ser Phe 

100 

<210> 1119 

<211> 353 

<212> DNA 

<213> Homo sapiens 

<400> 1119 

cgcgtccttg agatgcttga gcaggtcggt attgaggatc cagccagggt gatggattcc 
60 

tatccgcatc aactgtccgg tggccagcgt caacgggttc tgcttgccat ggcgttggtg 
120 

aactcgccgg atctgctcat ttgtgacgag ccgacgaccg ccttggacgt cacggtgcag 
180 

tctcaggtac tggcgactat cgatgaggtg cttgactcgg ttggtgccgc atgcctattt 
240 

attacccacg atttggcggt tgtctcgcac atctgccggg agcttatcgt gatgacgtcg 
300 

ggcaaggtcg ttgaagccgg atcagcgcgt gatgtgttat ctcaccctga tea 
353 

<210> 1120 

<211> 117 

<212> PRT 

<213> Homo sapiens 

<400> 1120 

Arg Val Leu Glu Met Leu Glu Gin Val Gly He Glu Asp Pro Ala Arg 

1 5 10 15 

Val Met Asp Ser Tyr Pro His Gin Leu Ser Gly Gly Gin Arg Gin Arg 

20 25 30 

Val Leu Leu Ala Met Ala Leu Val Asn Ser Pro Asp Leu Leu He Cys 

35 40 45 

Asp Glu Pro Thr Thr Ala Leu Asp Val Thr Val Gin Ser Gin val Leu 

50 55 60 

Ala Thr He Asp Glu Val Leu Asp Ser Val Gly Ala Ala Cys Leu Phe 
65 70 75 80 

He Thr His Asp Leu Ala Val Val Ser His He Cys Arg Glu Leu He 

85 90 95 

Val Met Thr Ser Gly Lys Val Val Glu Ala Gly Ser Ala Arg Asp Val 

100 105 HO 

Leu Ser His Pro Asp 
115 

<210> 1121 

<211> 406 

<212> DNA 

<213> Homo sapiens 
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<400> 1121 

tgatcaccca tgctccactc gaccgcgcgc 
60 

cccagggcac ggtgttcatc ccgaccttga 
120 

ccgcagcggg cgttcccggt gtgagctatg 
180 

atgccgcggg cgttccggtc ctggccggca 
240 

catcgccgcc atacggcgag agcatgcacg 
300 

gggcaatgcc gccatacggc gagagcatgc 
360 

gcctgtcaac agccgaagcg ctgcgcgctg 
406 



tcgacgatgc gacggctgag acgatgctcg 
cgatgatgaa aggcgtcgcc gcgaatctca 
cacacgccca cgagagcacg cgcgcgatgc 
ccgacgccta catcgggtcc ttcacacggg 
acgaagacgc ctacatcggg ctccccgaac 
acgacgaact cgctctgctc gtggacgccg 
ccacctcgac gggcgc 



<210> 1122 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 1122 

Met Leu Ala Gin Gly Thr Val Phe He Pro Thr Leu Thr Met Met Lys 

15 10 15 

Gly val Ala Ala Asn Leu Thr Ala Ala Gly Val Pro Gly Val Ser Tyr 

20 25 30 

Ala His Ala His Glu Ser Thr Arg Ala Met His Ala Ala Gly Val Pro 

35 40 45 

Val Leu Ala Gly Thr Asp Ala Tyr He Gly Ser Phe Thr Arg Ala Ser 

50 55 60 

Pro Pro Tyr Gly Glu Ser Met His Asp Glu Asp Ala Tyr He Gly Leu 
65 70 75 80 

Leu Glu Arg Ala Met Pro Pro Tyr Gly Glu Ser Met His Asp Glu Leu 

85 90 95 

Ala Leu Leu Val Asp Ala Gly Leu Ser Thr Ala Glu Ala Leu Arg Ala 

100 105 HO 

Ala Thr Ser Thr Gly 
115 



<210> 1123 

<211> 337 

<212> DNA 

<213> Homo sapiens 



<400> 1123 
gccggcgatg 
60 

cgcctccacc 
120 

aagcgaatgc 
180 

taaggcgaag 
240 



cgttcattaa 
gcccttgccg 
tcccctgttg 
ctcgacccgc 



ggcctaagat 
cagcggggat 
atattgccgc 
actccaccaa 



gcgccgacgc 
ggtggggtgc 
agtgcgcgag 
cgaggatgaa 



ctccccgctt 
tcgtccgagg 
gccctgccgc 
cactcctttt 



tcctcgccct 
gggcatcgcc 
attcgctcgc 
ccatgctcta 
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ccgcgcgcaa gataaggagc aggtcagctt 
300 

acccgtctgc cccgatgacc ccaatgaggc 
337 



gctggggacg aagtatgagg ccgacggtgc 
agcgcgc 



<210> 1124 
<21i> 110 
<212> PRT 

<213> Homo sapiens 



<400> 1124 
Met Arg Ser Leu 
1 

Ala Leu Ala Ser 

20 

Ser Glu Gly Ala 
35 

Val Arg Glu Ala 
50 

His Ser Thr Asn 
65 

Gin Asp Lys Glu 

Gly Ala Pro Val 

100 



Arg Pro Lys Met 
5 

Thr Ala Leu Ala 

Ser Pro Ser Glu 

40 

Leu Pro His Ser 
55 

Glu Asp Glu His 
70 

Gin Val Ser Leu 
85 

Cys Pro Asp Asp 



Arg Arg Arg Leu 
10 

Ala Ala Gly Met 
25 

Cys Ser Pro Val 

Leu Ala Lys Ala 

60 

Ser Phe Ser Met 
75 

Leu Gly Thr Lys 
90 

Pro Asn Glu Ala 
105 



Pro Ala Phe Leu 
15 

Val Gly Cys Ser 
30 

Asp lie Ala Ala 
45 

Lys Leu Asp Pro 

Leu Tyr Arg Ala 

80 

Tyr Glu Ala Asp 
95 

Ala Arg 
110 



<210> 1125 
<211> 555 
<212> DNA 

<213> Homo sapiens 



<400> 1125 

nncttgaatc gaatcggcat tgcgtctaaa 
60 

gaagagctga cggcattgct agaacgtgtc 
120 

gctgttaaaa agactactca gaaagaaggc 
180 

tcccgtaaaa tctggcttgc tggtttaggc 
240 

aaatacttcg agacgttggt caaggacggc 
300 

gtcggtaaaa aagtagaggc ggcaaaagcg 
360 

gatacctggg gcaagttgga agagactttc 
420 

ttgggcgtgc ccagcaaagc ggaactgaag 
480 

aagcaaatcg aaaaactcac cggtgccaaa 
540 

cctgctgcca agctt 
555 



catgacgttg agacactctc tgctaagctc 
gcgcgtaaac actaaggaga catcgggatg 
agctcgtgga tcggggaagt tgaaaaatat 
gtgtactcga aggttagcag tgacggcggc 
gagaaggccg agaagttgac caagagccca 
agcgccggtt ctgcgaaatc gagcatttcg 
gacaagcgtc tcaacagtgc tatttcgcga 
acgctgcaca gcaaggtcga taccctgacc 
gtggccccgg ctaaaacggc agccgctaaa 



<210> 1126 
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<211> 146 
<212> PRT 

<213> Homo sapiens 



<400> 1126 



Met 


Ala 


Val 


Lys 


Lys 


Thr Thr Gin 


Lys 


Glu 


Gly 


Ser 


Ser 


Trp 


He 


Gly 


1 








5 






10 










15 




Glu 


val 


Glu 


Lys 


Tyr 


Ser Arg Lys 


He 


Trp 


Leu 


Ala Gly Leu Gly 


Val 








20 






25 










30 






Tyr 


Ser 


Lys 


Val 


Ser 


Ser Asp Gly Gly Lys 


Tyr 


Phe 


Glu 


Thr 


Leu 


Val 






35 






40 










45 








Lys 


Asp 


Gly 


Glu 


Lys 


Ala Glu Lys 


Leu 


Thr 


Lys 


Ser 


Pro 


Val 


Gly 


Lys 




50 








55 








60 










Lys 


Val 


Glu 


Ala 


Ala 


Lys Ala Ser 


Ala 


Gly Ser 


Ala 


Lys 


Ser 


Ser 


He 


65 










70 






75 










80 


Ser 


Asp 


Thr 


Trp 


Gly 


Lys Leu Glu 


Glu 


Thr 


Phe 


Asp 


Lys 


Arg 


Leu 


Asn 








85 






90 










95 




Ser 


Ala 


He 


Ser 


Arg 


Leu Gly Val 


Pro 


Ser 


Lys 


Ala 


Glu 


Leu 


Lys 


Thr 








100 






105 










110 






Leu 


His 


Ser 


Lys 


Val 


Asp Thr Leu 


Thr 


Lys 


Gin 


He 


Glu 


Lys 


Leu 


Thr 






115 






120 










125 








Gly 


Ala 


Lys 


Val 


Ala 


Pro Ala Lys 


Thr 


Ala 


Ala 


Ala 


Lys 


Pro 


Ala 


Ala 



130 135 140 



Lys Leu 
145 

<210> 1127 
<211> 352 
<212> DNA 

<213> Homo sapiens 
<400> 1127 

cccgaccgcg tactcgtggt cggtgccgga gtgatgggtg cagcacacgc acacgcgctc 
60 

cgcgggtccc tccaggcagt cgtgtgcggc gtggtcgacc tgcaggagcg agcagcgcaa 
120 

tcactcgctc cggaagcggg cgtacccggg ttcaccgacc tggtgaaggc gatcgagtcg 
180 

accgctccgg acgccgcggt catcgccacg ccggactcgg cccaccgcca accggctgag 
240 

accgccatcg acgccggcct tgccgtcctg gtcgagaaac cgctcgccac gaccgtcgac 
300 

gacgccgaag cgatcgtgct ccgcgctgaa cgggccggcg tccgtctcat ga 
352 

<210> 1128 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 1128 

Pro Asp Arg Val Leu Val Val Gly Ala Gly Val Mec Gly Ala Ala His 

15 10 15 

Ala His Ala Leu Arg Gly Ser Leu Gin Ala Val Val Cys Gly Val Val 
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20 25 30 



Asp 


Leu 


Gin 


Glu 


Arg 


Ala 


Ala 


Gin 


C? A V* 

t>er 


L<eu 




C o y- 


ul U 


Val 


Glv 


Val 




35 










40 










45 








Pro 


Gly 
50 


Phe 


Thr 


Asp 


Leu 


Val 
55 


Lys 


Ala 


He 


Glu 


Ser 
60 


Thr 


Ala 


Pro 


Asp 


Ala 


Ala 


Val 


He 


Ala 


Thr 


Pro 


Asp 


Ser 


Ala 


His 


Arg 


Gin 


Pro 


Ala 


Glu 


65 










70 










75 










80 


Thr 


Ala 


He 


Asp 


Ala 


Gly 


Leu 


Ala 


Val 


Leu 


Val 


Glu 


Lys 


Pro 


Leu 


Ala 








85 










90 










95 




Thr 


Thr 


Val 


Asp 
100 


Asp 


Ala 


Glu 


Ala 


He 
105 


Val 


Leu 


Arg 


Ala 


Glu 
110 


Arg 


Ala 


Gly 


Val 


Arg 
115 


Leu 


Met 

























<210> 1129 
<211> 336 
<212> DNA 

<213> Homo sapiens 
<400> 1129 

ntggcagccc tggaggagcc gatggtggac ctggacggcg agctgccttt cgtgcggccc 

60 

ctgccccaca ttgccgtgct ccaggacgag ctgccgcaac tcttccagga tgacgacgtc 
120 

ggggccgatg aggaagaggc agagttgcgg ggcgaacaca cgctcacaga gaagtttgtc 
180 

tgcctggatg actcctttgg ccatgactgc agcttgacct gtgatgactg caggaacgga 
240 

gggacctgcc tcctgggcct ggatggctgg gattgccccg agggctggac tgggctcatc 
300 

tgcaatgaga cttggtcctc gggctgcatg gatatt 
336 

<210> 1130 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 1130 



Xaa 


Ala 


Ala 


Leu 


Glu 


Glu 


Pro 


Met 


Val 


Asp 


Leu Asp Gly Glu 


Leu Pro 


1 








5 










10 






15 


Phe 


Val 


Arg 


Pro 


Leu 


Pro 


His 


He 


Ala 


Val 


Leu Gin Asp 


Glu 


Leu Pro 






20 










25 






30 




Gin 


Leu 


Phe 


Gin 


Asp 


Asp 


Asp 


Val 


Gly 


Ala 


Asp Glu Glu 


Glu 


Ala Glu 






35 










40 






45 






Leu 


Arg 


Gly 


Glu 


His 


Thr 


Leu 


Thr 


Glu 


Lys 


Phe Val Cys 


Leu 


Asp Asp 




50 










55 








60 






Ser 


Phe 


Gly 


His 


Asp 


Cys 


Ser 


Leu 


Thr 


Cys 


Asp Asp Cys 


Arg 


Asn Gly 


65 








70 










75 




80 


Gly 


Thr 


Cys 


Leu 


Leu 


Gly 


Leu 


Asp 


Gly 


Trp 


Asp Cys Pro 


Glu 


Gly Trp 






85 










90 






95 


Thr 


Gly 


Leu 


He 


Cys 


Asn 


Glu 


Thr 


Trp 


Ser 


Ser Gly Cys 


Met 


Asp He 






100 










105 






110 





1044 



BNSDOCID: <WO 005B473A2_I_> 



WO 00/58473 



PCT/US00/08621 



<210> 1131 
<211> 672 
<212> DNA 

<213> Homo sapiens 

* 

<400> 1131 

gcgttggtgg tgctcatggc ccgggaaaat ccgctggatc aatacctctt tgagcacccc 
60 

gaattactgt tctcgtcccc ggtggaatcg actgtgttgc acccggataa cccgtatgtg 
120 

ctcggcccgc acgtggccgc ggccgcccag gaggcatacc tctcccctgc ggacgaagag 
180 

ttttacgggt cggcctttgc cgggatatgc aaaacgctga caggccagaa cgtactgcga 
240 

cgtcgcggaa atcggctgtt ctggactcgt ccggaacggg ctgtcgacgc catcgacctg 
300 

cgatcggcgg caggcaaagg gattgacatt atcgacgtgt ccaccgggag ggtcatcggg 
360 

gtagtcgacg aagccgccgc agaccgtacc gtgcatccag gcgcggtgta cctgcatcag 
420 

ggggatcagt ggctggtcga cgaatacaac ccggtcgagc accacgcccc ggtgcaccag 
480 

gacctgccgg gatattggac tcaaccgcag tcagcgtcga cggtgagaat ccttcgggag 
540 

gagagacgtc gcgcttgtgg tcccggatat gtggcgtgcg ggcaggtgga actgacagag 
600 

caagttgttg ggtatctgcg tcgcgacgaa ttcaccaatg atgtgtggta ctcgctggcc 
660 

ctcgagatgc cc 
672 

<210> 1132 
<211> 224 
<212> PRT 

<213> Homo sapiens 



<400> 1132 



Ala 


Leu 


val 


Val 


Leu 


Met 


Ala 


Arg 


Glu 


Asn 


Pro 


Leu 


Asp 


Gin 


Tyr 


Leu 


1 








5 










10 










15 




Phe 


Glu 


His 


Pro 


Glu 


Leu 


Leu 


Phe 


Ser 


Ser 


Ser 


Val 


Glu 


Ser 


Thr 


Val 








20 










25 










30 






Leu 


His 


Pro 


Asp 


Asn 


Pro 


Tyr 


val 


Leu 


Gly 


Pro 


His 


Val 


Ala 


Ala 


Ala 






35 










40 










45 








Ala 


Gin 


Glu 


Ala 


Tyr 


Leu 


Ser 


Pro 


Ala 


Asp 


Glu 


Glu 


Phe 


Tyr 


Gly 


Ser 




50 










55 










60 










Ala 


Phe 


Ala 


Gly 


lie 


Cys 


Lys 


Thr 


Leu 


Thr 


Gly 


Gin 


Asn 


val 


Leu 


Arg 


65 










70 










75 










80 


Arg 


Arg 


Gly 


Asn 


Arg 


Leu 


Phe 


Trp 


Thr 


Arg 


Pro 


Glu 


Arg 


Ala 


Val 


Asp 






85 










90 










95 




Ala 


lie 


Asp 


Leu 


Arg 


Ser 


Ala 


Ala 


Gly 


Lys 


Gly 


He 


Asp 


He 


He 


Asp 






100 








105 










110 






val 


Ser 


Thr 


Gly 


Arg 


val 


lie 


Gly Val 


Val 


Asp 


Glu 


Ala 


Ala 


Ala 


Asp 






115 










120 










125 








Arg 


Thr 


Val 


His 


Pro 


Gly 


Ala 


Val 


Tyr 


Leu 


His 


Gin 


Gly 


Asp 


Gin 


Trp 
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130 135 140 

Leu val Asp Glu Tyr Asn Pro Val Glu His His Ala Leu Val His Gin 
145 150 155 160 

Asp Leu Pro Gly Tyr Trp Thr Gin Pro Gin Ser Ala Ser Thr Val Arg 

165 170 175 

He Leu Arg Glu Glu Arg Arg Arg Ala Cys Gly Pro Gly Tyr Val Ala 

180 185 190 

Cys Gly Gin Val Glu Leu Thr Glu Gin Val Val Gly Tyr Leu Arg Arg 

195 200 205 

Asp Glu Phe Thr Asn Asp Val Trp Tyr Ser Leu Ala Leu Glu Met Pro 
210 215 220 

<210> 1133 
<211> 796 
<212> DNA 

<213> Homo sapiens 
<400> 1133 

acgcgtgaag gggggtccag cgggtgtggc actcgatgac aagacagttt gagagcggct 
60 

tgtctccggg gacctggcgt aggtctcctc tgccttaacc cttggctttt gcacttcctc 
120 

tgtctgtcct ccatacaagc ttcttgcccc tagggaggac gggcttctta acagggggag 
180 

ccggttcctg tcctaacccc actggcatct tacactctgg gagatagctt ccccctgaga 
240 

ggcgagtgag ccacgtaagg ggaggtgggc gatggcttcc cttctgtctt gggttggggg 
300 

agtcaggtac agtatttttt cttttaaagc atcattgatc acataataag gtttgtcata 
360 

gtccttaacc acagacctgt gaaatttgga gaattcacgg cacctaggat gggagtgagc 

420 

ttctgattgt gagctgattt gggagctaac ctcaaggaaa ctcctcttgc aagccccctg 
480 

ctgggcgtcg gggccttcgc cagggacctc ccggggactc tggacgctct ttgtctgccc 
540 

ttccttttcc ctcacctcgc tcccccgtga gaaagtgggg ctcatgcagc tcagctcagt 
600 

gacagagggt ttattagggg tagctctggg acccatcttt tggtgatttc ttctctctct 
660 

ttctctaatg gaataattgt ttctgtctac acttctttat cttctcctct ctacagctgc 
720 

cttctaaaaa tgtgcttttc tgttcctgca gaactgaagc ttgcatggcc tttgttgtga 
780 

ctttcccttc acgcgt 

796 

<210> 1134 
<211> 147 
<212> PRT 

<213> Homo sapiens 
<400> 1134 

Met Gly Pro Arg Ala Thr Pro Asn Lys Pro Ser Val Thr Glu Leu Ser 
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1 

Cys Met Ser Pro 

20 

Gly Gin Thr Lys 
35 

Pro Asp Thr Gin 
50 

Ser Gin He Ser 
65 

Glu Phe Ser Lys 

Tyr Tyr Val He 

100 

Pro Pro Thr Gin 
115 

Gly Ser Leu Ala 
130 

Gin Trp Gly 
145 



5 

Thr Phe Ser Arg 

Ser Val Gin Ser 

40 

Gin Gly Ala Cys 
55 

Ser Gin Ser Glu 
70 

Phe His Arg Ser 
85 

Asn Asp Ala Leu 

Asp Arg Arg Glu 

120 

Ser Gin Gly Glu 
135 



10 

Gly Ser Glu Val 
25 

Pro Arg Glu Val 

Lys Arg Ser Phe 

60 

Ala His Ser His 
75 

Val He Lys Asp 
90 

Lys Glu Lys He 
105 

Ala lie Ala His 

Ala He Ser Gin 

140 



15 

Arg Glu Lys Glu 
30 

Pro Gly Glu Gly 
45 

Leu Glu Val Ser 

Pro Arg Cys Arg 

80 

Tyr Asp Lys Pro 
95 

Leu Tyr Leu Thr 
110 

Leu Pro Leu Arg 
125 

Ser Val Arg Cys 



<210> 1135 

<211> 376 

<212> DNA 

<213> Homo sapiens 



<400> 1135 
gatcaggcca 
60 

agaaagatct 
120 

gcgacccgtc 
180 

cccgtctacc 

240 

accatcaacg 
300 

tggtgctgct 

360 

gttgtgaaag 
376 



cacaggacaa 
ctgcgcacat 
tgcctccccc 
gcaactaccg 
cggatggtac 
ggagaggcat 
caaact 



cttcgagaag 
cgctgcagcc 
cagcgacctg 
gtagtgctgc 
tctgttgttt 
tgtacctgtc 



ggctccatct 
gtggctgcaa 
gtgaaatatg 
ggggatcaat 
atagtccctg 
catgcatata 



tcccaccctt 
aagcctacga 
cagagaactg 
tttgcagtaa 
ctgctaacca 
tgatatatat 



caccagcatc 
gctcggtctg 
catgtacact 
caaaaaatct 
cccttgttgc 
atgttgtaac 



<210> 1136 

<211> 67 

<212> PRT 

<213> Homo sapiens 



Asp Gin Ala Thr 
1 

Phe Thr Ser He 

20 

Ala Lys Ala Tyr 
35 

Asp Leu Val Lys 



Gin Asp Asn Phe 
5 

Arg Lys He Ser 

Glu Leu Gly Leu 

40 

Tyr Ala Glu Asn 



Glu Lys Gly Ser 
10 

Ala His He Ala 
25 

Ala Thr Arg Leu 
Cys Met Tyr Thr 



He Phe Pro Pro 
15 

Ala Ala Val Ala 
30 

Pro Pro Pro Ser 
45 

Pro Val Tyr Arg 
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50 55 60 

Asn Tyr Arg 
65 

<210> 1137 

<211> 357 

<212> DNA 

<213> Homo sapiens 

<400> 1137 

acgcgtcgct ggaacccgaa gatgaagcgc ttcatcttca ccgagcgcaa cggtatctac 
60 

atcattgacc tgcaccagtc gctgacctac attgataagg cgtacgcctt cgtcaaggag 
120 

actgtcgcca agggcggcca gattcttttc gtcggcacga agaagcaggc ccaggagtcc 
180 

atcgttgagc aggccactcg cgttggcatg ccctatgtca accagcgttg gcttggggga 
240 

atgctcacta atttccagac cacctcgaag cgcattgccc ggctcaagga gctcgaggcc 
300 

atggactttg acaaggtttc cggctccggt ctcaccaaga aggagctgct tatgctc 
357 

<210> 1138 

<211> 119 

<212> PRT 

<213> Homo sapiens 

<400> 1138 



Thr 


Arg 


Arg 


Trp 


Asn 


Pro 


Lys 


Met 


Lys 


Arg 


Phe 


He 


Phe 


Thr 


Glu 


Arg 


l 




5 










10 










15 




Asn 


Gly 


He 


Tyr 
20 


He 


He 


Asp 


Leu 


His 
25 


Gin 


Ser 


Leu 


Thr 


Tyr 
30 


He 


Asp 


Lys 


Ala 


Tyr 


Ala 


Phe 


Val 


Lys 


Glu 


Thr 


Val 


Ala 


Lys 


Gly Gly 


Gin 


lie 




35 










40 










45 








Leu 


Phe 


Val 


Gly 


Thr 


Lys 


Lys 


Gin 


Ala 


Gin 


Glu 


Ser 


He 


Val 


Glu 


Gin 




50 










55 










60 








Gly 


Ala 


Thr 


Arg 


Val 


Gly 


Met 


Pro 


Tyr 


Val 


Asn 


Gin 


Arg 


Trp 


Leu 


Gly 


65 








70 










75 










80 


Met 


Leu 


Thr 


Asn 


Phe 
85 


Gin 


Thr 


He 


Ser 


Lys 
90 


Arg 


He 


Ala 


Arg 


Leu 
95 


Lys 


Glu 


Leu 


Glu 


Ala 


Met 


Asp 


Phe 


Asp 


Lys 


Val 


Ser Gly 


Ser 


Gly 


Leu 


Thr 








100 










105 










110 






Lys 


Lys 


Glu 
115 


Leu 


Leu 


Met 


Leu 





















<210> 1139 

<211> 456 

<212> DNA 

<213> Homo sapiens 

<400> 1139 

gtgcacaggt cgtctgaggc catgccgcgg acgatcgatc cgagtatggc ggcacct 
60 
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ccaatcccgt 
120 

tcggtaatga 
180 

agactgaggc 
240 

ctgctctcaa 
300 

atgcatgctc 
360 

tccacatcgg 
420 

gccgcgtctt 
456 



aggacccgtc 
actcgatgcg 
cttggaggag 
ggacttcgtc 
gagcgtggtg 
ccacagtgag 
cgctgacgtc 



tcgtccagca 
ctcaatatcc 
cgcggccgtc 
gtcgcggctg 
accatcgagg 
ttcgacgact 
ggccaggacc 



tcgaccaagg 
acgggggtag 

ggggggacgt 

acaaggaata 
tgaaggacgg 
cctgagtcga 
gctagc 



cgccgttgag 
cgaaatcgta 
ggcctgcggc 
cgtttgtgtg 
tttcggcata 
ctagatgacg 



gcgttcggct 
gatcttggcc 
cgggcgttcc 
gtcgcctgca 
gaggtcatcg 
cgccttctct 



<210> 1140 

<211> 122 

<212> PRT 

<213> Homo sapiens 



<400> 1140 
Met Trp Thr Met 
1 

Thr Thr Leu Glu 

20 

Ser Ala Ala Thr 
35 

Ala Thr Ser Pro 
50 

Arg Ser Thr lie 
65 

Leu Pro Lys Pro 

Thr Gly Pro Thr 

100 

Ser Ala Ala Trp 
115 



Thr Ser Met Pro 
5 

His Ala Leu Gin 

Thr Lys Ser Leu 

40 

Arg Arg Pro Arg 
55 

Ser Leu Pro Pro 
70 

Asn Ala Ser Thr 
85 

Gly Leu Val Lys 

Pro Gin Thr Thr 

120 



Lys Pro Ser Phe 
10 

Ala Thr Thr Gin 
25 

Arg Ala Arg Asn 

Ser Ser Lys Ala 

60 

Trp lie Leu Ser 
75 

Ala Pro Trp Ser 
90 

Val Pro Pro Tyr 
105 

Cys Ala 



Thr Ser Met Val 
15 

Thr Tyr Ser Leu 
30 

Ala Arg Pro Gin 
45 

Ser Val Trp Pro 

Ala Ser Ser Ser 

80 

Met Leu Asp Glu 
95 

Ser Asp Arg Ser 
110 



<210> 1141 

<211> 354 

<212> DNA 

<213> Homo sapiens 



<400> 1141 

ggcgccatgc 
60 

ggcgaccagt 
120 

ccgaccggca 
180 

cgtttttcag 
240 

gcattgtcgg 
300 



tcggcgggct 
acaaggacgt 
ttctgggccg 
cgccctgttg 
gatcaaccac 



ggtgctgggt 

ggtggcgttt 

tccggaggtt 
gtgtgggccg 
gaagtgcatg 



gtggccgaag 
ggcctgttgg 
gagaaagtat 
tggcctttcc 
gcaccggtcc 



cctttggcgc 
ttctggtgct 
gagcagatat 
ggtactcggc 
cgtgaccttg 



cgatatcttc 
gttgttccgt 
cttaaatcgg 
ctcaagctga 
accatcatcg 
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ccctgtgctc ggtgccgatg ttcctgcgcg tgctgtttac ccagcaagtc ggtg 
354 

<210> 1142 
<211> 53 
<212> PRT 

<213> Homo sapiens 
<400> 1142 

Gly Ala Met Leu Gly Gly Leu Val Leu Gly Val Ala Glu Ala Phe Gly 

15 10 15 

Ala Asp He Phe Gly Asp Gin Tyr Lys Asp Val Val Ala Phe Gly Leu 

20 25 30 

Leu Val Leu Val Leu Leu Phe Arg Pro Thr Gly He Leu Gly Arg Pro 

35 40 45 

Glu Val Glu Lys Val 
50 

<210> 1143 

<211> 353 

<212> DNA 

<213> Homo sapiens 

<400> 1143 

acgcgttgca catcccccag gaccatcaac cgcggcattg ccgcatagac ctggagatcc 
60 

catgcaacgt gaaatgaagt tcgaatcgat caaggcaaag gccaaggcga tgctcatcgg 
120 

cgcagccgac gacacagcaa gcgcaggcgc gaccaaccga gggtggctca acagcgccgc 
180 

attcgaaatc ctggcccacg tggccgtcaa cgcccaacac tacgcgctct ccgagagacc 
240 

ggcgctggag gagttcgcca agagcttcca gccgcgcaac aaccaggact acgtggccgc 
300 

gatcgccaag aaggccgcga accacaccat gcatcccggc aggcagtcga ttt 
353 

<210> 1144 
<211> 102 
<212> PRT 

<213> Homo sapiens 



<400> 1144 



Met 


His 


Gly 


Val 


Val 


Arg Gly 


Leu 


Leu Gly 


Asp Arg Gly 


His 


Val 


val 


1 








5 






10 










15 




Leu 


Val 


Val 


Ala 


Arg 


Leu Glu 


Ala 


Leu Gly 


Glu 


Leu 


Leu 


Gin 


Arg 


Arg 








20 








25 








30 






Ser 


Leu 


Gly 


Glu 


Arg 


Val Val 


Leu 


Gly He 


Asp 


Gly 


His 


Val 


Gly Gin 






35 








40 








45 








Asp 


Phe 


Glu 


Cys 


Gly 


Ala Val 


Glu 


Pro Pro 


Ser 


Val 


Gly Arg 


Ala 


Cys 




50 








55 








60 










Ala 


Cys 


Cys 


Val 


Val 


Gly Cys 


Ala 


Asp Glu 


His 


Arg 


Leu 


Gly 


Leu 


Cys 


65 










70 






75 










80 


Leu 


Asp 


Arg 


Phe 


Glu 


Leu His 


Phe 


Thr Leu 


His 


Gly 


He 


Ser 


Arg 


Ser 
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85 90 9b 

Met Arg Gin Cys Arg Gly 

100 

<210> 1145 
<211> 360 
<212> DNA 

<213> Homo sapiens 
<400> 1145 

gtcttcggcg ggctcggcct gttctattgc gtcatgaccc cggtgtactg gttctcggcc 
60 

catgaagcgg ccggcacctg ggtactcggg ctgtcggcgg cgatggctct gatggtgttt 
120 

ttctacgtcc aggtcatcgc caagaagatc aatcctcgac cctccgacga gaaggacgcc 
180 

gaggtgatcg acggggctgg tccggtcggt ttcttcccgc cacagagtat ctggccgttc 
240 

tggtgcgcgc tcgttgtcgc catcatgtgc ctcggcccga tcttcggctg gtggatctct 
300 

ctgctcgggc tgggcattgt tatctgggcc gcctcgggtt gggcttttga gtactaccgc 
360 

<210> 1146 
<211> 120 
<212> PRT 

<213> Homo sapiens 



<400> 1146 



Val 


Phe 


Gly 


Gly 


Leu Gly 


Leu 


Phe 


Tyr 


Cys 


val 


Met 


Thr 


Pro 


Val 


Tyr 


1 




5 










10 










15 




Trp 


Phe 


Ser 


Ala 


His 


Glu 


val 


Ala 


Gly 


Thr 


Trp 


Val 


Leu 


Gly 


Leu 


Ser 






20 










25 










30 






Ala 


Ala 


Met 
35 


Ala 


Leu 


Met 


Val 


Phe 

40 


Phe 


Tyr 


Val 


Gin 


Val 
45 


He 


Ala 


Lys 


Lys 


lie 


Asn 


Pro 


Arg 


Pro 


Ser 


Asp 


Glu 


Lys 


Asp 


Ala 


Glu 


Val 


He 


Asp 


50 










55 










60 










Gly 


Ala 


Gly 


Pro 


Val 


Gly 


Phe 


Phe 


Pro 


Pro 


Gin 


Ser 


He 


Trp 


Pro 


Phe 


65 










70 










75 










80 


Trp 


Cys 


Ala 


Leu 


Val 


Val 


Ala 


He 


Met 


Cys 


Leu Gly 


Pro 


He 


Phe 


Gly 






85 










90 










95 




Trp 


Trp 


lie 


Ser 


Leu 


Leu 


Gly 


Leu 


Gly 


He 


Val 


He 


Trp 


Ala 


Ala 


Ser 




100 










105 










110 






Gly 


Trp 


Ala 
115 


Phe 


Glu 


Tyr 


Tyr 


Arg 
120 



















<210> 1147 
<211> 409 
<212> DNA 

<213> Homo sapiens 
<400> 1147 

tgtacattgg ctatgcagtc tggcctcctg aaggttatga tagtagccaa aaatatagaa 
60 
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gccaaaaagg catccacctt cttcatcaat ccagaattga tcatgctcat gcctgtgggt 



120 



ggatcactat gtgctctcca aattgggagg ggaagtctac tctcctctct cctctctctc 



180 



ccaccttccc ctctctcttc tctcctttct attcccaggg cagtggaaca tgatgaggtt 



240 



cttttccctt catggatatc ctctttctgc cctccacata aaggggcatt gatggatctt 



300 

caagaatggg atgcctttcc ctagaaaggc taaatattca tgaggctgaa tgtgaggatc 
360 

cagagtacac tgaaatataa ctggtcatca gtacacatag aatctgatn 
409 

<210> 1148 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 1148 

Met Gin Ser Gly Leu Leu Lys Val Met He Val Ala Lys Asn He Glu 

1 5 10 15 

Ala Lys Lys Ala Ser Thr Phe Phe He Asn Pro Glu Leu He Met Leu 

20 25 30 

Met Pro Val Gly Gly Ser Leu Cys Ala Leu Gin He Gly Arg Gly Ser 

35 40 45 

Leu Leu Ser Ser Leu Leu Ser Leu Pro Pro Ser Pro Leu Ser Ser Leu 

50 55 60 

Leu Ser He Pro Arg Ala Val Glu His Asp Glu Val Leu Phe Pro Ser 
65 70 75 80 

Trp He Ser Ser Phe Cys Pro Pro His Lys Gly Ala Leu Met Asp Leu 

85 90 95 

Gin Glu Trp Asp Ala Phe Pro 

100 

<210> 1149 
<211> 309 
<212> DNA 

<213> Homo sapiens 
<400> 1149 

gtcgacttct gcatggaaaa acgcgatctg gtgattgagc acgttgcgga gatgtacggc 
60 

cgtgaggcgg tatcgcagat cattaccttc ggtaccatgg cggcgaaagc ggttattcgt 
120 

gacgtgggcc gtgtactggg tcacccgtat ggcttcgtcg atcgcatctc caagctggtg 
180 

ccgcccgatc cgggcatgac gctggaaaaa gcctttgccg ccgaaccgca gttgccggaa 
240 

atctacgagg ccgatgagga agtcaaagcg ctgatcgaca tggcgcgcaa gctgggaagg 
300 

gtgacgcgg 
309 

<210> 1150 
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<211> 103 
<212> PRT 

<213> Homo sapiens 



<400> 1150 
Val Asp Phe Cys 
1 

Glu Met Tyr Gly 

20 

Met Ala Ala Lys 
35 

Pro Tyr Gly Phe 
50 

Gly Met Thr Leu 
65 

lie Tyr Glu Ala 

Lys Leu Gly Arg 

100 



Met Glu Lys Arg 
5 

Arg Glu Ala Val 

Ala Val He Arg 

40 

Val Asp Arg He 
55 

Glu Lys Ala Phe 
70 

Asp Glu Glu Val 
85 

val Thr Arg 



Asp Leu Val He 
10 

Ser Gin He He 
25 

Asp Val Gly Arg 

Ser Lys Leu Val 

60 

Ala Ala Glu Pro 
75 

Lys Ala Leu He 
90 



Glu His Val Ala 
15 

Thr Phe Gly Thr 
30 

Val Leu Gly His 
45 

Pro Pro Asp Pro 

Gin Leu Pro Glu 

80 

Asp Met Ala Arg 
95 



<210> 1151 

<211> 360 

<212> DNA 

<213> Homo sapiens 



<400> 1151 
gcgcgcattt 
60 

gcgctcaata 
120 

gggttggttc 
180 

gtgaagttcc 
240 

gagcgtcgcc 
300 

aacccgtacg 
360 



tttgcaaccc 
ccttcgcctc 
cggaatccct 
tttacacggt 
gggagatcct 
ggttactcaa 



aagcgacgtc 
gtaccaaact 
gcgtgagaaa 
tcctaactac 
agcggtggct 
cctcgatggt 



attatggccg 
gaggtcattc 
gtgactgcag 
tcgaacccgt 
gacgagctgg 
gatccactgc 



agtcgccggc 
acgtcgacat 
cgcgtcaaga 
cgggaatctc 
atctgttggt 
cgacgttgaa 



ttatgtcggg 
ggacgacagc 
cggcaagtcg 
gcaatccacc 
ggttgaggac 
gtcgatggat 



<210> 1152 

<211> 120 

<212> PRT 

<213> Homo sapiens 



<400> 1152 
Ala Arg He Phe 
1 

Ala Tyr Val Gly 

20 

He His Val Asp 
35 

Glu Lys Val Thr 
50 

Tyr Thr Val Pro 



Cys Asn Pro Ser 
5 

Ala Leu Asn Thr 

Met Asp Asp Ser 

40 

Ala Ala Arg Gin 
55 

Asn Tyr Ser Asn 



Asp Val He Met 
10 

Phe Ala Ser Tyr 
25 

Gly Leu Val Pro 

Asp Gly Lys Ser 

60 

Pro Ser Gly He 



Ala Glu Ser Pro 
15 

Gin Thr Glu Val 
30 

Glu Ser Leu Arg 
45 

Val Lys Phe Leu 
Ser Gin Ser Thr 
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65 70 75 80 

Glu Arg Arg Arg Glu lie Leu Ala Val Ala Asp Glu Leu Asp Leu Leu 

85 90 95 

Val Val Glu Asp Asn Pro Tyr Gly Leu Leu Asn Leu Asp Gly Asp Pro 

100 105 HO 

Leu Pro Thr Leu Lys Ser Met Asp 
115 120 

<210> 1153 

<211> 416 

<212> DNA 

<213> Homo sapiens 

<400> 1153 

gcgtggattc gtcctggcgg cgtcgctacc gacctgcccg agaccgggct cgaccagttg 
60 

cgtgacctca tcaagcggat ggaaaagtac ccccccgaga tcggtcagtt ctgcaatgag 
120 

aatccgatct ttaaggcccg cactcagggc attggttacg ctgatctgtc tacctgtatg 
180 

gccctgggag ttactggtcc tgctctgcgc gctaccggcc tgccgtggga cctgcgcaag 
240 

acccagccct attgcgatta cgacacgtat gacttcgacg tcgccacctg ggatacctgt 
300 

gactgttacg ggcgtttccg catccgcctg gaagagatgg accagtcggt gcgcattctc 
360 

aagcaatgcc tcaaacgcct cgaggacacc cagggtgacc gtaatatggt cgagga 
416 

<210> 1154 
<211> 138 
<212> PRT 

<213> Homo sapiens 
<400> 1154 

Ala Trp He Arg Pro Gly Gly Val Ala Thr Asp Leu Pro Glu Thr Gly 

I 5 10 15 

Leu Asp Gin Leu Arg Asp Leu lie Lys Arg Met Glu Lys Tyr Leu Pro 

20 25 30 

Glu He Gly Gin Phe Cys Asn Glu Asn Pro He Phe Lys Ala Arg Thr 

35 40 45 

Gin Gly He Gly Tyr Ala Asp Leu Ser Thr Cys Met Ala Leu Gly Val 

50 55 60 

Thr Gly Pro Ala Leu Arg Ala Thr Gly Leu Pro Trp Asp Leu Arg Lys 
65 70 75 80 

Thr Gin Pro Tyr Cys Asp Tyr Asp Thr Tyr Asp Phe Asp Val Ala Thr 

85 90 95 

Trp Asp Thr Cys Asp Cys Tyr Gly Arg Phe Arg He Arg Leu Glu Glu 

100 105 110 

Met Asp Gin Ser Val Arg He Leu Lys Gin Cys Leu Lys Arg Leu Glu 

115 120 125 

Asp Thr Gin Gly Asp Arg Asn Met Val Glu 
130 135 
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<210> 1155 

<211> 339 

<212> DNA 

<213> Homo sapiens 

<400> 1155 

cttaagttat tttggtcttt gcctctctcc tcaggttgtg aagattacag aaatctggga 
60 

tggcttatgg gacgcttctc agccctaagt aggaaaacag cagtgaaaat ggcaaccaaa 
120 

acatcacgca ggactggggg ttttggggaa acagctcact ttagagcagt gcagtgtaga 
180 

gctttccgcc ttctaccagg gtccaccttt aacactgttt atctgaaaat tttccccctg 
240 

gcttactcgc ttgcagctgc ccactttgca gaaagatggc gctctgatct ctacgctccc 
300 

tgttccctca gggactccat agtatttttt ttcacgcgt 
339 

<210> 1156 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 1156 



Met 


Gly Arg 


Phe 


Ser 


Ala 


Leu 


Ser Arg 


Lys 


Thr 


Ala 


Val 


Lys 


Met 


Ala 


1 








5 








10 










15 




Thr 


Lys 


Thr 


Ser 


Arg 


Arg 


Thr Gly Gly 


Phe 


Gly Glu 


Thr 


Ala 


His 


Phe 








20 








25 










30 






Arg 


Ala 


val 
35 


Gin 


Cys 


Arg 


Ala 


Phe Arg 
40 


Leu 


Leu 


Pro 


Gly 
45 


Ser 


Thr 


Phe 


Asn 


Thr 
50 


Val 


Tyr 


Leu 


Lys 


He 
55 


Phe Pro 


Leu 


Ala 


Tyr 
60 


Ser 


Leu 


Ala 


Ala 


Ala 


His 


Phe 


Ala 


Glu 


Arg 


Trp 


Arg Ser 


Asp 


Leu 


Tyr 


Ala 


Pro 


Cys 


Ser 


65 










70 








75 










80 


Phe 


Arg 


Asp 


Ser 


lie 
85 


Val 


Phe 


Phe Phe 


Thr 
90 


Arg 













<210> 1157 

<211> 426 

<212> DNA 

<213> Homo sapiens 

<400> 1157 

nnacagcctc tctccgaccc ggcggcggtt gcacacgtcc ccgtctgagg agtattcgtg 
60 

ctggcaaaac tcgtgacccg acacctgagg gcctatcggt tgcacgttgc cgtcatcatc 
120 

gttatgcagg tttgcgccca aatcgcggcc ctgaccttgc caaccatcaa cgcagacatc 
180 

atcaacaagg gcgtcgtgac agcggatacc ggatatgtca ccacccactc cctcttcatg 
240 

ctggcggtcg ctttagggca ggccatctgc caggtcattg cggtttatct cgccgctcag 
300 
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gtggcgatgg gaatgggccg tgacgttcgc gacgccatct tcacccgcac ccttgacttc 
360 

tcggcccggg agatcaacaa attcggagca ccatcactca ttacccggac taccaacgac 
420 

gtccag 
426 

<210> 1158 

<211> 123 

<212> PRT 

<213> Homo sapiens 

<400> 1158 



Val 


Leu 


Ala Lys 


Leu 


Val 


Thr 


Arg 


His 


Leu 


Arg 


Ala 


Tyr 


Arg 


Leu 


His 


1 




5 










10 










15 




Val 


Ala 


Val lie 
20 


He 


Val 


Met 


Gin 


Val 
25 


Cys 


Ala 


Gin 


He 


Ala 
30 


Ala 


Leu 


Thr 


Leu 


Pro Thr 


He 


Asn 


Ala 


Asp 


He 


He 


Asn 


Lys 


Gly 


Val 


Val 


Thr 






35 








40 










45 






val 


Ala 


Asp 


Thr Gly 


Tyr 


Val 


Thr 


Thr 


His 


Ser 


Leu 


Phe 


Met 


Leu 


Ala 




50 








55 










60 






Ala 


Ala 


Ala 


Leu 


Gly Gin 


Ala 


He 


Cys 


Gin 


Val 


He 


Ala 


Val 


Tyr 


Leu 


65 






70 










75 










80 


Gin 


val 


Ala Met 


Gly Met 


Gly Arg Asp 


Val 


Arg 


Asp 


Ala 


He 


Phe 


Thr 








85 










90 










95 




Arg 


Thr 


Leu Asp 


Phe 


Ser 


Ala 


Arg 


Glu 


He 


Asn 


Lys 


Phe 


Gly 


Ala 


Pro 




100 










105 










110 






Ser 


Leu 


He Thr 
115 


Arg 


Thr 


Thr 


Asn 
120 


Asp 


Val 


Gin 













<210> 1159 

<211> 434 

<212> DNA 

<213> Homo sapiens 

<400> 1159 

tctctccgac cgcgcctggg gcccggtggg gtcctgcggg gacgcgggcg aggacggcgc 
60 

ggacgaggca ggagcaggcc gggctctcgc catgggtcac tgtcgcctct gccacgggaa 
120 

gttttcctcg agaagcctgc gcagcatctc cgagagggcg cctggagcga gcatggagag 
180 

gccatccgca gaggagcgcg tgctcgtacg ggacttccag cgcctgcttg gtgtggctgt 
240 

ccgccaggac cccaccttgt ctccgtttgt ctgcaagagc tgccacgccc agttctacca 
300 

gtgccacagc cttctcaagt ccttcctgca gagggtcaac gcctccccgg ctggtcgccg 
360 

gaagccttgt gcaaaggtcg gtgcccagcc cccaacaggg gcagaggagg gagcgtgtct 
420 

ggtggatctg atca 
434 

<210> 1160 
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<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 1160 



Met 


Gly 


His 


Cys 


Arg 


Leu 


Cys 


His 


Gly 


Lys 


Phe 


Ser 


Ser 


Arg 


Ser 


Leu 


1 






5 










10 










15 




Arg 


Ser 


He 


Ser 


Glu 


Arg 


Ala 


Pro 


Gly Ala 


Ser 


Met 


Glu 


Arg 


Pro 


Ser 






20 










25 










30 






Ala 


Glu 


Glu 


Arg 


Val 


Leu 


Val 


Arg 


Asp 


Phe 


Gin 


Arg 


Leu 


Leu Gly Val 






35 










40 










45 








Ala 


val 


Arg 


Gin 


Asp 


Pro 


Thr 


Leu 


Ser 


Pro 


Phe 


Val 


Cys 


Lys 


Ser 


Cys 




50 










55 










60 










His 


Ala 


Gin 


Phe 


Tyr 


Gin 


Cys 


His 


Ser 


Leu 


Leu 


Lys 


Ser 


Phe 


Leu 


Gin 


65 








70 










75 










80 


Arg 


Val 


Asn 


Ala 


Ser 


Pro 


Ala 


Gly 


Arg 


Arg 


Lys 


Pro 


Cys 


Ala 


Lys 


Val 








85 










90 










95 




Gly 


Ala 


Gin 


Pro 


Pro 


Thr Gly 


Ala 


Glu 


Glu 


Gly 


Ala 


Cys 


Leu 


Val 


Asp 






100 










105 










110 






Leu 


lie 































<210> 1161 
<211> 355 
<212> DNA 

<213> Homo sapiens 
<400> 1161 

ctgcacacac accaggccac gcccacgagg 
60 

acagagggat ggggagcagc cctcagtgcc 
120 

actgcaccca aggagctgcc ttccatttca 
180 

atcattccag aagagcagca ggcagaacct 
240 

gcaggaaaag aagatctggc gtctgaagtc 
300 

tgacatagga cttgagcaaa atgagagccc 
355 



acggccagtc agcatgcagc caatacaccc 
agctccaaca ggcccactgc aggtcctgtc 
cctgacattt ccactaaggg cccagcgttt 
tcacctccca agagctgcaa gtgcgctgtg 
agctcctgct ctccaggaaa agagggacga 
cgtgatggga gagaacacct gatca 



<210> 1162 

<211> 102 

<212> PRT 

<213> Homo sapiens 



<400> 1162 
Met Gin Pro He 
1 

Ala Pro Thr Gly 

20 

Leu Pro Phe His 
35 

Gin Lys Ser Ser 



His Pro Gin Arg 
5 

Pro Leu Gin Val 

Leu Thr Phe Pro 

40 

Arg Gin Asn Leu 



Asp Gly Glu Gin 
10 

Leu Ser Leu His 
25 

Leu Arg Ala Gin 
His Leu Pro Arg 



Pro Ser Val Pro 
15 

Pro Arg Ser Cys 
30 

Arg Leu Ser Phe 
45 

Ala Ala Ser Ala 
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50 55 60 

Leu Trp Gin Glu Lys Lys He Trp Arg Leu Lys Ser Ala Pro Ala Leu 
65 70 75 80 

Gin Glu Lys Arg Asp Asp Asp lie Gly Leu Glu Gin Asn Glu Ser Pro 

85 90 95 

Val Met Gly Glu Asn Thr 

100 



<210> 1163 

<211> 466 

<212> DNA 

<213> Homo sapiens 



<400> 1163 
ngcgcgccag 
60 

aggagtcaaa 
120 

gtgagcatct 
180 

cagaagcccg 
240 

tgtggggagc 

300 

agcaagtaca 
360 

ctgacaggcg 

420 

gcttgcccag 
466 



gaagcgggag 
gagaaggcag 
ggcagctggt 
tcacctcggc 
ccaggcccga 
agatctcctc 
aggacacgga 
tgagactcac 



gtcagctgta 
aactatggca 
ggaggagatc 
tctgccagag 
ggtgcgttgg 
cagccctggc 
tctgtaccac 
cgtcatcgaa 



cacccagggt 
ggaaagctcc 
cctgaaggct 
gggaaaaatg 
cagaactcca 
agcaaggagc 
tgcacagcag 
gttggctttc 



aatagaactt 
ggaagtccca 
gcagcacgcc 
ctgtctttcg 
aaggtgacct 
acgtgctgca 
taaatgcgta 
ggaaga 



ctaccctcag 
catccctgga 
ggactttgag 
ggctgtggtc 
cagtgattcc 
gatcaacaag 
cggagaggcc 



<210> 1164 

<211> 127 

<212> PRT 

<213> Homo sapiens 

<400> 1164 

Met Ala Gly Lys Leu Arg Lys Ser His lie Pro Gly Val Ser He Trp 

1 5 10 15 

Gin Leu Val Glu Glu He Pro Glu Gly Cys Ser Thr Pro Asp Phe Glu 

20 25 30 

Gin Lys Pro Val Thr Ser Ala Leu Pro Glu Gly Lys Asn Ala Val Phe 

35 40 45 

Arg Ala Val Val Cys Gly Glu Pro Arg Pro Glu Val Arg Trp Gin Asn 

50 55 60 

Ser Lys Gly Asp Leu Ser Asp Ser Ser Lys Tyr Lys He Ser Ser Ser 
65 70 75 80 

Pro Gly Ser Lys Glu His Val Leu Gin He Asn Lys Leu Thr Gly Glu 

85 90 95 

Asp Thr Asp Leu Tyr His Cys Thr Ala Val Asn Ala Tyr Gly Glu Ala 

100 105 H° 

Ala Cys Ser Val Arg Leu Thr Val He Glu Val Gly Phe Arg Lys 
115 120 125 
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<210> 1165 

<211> 414 

<212> DNA 

<213> Homo sapiens 

<400> 1165 

tgggtggttc cggacacana aaatcacgtg ttgaaccgaa tttcaggcat ggtgaaaggc 
60 

tgctttagta aagtccttgt tgagccgcgt ctgctcaagc tcaactcgac nattatgtgt 
120 

ctgcacattc tgctgatgtc cacgttcgtg gccctgcccg gtcagttggc tgcagcagga 
180 

ttccccgccg ctgaacactg gaaagtgtat ctggtgacga tgctcatctc cttcgtctcc 
240 

gttgtccctt tcattatcta tgcagaagtg aaacgccgca tgaagcgcgt attcctgacg 
300 

tgtgttgcgc tgctgttgat tgccgaaatc gtactatggg gctccggtcc acacttctgg 
360 

gaactggtca tcggcgtaca gcttttcttc ctcgccttta atctcatgga agcc 

414 

<210> 1166 
<211> 138 
<212> PRT 

<213> Homo sapiens 
<400> 1166 

Trp Val Val Pro Asp Thr Xaa Asn His Val Leu Asn Arg He Ser Gly 

15 10 15 

Met Val Lys Gly Cys Phe Ser Lys Val Leu Val Glu Pro Arg Leu Leu 

20 25 30 

Lys Leu Asn Leu Thr He Met Cys Leu His He Leu Leu Met Ser Thr 

35 40 45 

Phe Val Ala Leu Pro Gly Gin Leu Ala Ala Ala Gly Phe Pro Ala Ala 

50 55 60 

Glu His Trp Lys Val Tyr Leu Val Thr Met Leu He Ser Phe Val Ser 
65 70 75 80 

Val Val Pro Phe He He Tyr Ala Glu Val Lys Arg Arg Met Lys Arg 

85 90 95 

Val Phe Leu Thr Cys Val Ala Leu Leu Leu He Ala Glu He Val Leu 

100 105 HO 

Trp Gly Ser Gly Pro His Phe Trp Glu Leu Val He Gly Val Gin Leu 

115 120 125 

Phe Phe Leu Ala Phe Asn Leu Met Glu Ala 
130 135 

<210> 1167 

<211> 464 

<212> DNA 

<213> Homo sapiens 

<400> 1167 

gtcgaccccg tgggcaagag tcgcggcccc tgacgataac ttcaccccgc cggccttgag 
60 
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ctgttgggac 
120 

tagccgggtg 
180 

attgacccct 
240 

gctcttgcca 
300 

ccgcacgccc 
360 

gcattcctgc 
420 

cagggcttcc 
464 



cggctggcta 
acctgcctga 
cgagacagtc 
gagttcggat 
agggcgtacc 
gcggtgtggc 
ttactaagtt 



aggcctgggc 
ccatcttcgg 
gtgaggaacc 
ccttgatcgc 
caccggtcat 
ttcgcacgca 
ccgcggtttt 



accggtagcg 
caaaccagtg 
gtcagcaagt 
catcgccttg 
cgcgtcgcgg 
tcgacgcagg 
ccttcccgac 



gcctggtgga 
cgcagttgtg 
tcgtcgatgc 
acggccaccc 
acgatgggta 
aagtcagcct 
gcgt 



taccctcatg 
tggtgaactc 
cgtcgtcgat 
ccgacccagc 
ccaggtcgtg 
cgccccggga 



<210> 1168 

<211> 110 

<212> PRT 

<213> Homo sapiens 



<400> 1168 
Met Thr Asp Gly 
1 

Val Lys Ala Met 

20 

Asp Gly lie Asp 
35 

Val Asn Glu Phe 
50 

Arg Gin Val Thr 
65 

Ala Gin Ala Leu 

Lys Leu Ser Ser 

100 



Tyr Ala Leu Gly 
5 

Ala lie Lys Asp 

Glu Leu Ala Asp 

40 

Thr Thr Gin Leu 
55 

Arg Leu His Glu 
70 

Ala Ser Arg Ser 
85 

Gly Ala Ala Thr 



Val Arg Ala Gly 
10 

Pro Asn Ser Gly 
25 

Gly Ser Ser Arg 

Arg Thr Gly Leu 

60 

Gly lie His Gin 
75 

Gin Gin Leu Lys 
90 

Leu Ala His Gly 
105 



Ser Gly Val Ala 
15 

Lys Ser lie Asp 
30 

Leu Ser Arg Gly 
45 

Pro Lys Met Val 

Ala Ala Thr Gly 

80 

Ala Gly Gly Val 

95 

Val Asp 
110 



<210> 1169 
<211> 486 
<212> DNA 

<213> Homo sapiens 



<400> 1169 
nacgcgtgaa 
60 

ctagagcctt 
120 

tctgcctgga 
180 

agggaaagta 
240 

agccagtaca 
300 

ccaagccagg 
360 



gggagcagaa 
tctggccaat 
tggtccgaag 
tttacaggtt 
gtatcgaccc 
tgcgccattt 



cggacaccag 
gggaacagga 
ttggtctcta 
gctgcctcag 
tgtcactcgg 
atatgatact 



ttactagtgg 
atagcccggg 
ggaacgagcc 
accacccctg 
tatcccaata 
ggcgaaacaa 



ctctggtcgg 
gctttctagc 
ctttggaagt 
agaatgtgag 
tcaacgtcaa 
aagatattca 



ggacagcctc 
tgctatggac 
gctggcagag 
taagaacttc 
cttcctccgg 
cctggaaatg 
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gagagcctgg tgaattcccg aaccaccccc aaattgactc gcaatgagtc tgtagctcgt 
420 

tcaagcaaac tgctgggctg gtgccagagg cagacagatg gctatgcagg ggtaaacgtg 
480 

acagat 
486 

<210> 1170 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 1170 

Arg Glu Gin Asn Gly His Gin Leu Leu Val Ala Leu Val Gly Asp Ser 

15 10 15 

Leu Leu Glu Pro Phe Trp Pro Met Gly Thr Gly He Ala Arg Gly Phe 

20 25 30 

Leu Ala Ala Met Asp Ser Ala Trp Met Val Arg Ser Trp Ser Leu Gly 

35 40 45 

Thr Ser Pro Leu Glu Val Leu Ala Glu Arg Glu Ser He Tyr Arg Leu 

50 55 60 

Leu Pro Gin Thr Thr Pro Glu Asn Val Ser Lys Asn Phe Ser Gin Tyr 
65 70 75 80 

Ser He Asp Pro Val Thr Arg Tyr Pro Asn He Asn Val Asn Phe Leu 

85 90 95 

Arg Pro Ser Gin Val Arg His Leu Tyr Asp Thr Gly Glu Thr Lys Asp 

100 105 HO 

He His Leu Glu Met Glu Ser Leu Val Asn Ser Arg Thr Thr Pro Lys 

115 120 125 

Leu Thr Arg Asn Glu Ser Val Ala Arg Ser Ser Lys Leu Leu Gly Trp 

130 135 140 

Cys Gin Arg Gin Thr Asp Gly Tyr Ala Gly Val Asn Val Thr Asp 
145 150 155 

<210> 1171 

<211> 429 

<212> DNA 

<213> Homo sapiens 



<400> 1171 

acgcgttcaa caaagcacag aaccggagat 
60 

ggcagcgcca ggtgctggcg ctgcccgagg 
120 

actcgctaga ccctcccaaa acgcacacca 
180 

ccctgctagg ccacaaacac tccactgtct 
240 

gtccctccaa gagtacaacc tctgtctgat 
300 

tgccgggaca ctgcaggctg ggcccgccgc 
360 

caggcacagt gttcaggctg attgactgtc 
420 



gcagtgggag ccgagagcag gaagcgcgga 
ccccgtgcca agtggggccc atagcagccg 
cgcgcgacca ggaccgagag gcccgcacgg 
ccagggtaaa agacaaacac agcctcgctt 
gaaaaacaaa cgacccagag aggaggcagc 
gcccttggag ggcaggtcaa aatcccggaa 
ccaggccagg gcggcctcaa ctgccagagc 
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acctcctac 
429 

<210> 1172 
<211> 118 
<212> PRT 

<213> Homo sapiens 



<400> 1172 




















Met 


Gin 


Trp 


Glu 


Pro 


Arg 


Ala Gly Ser 


Ala 


Glu 


Ala 


Ala Pro 


1 






5 








10 








Gly 


Ala 


Ala 


Arg 


Gly 


Pro 


Val Pro 


Ser 


Gly Ala 


His 


Ser Ser 






20 








25 








30 


Ala 


Arg 


Pro 


Ser 


Gin 


Asn 


Ala His 


His 


Ala 


Arg 


Pro 


Gly Pro 




35 








40 










45 


Pro 


His 


Gly 


Pro 


Ala 


Arg 


Pro Gin 


Thr 


Leu 


His 


Cys 


Leu Gin 




50 








55 








60 




Arg 


Gin 


Thr 


Gin 


Pro 


Arg 


Leu Ser 


Leu 


Gin 


Glu 


Tyr 


Asn Leu 


65 










70 








75 






Met 


Lys 


Asn Lys 


Arg 


Pro 


Arg Glu 


Glu 


Ala 


Ala 


Ala 


Gly Thr 








85 








90 








Ala 


Gly 


Pro 


Ala 


Ala 


Pro 


Leu Glu Gly Arg 


Ser 


Lys 


Ser Arg 






100 








105 








110 


His 


Ser 


Val 
115 


Gin 


Ala 


Asp 















15 



80 

Leu GIj 
95 



<210> 1173 
<211> 435 
<212> DNA 

<213> Homo sapiens 
<400> 1173 

cgcgtcaatg acgacggcga gcattctgcc gagcaggtga tgcgagccac ccgcggtgct 
60 

ggacttgggg ccgaggccaa gcgtcgcatc atcttgggta cctatgcctt gtcggctggg 

120 

tactatgacg cctactacgg ctcggctcag aaagtccgta ccctcatcca acgcgacttc 
180 

gagaaagcat ggcagatgtg cgatgtgctc gtgtcaccgg ccacgccaac gactgccttc 
240 

cggctgggtg agcgtactgc tgacccgatg gcgatgtacc gctccgatct atgcacggtc 
300 

ccggccaata tggccggaag tcccgcagga tctttcccga tcggtctatc agagaccgac 
360 

ggcatgcccg tcggcatgca ggtgatggcg ccaatcatgg cggacgatcg aatctaccga 

420 

gttggggccg ctcta 
435 

<210> 1174 
<211> 145 
<212> PRT 

<213> Homo sapiens 
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<400> 1174 



Arg 


Val 


Asn Asp Asp Gly 


Glu 


His 


Ser 


Ala 


Glu 


Gin 


Val 


Met 


Arg 


Ala 


1 








5 










10 










15 




Thr 


Arg 


Gly 


Ala 
20 


Gly 


Leu 


Gly 


Ala 


Glu 
25 


Ala 


Lys 


Arg 


Arg 


He 
30 


He 


Leu 


Gly 


Thr 


Tyr 


Ala 


Leu 


Ser 


Ala 


Gly 


Tyr 


Tyr 


Asp 


Ala 


Tyr 


Tyr 


Gly 


Ser 




35 










40 










45 








Ala 


Gin 
50 


Lys 


Val 


Arg 


Thr 


Leu 
55 


He 


Gin 


Arg 


Asp 


Phe 
60 


Glu 


Lys 


Ala 


Trp 


Gin 


Met 


Cys 


Asp 


Val 


Leu 


Val 


Ser 


Pro 


Ala 


Thr 


Pro 


Thr 


Thr 


Ala 


Phe 


65 








70 










75 










80 


Arg 


Leu 


Gly Glu Arg 


Thr 


Ala 


Asp 


Pro 


Met 


Ala 


Met 


Tyr 


Arg 


Ser 


Asp 








85 










90 










95 




Leu 


Cys 


Thr 


Val 


Pro 


Ala 


Asn 


Met 


Ala 


Gly 


Ser 


Pro 


Ala 


Gly 


Ser 


Phe 






100 










105 










110 






Pro 


He 


Gly 
115 


Leu 


Ser 


Glu 


Thr 


Asp 
120 


Gly 


Met 


Pro 


Val 


Gly 
125 


Met 


Gin 


Val 


Met 


Ala 
130 


Pro 


He 


Met 


Ala 


Asp 
135 


Asp 


Arg 


He 


Tyr 


Arg 

140 


Val 


Gly 


Ala 


Ala 



Leu 
145 



<210> 1175 
<211> 729 
<212> DNA 

<213> Homo sapiens 
<400> 1175 

gatcgcactg caatccaccc acatctactt gatatgaaaa ttggtcaagg caaatatgag 
60 

caggggttct ttccaaagtt acagtccgat gtcttggcaa caggaccaac cagtaacaat 
120 

cgctgggtaa gtcggagtgc cactgcacag cgcaggaaag gacgccttcg ccagcattct 
180 

gagcatgttg ggctggacaa cgacttgagg gagaaatata tgcaagaggc acgaagttta 
240 

ggaaaaaacc tgaggcaacc caaactgtca gacctctctc ctgcagttat tgcacagacc 
300 

aactgtaaat tcgtagaagg cttattaaaa gaatgtagaa ataagacaaa gcgcatgttg 
360 

gtggagaaga tgggacatga agcggtggaa cttggccatg gagaagcaaa catcaccggc 
420 

ctggaggaga acaccttgat cgccagcctt tgtgacctgc tggagaggat atggagccat 
480 

ggcttgcagg tcaagcaggg gaagtcggtt ttgtggtcac atttaattcc ttttcaggac 
540 

agagaagaga accaagagcc ccttgcagaa tcaccagttg ccctcggacc agaaagaaaa 
600 

aaatctgact caggagttat gttgccaacg ctcagggtct ctcttattca ggacatgagg 
660 

catattcaaa acatgagtga gatcaagact gatgttggac gagctcgggc gtggataaga 
720 

ctgtctcta 
729 



1063 



0058473A2 L> 



WO 00/58473 



PCT/US00/08621 



<210> 1176 
<211> 243 
<212> PRT 

<213> Homo sapiens 



<400> 1176 
Asp Arg Thr Ala 
1 

Gly Lys Tyr Glu 

20 

Ala Thr Gly Pro 
35 

Ala Gin Arg Arg 
50 

Leu Asp Asn Asp 
65 

Gly Lys Asn Leu 

lie Ala Gin Thr 

100 

Arg Asn Lys Thr 
115 

Val Glu Leu Gly 
130 

Thr Leu lie Ala 
145 

Gly Leu Gin Val 

Pro Phe Gin Asp 

180 

Val Ala Leu Gly 
195 

Pro Thr Leu Arg 
210 

Met Ser Glu lie 
225 

Leu Ser Leu 



He His Pro His 

5- 

Gin Gly Phe Phe 

Thr Ser Asn Asn 

40 

Lys Gly Arg Leu 
55 

Leu Arg Glu Lys 
70 

Arg Gin Pro Lys 
85 

Asn Cys Lys Phe 

Lys Arg Met Leu 

120 

His Gly Glu Ala 
135 

Ser Leu Cys Asp 
150 

Lys Gin Gly Lys 
165 

Arg Glu Glu Asn 

Pro Glu Arg Lys 

200 

Val Ser Leu He 
215 

Lys Thr Asp Val 
230 



Leu Leu Asp Met 
10 

Pro Lys Leu Gin 
25 

Arg Trp Val Ser 

Arg Gin His Ser 

60 

Tyr Met Gin Glu 
75 

Leu Ser Asp Leu 
90 

Val Glu Gly Leu 
105 

Val Glu Lys Met 

Asn He Thr Gly 

140 

Leu Leu Glu Arg 
155 

Ser Val Leu Trp 
170 

Gin Glu Pro Leu 
185 

Lys Ser Asp Ser 

Gin Asp Met Arg 

220 

Gly Arg Ala Arg 
235 



Lys He Gly Gin 
15 

Ser Asp Val Leu 
30 

Arg Ser Ala Thr 
45 

Glu His Val Gly 

Ala Arg Ser Leu 

80 

Ser Pro Ala Val 
95 

Leu Lys Glu Cys 
110 

Gly His Glu Ala 
125 

Leu Glu Glu Asn 

lie Trp Ser His 

160 

Ser His Leu He 
175 

Ala Glu Ser Pro 
190 

Gly Val Met Leu 
205 

His He Gin Asn 

Ala Trp He Arg 

240 



<210> 1177 
<211> 581 
<212> DNA 

<213> Homo sapiens 



<400> 1177 

acgcgtgatg 
60 

cgtcgcacag 
120 

gctcatcctc 
180 

cgtcgatctc 
240 



agttgcgcga 
ctgcgagagg 
ggcagacggg 
ggtactgccc 



gaccagcaac 
tgggcattgc 
aagactttgt 
atggcgtcat 



tgcagccgaa 
cgagtgaggc 
cgtcggggat 
gaaggatcgc 



tacagttttc 
aacgatgtct 
gttgtcaatg 
gcgatacggg 



ttgtgtaccc 
aaggcggaaa 
agagcgggga 
gcgacgaccc 
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cgatgagggc gtcgtcgaat ccagcgatga tcgatacctc tctcggtagc acgtccgtgg 
300 

ccaacaggtg gtcgacttgg gcgggggcta gccatgtaat tgttccgagc acatggaggg 

360 

tggctgccag gaggcggatg gccggttctg gggcatcttt ggagatcttc agccggacat 
420 

cagtgggcag tccggccggg acttggcaga gggcctgggc gggatgggag cgctgggcga 
480 

cgacgaaacg ccccgacgcc gtaacgccgt gggcttggag atcgcaggtc cacttctctg 
540 

ggctttcacc ggcagagatc atggtgtgga ccaccattgt g 
581 

<210> 1178 
<211> 192 
<212> PRT 

<213> Homo sapiens 
<400> 1178 

Met Val Val His Thr Met 

1 5 
Thr Cys Asp Leu Gin Ala 

20 

Val Ala Gin Arg Ser His 
35 

Gly Leu Pro Thr Asp Val 
50 

Pro Ala lie Arg Leu Leu 
65 70 
Thr Trp Leu Ala Pro Ala 

85 

Leu Pro Arg Glu Val Ser 

100 

Gly Val Val Ala Pro Tyr 
115 

Thr Glu He Asp Val Pro 
130 

Val Phe Pro Ser Ala Glu 
145 150 
Ser Leu Gly Asn Ala His 

165 

Lys Thr Val Phe Gly Cys 

180 

<210> 1179 
<211> 597 
<212> DNA' 
<213> Homo sapiens 

<400> 1179 

gtgcactttc tggcxtctaa ctgtggcccc agccctgact ccttgaggtg ctcctgtgct 
60 

gattggggct tctggacatg ctgccacaag atgtctggaa actccagggg gcacctgccg 
120 



1065 



He Ser 

His Gly 

Pro Ala 

40 
Arg Leu 
55 

Ala Ala 

Gin Val 

He He 

Arg Ala 
120 
Ala Leu 
135 

Asp Glu 
Leu Ser 
Ser Cys 



Ala Gly Glu 
10 

Val Thr Ala 
25 

Gin Ala Leu 

Lys He Ser 

Thr Leu His 
75 

Asp His Leu 
90 

Ala Gly Phe 
105 

He Leu His 

He Asp Asn 

Leu Ser Ala 
155 

Gin Leu Cys 

170 
Trp Ser Arg 
185 



Ser Pro Glu 

Ser Gly Arg 
30 

Cys Gin Val 
45 

Lys Asp Ala 
60 

Val Leu Gly 

Leu Ala Thr 

Asp Asp Ala 
HO 

Asp Ala Met 

125 
He Pro Asp 
140 

Leu Asp He 

Asp Gly Val 

Ala Thr His 
190 



Lys Trp 
15 

Phe Val 

Pro Ala 

Pro Glu 

Thr He 

80 
Asp Val 
95 

Leu He 

Gly Ser 

Asp Lys 

Val Ala 
160 
His Lys 
175 

His Ala 



BNSDOCID <WO 0058473A2J_> 



WO 00/58473 



PCT/USOO/08621 



agaccctgcc 
180 

ccccgccaat 
240 

tcggggtggg 
300 

ggacaaagcc 
360 

ggccctcaga 
420 

agagtctcat 
480 

cccctcccaa 
540 

ggtgcctcct 
597 



ctgggaacgg 
tcattgtctc 
gaaggcatca 
cacttcttcc 
cgtccatggg 
aggaagatgc 
ccagtggtgt 
gaatctccca 



ccggaagaat 
tttcagtccc 
gaggaataca 
catgcccagg 
tggtggggga 
atggtccaca 
tgagacgctt 
cctcccgcgg 



cccaaaacat 
ttctgaaggc 
ggctatggga 
gcttcctcat 
ggcacgtgct 
caacagtgag 
ggtttataac 
cacctgcatg 



gagattccgg 
cgcatttggc 
cgccagaggc 
ggacccagca 
gtttggccct 
tcggcaggga 
ccaagatccc 
gcctctacct 



tgcagctgag 
aatgtgaccc 
agcgtcctgg 
tggtggacgt 
gtctctgctc 
gtccaggctt 
ttgtcccatt 
gacgcgt 



<210> 1180 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 1180 

Met Gly Arg Gin Arg Gin Arg Pro Gly Asp Lys Ala His Phe Phe Pro 

15 10 15 

Cys Pro Gly Leu Pro His Gly Pro Ser Met Val Asp Val Ala Leu Arg 

20 25 30 

Arg Pro Trp Val Val Gly Glu Ala Arg Ala Val Trp Pro Cys Leu Cys 

35 40 45 

Ser Glu Ser His Arg Lys Met His Gly Pro His Asn Ser Glu Ser Ala 

50 55 60 

Gly Ser Pro Gly Phe Pro Ser Gin Pro Val Val Leu Arg Arg Leu Val 
65 70 75 80 

Tyr Asn Pro Arg Ser Leu Val Pro Leu Val Pro Pro Glu Ser Pro Thr 

85 90 95 

Ser Arg Gly Thr Cys Met Ala Ser Thr 

100 105 



<210> 1181 

<211> 352 

<212> DNA 

<213> Homo sapiens 



<400> 1181 
gtcgactacc 
60 

ttcctcgagc 
120 

gtgccgctgc 
180 

tacgacgccg 
240 

ggcttcatca 
300 



tcgatgtttc 
acgacgacgc 
tgcgttcgga 
gcgatgtcat 
ccatcatgga 



cccgcgtcag 
taaccgtgcc 
ggctccgttc 
tgtcgcttcg 
cgatgagggc 



atggtctccg 
ctgatgggtg 
gtcggtaccg 
gccacaggtg 
cagcgccaca 



tggctactgc 
cgaacatgca 
gtatggagca 
tggtcgagac 
cctacctgct 



catgattccg 
gcgtcaggct 
gcgtgctgct 
cgtgtcggca 
gcgcaagttc 



1066 



0058473A2 I > 



WO 00/58473 PCT/USOO/0862 1 



gagcgcacca accagggcac ctgctacaac cagaagccac tgttgacgag gg 
352 

<210> 1182 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 1182 



val 


Asp 


Tyr 


Leu 


.^sp 


Val 


Ser 


Pro 


Arg 


Gin 


Met 


Val 


Ser 


val 


Ala 


Thr 


l 




5 










10 










15 




Ala 


Met 


He 


Pro 


Phe 


Leu 


Glu 


His 


Asp 


Asp 


Ala 


Asn 


Arg 


Ala 


Leu 


Met 








20 










25 










30 






Gly 


Ala 


Asn 


Met 


Gin 


Arg 


Gin 


Ala 


Val 


Pro 


Leu 


Leu 


Arg 


Ser 


Glu 


Ala 




35 










40 










45 








Pro 


Phe 


Val 


Gly 


Thr 


Gly 


Met 


Glu 


Gin 


Arg 


Ala 


Ala 


Tyr 


Asp Ala Gly 




50 










55 










60 










Asp 


Val 


He 


Val 


Ala 


Ser 


Ala 


Thr 


Gly 


Val 


val 


Glu 


Thr 


Val 


Ser 


Ala 


65 










70 










75 










80 


Gly 


Phe 


He 


Thr 


He 


Met 


Asp 


Asp 


Glu 


Gly 


Gin Arg 


His 


Thr 


Tyr 


Leu 








85 










90 










95 




Leu 


Arg 


Lys 


Phe 


Glu 


Arg 


Thr 


Asn 


Gin 


Gly 


Thr 


Cys 


Tyr 


Asn 


Gin 


Lys 



100 105 HO 



Pro Leu Leu Thr Arg 
115 

<210> 1183 
<211> 432 
<212> DNA 

<213> Homo sapiens 
<400> 1183 

gatccttctg ggcgctggtc caagcgcgtg gtgaggccgt cctctcctgc agaaccccgg 
60 

cctcttcgcc cctgcccgct cacctgttct gtcctgctca cctcctccag gaagcctgcc 
120 

tggccttctc catgctgatg ggcgtggccc ttgtccctgc agccatgcat tgacctccgt 
180 

ggctcctgga ggccaggcca cgtcctcatc ccctctgggt gagtgagagg cacagcctgg 
240 

gtgcgtgggg ccgtggcggc tccgaggcgc caccgctgtg tcctctcatg agtgggtgcc 
300 

gtccaggtct gtcctgggct ggctgcgagg aggaggttgg cctcgcgcgg ccatgtgcgt 
360 

gacagtggag acatcgccag cctcctgctt gcacagctga cggcagcccc tctctctcca 
420 

gccatgtccc ca 
432 

<210> 1184 
<211> 141 
<212> PRT 

<213> Homo sapiens 
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<400> 1184 


























Met 


Ala 


Gly 


Glu 


Arg 


Gly Ala 


Ala 


Val 


Ser 


Cys 


Ala 


Ser 


Arg 


Arg 


Leu 


l 








5 








10 










15 




Ala 


Met 


Ser 


Pro 
20 


Leu 


Ser Arg 


Thr 


Trp 
25 


Pro 


Arg 


Glu 


Ala 


Asn 
30 


Leu 


Leu 


Leu 


Ala 


Ala 
35 


Ser 


Pro 


Gly Gin 


Thr 
40 


Trp 


Thr 


Ala 


Pro 


Thr 
45 


His 


Glu 


Arg 


Thr 


Gin 
50 


Arg 


Trp 


Arg 


Leu Gly 
55 


Ala 


Ala 


Thr 


Ala 


Pro 
60 


Arg 


Thr 


Gin 


Ala 


Val 


Pro 


Leu 


Thr 


His 


Pro Glu 


Gly 


Met 


Arg 


Thr 


Trp 


Pro 


Gly 


Leu 


Gin 


65 










70 








75 










80 


Glu 


Pro Arg 


Arg 


Ser 


Met His 


Gly 


Cys 


Arg 


Asp 


Lys 


Gly 


His 


Ala 


His 










85 








90 










95 




Gin 


His 


Gly 


Glu 


Gly Gin Ala 


Gly 


Phe 


Leu 


Glu 


Glu 


Val 


Ser 


Arg 


Thr 








100 








105 










110 






Glu 


Gin 


Val 


Ser 


Gly Gin Gly 


Arg 


Arg 


Gly 


Arg Gly 


Ser 


Ala 


Gly 


Glu 






115 








120 










125 








Asp 


Gly 
130 


Leu 


Thr 


Thr 


Arg Leu 
135 


Asp 


Gin 


Arg 


Pro 


Glu 
140 


Gly 









<210> 1185 
<211> 423 
<212> DNA 

<213> Homo sapiens 
<400> 1185 

accggtgaat ttggccttaa cagcgatgga actcctggcc catcttatga acctggcatg 
60 

gaattacgcg gcaaatatgt attgttgggt gaaggtgtac ggggctctct atctaaacaa 
120 

gtcatcaata aataccaatt atccgagggt catgaaccac aaaagttcgg ccttggctta 
180 

aaagaaattt gggaaataga cccagaaaaa cacaaagaag gcagagtcag tcataccatg 
240 

ggctggccat taaatggcaa tgctggcggc ggttctttta tttatcatgc agaaaacaat 
300 

caagtcttta tcggctttgt ggtgcatctt aattacgcca acccttacct atccccttac 
360 

caagaatttc aacgctttaa acaccatccg attatcgcgg agctattaac tggcggtaaa 

420 

cgc 

423 

<210> 1186 
<211> 141 
<212> PRT 

<213> Homo sapiens 
<400> 1186 

Thr Gly Glu Phe Gly Leu Asn Ser Asp Gly Thr Pro Gly Pro Ser Tyr 

15 10 15 

Glu Pro Gly Met Glu Leu Arg Gly Lys Tyr Val Leu Leu Gly Glu Gly 

20 25 30 

Val Arg Gly Ser Leu Ser Lys Gin Val lie Asn* Lys Tyr Gin Leu Ser 
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35 

Glu Gly His Glu 
50 

Glu lie Asp Pro 
65 

Gly Trp Pro Leu 

Ala Glu Asn Asn 

100 

Ala Asn Pro Tyr 
115 

His Pro lie lie 
130 



40 

Pro Gin Lys Phe 
55 

Glu Lys His Lys 
70 

Asn Gly Asn Ala 
85 

Gin Val Phe He 

Leu Ser Pro Tyr 

120 

Ala Glu Leu Leu 
135 



Gly Leu Gly Leu 

60 

Glu Gly Arg Val 
75 

Gly Gly Gly Ser 
90 

Gly Phe Val Val 
105 

Gin Glu Phe Gin 

Thr Gly Gly Lys 

140 



45 

Lys Glu He Trp 

Ser His Thr Met 

80 

Phe He Tyr His 
95 

His Leu Asn Tyr 
110 

Arg Phe Lys His 

125 

Arg 



<210> 1187 

<211> 387 

<212> DNA 

<213> Homo sapiens 



<400> 1187 
acgcgtgctg 
60 

aaggtccagg 
120 

gtacccactg 
180 

aattccgaag 
240 

gatacttatg 
300 

attagttatt 
360 

gatgggaagt 
387 



gtgagtttaa 
gctataatgc 
ctcgaatttc 
gtgaggatgt 
actatactca 
actatgctaa 
cgactgatga 



actgaatgct 
aatagatggc 
tcctcaagca 
gccgccttat 
gacccaaacg 
aagtgatgta 
taccggt 



gatggtaatt 
atagtcggtg 
acatcaagtg 
attcgagcgg 
gttgcggatg 
gcaaatacct 



tggtgacgaa 
ggaacttaga 
ttgatttaaa 
actttgatcc 
ggagtggtaa 
atcaggttta 



ttcaggggct 
agatatggta 
agtgaatctt 
agccaatcca 
taatcattta 
tgccacggta 



<210> 1188 
<211> 129 
<212> PRT 

<213> Homo sapiens 
<400> 1188 

Thr Arg Ala Gly Glu Phe Lys Leu Asn Ala Asp Gly Asn Leu Val Thr 

15 10 15 

Asn Ser Gly Ala Lys Val Gin Gly Tyr Asn Ala He Asp Gly He Val 

20 25 30 

Gly Gly Asn Leu Glu Asp Met Val Val Pro Thr Ala Arg lie Ser Pro 

35 40 45 

Gin Ala Thr Ser Ser Val Asp Leu Lys Val Asn Leu Asn Ser Glu Gly 

50 55 60 

Glu Asp Val Pro Pro Tyr He Arg Ala Asp Phe Asp Pro Ala Asn Pro 
65 70 75 80 

Asp Thr Tyr Asp Tyr Thr Gin Thr Gin Thr Val Ala Asp Gly Ser Gly 

85 90 95 

Asn Asn His Leu He Ser Tyr Tyr Tyr Ala Lys Ser Asp Val Ala Asn 
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100 105 H° 

Thr Tyr Gin Val Tyr Ala Thr Val Asp Gly Lys Ser Thr Asp Asp Thr 
11S 120 125 

Gly 



<210> 1189 

<211> 330 

<212> DNA 

<213> Homo sapiens 



<400> 1189 

tcgatcgccg accgcccggg 
60 

ctgggtgctg gtttcattgg 
120 

gccattgccc gctgggcacg 
180 

atttcgctgc tggccagcct 
240 

gtggcggcca tgctcggagg 
300 

attctcctgg gcntgttgct 
330 



ccttgccccc ggcatgatcg 
cggcatcgtt gcaggttttc 
gctgcccagc agcctggatg 
gttcactggg ttggtgatga 
cctgacacac tttctcgaca 
cggcggctag 



gtggcctgtt ggccagcacc 
tggccggtta cagcgccaag 
cgctcaaacc gattctgatc 
tctacgtggt cggccagccg 
gcatgggtac caccaacgcc 



<210> 1190 

<211> 109 

<212> PRT 

<213> Homo sapiens 



Ser^le^la Asp Arg Pro Gly Leu Ala Pro Gly Met He Gly Gly Leu 

1 5 10 15 

Leu Ala Ser Thr Leu Gly Ala Gly Phe He Gly Gly lie val Ala Gly 

20 25 30 

Phe Leu Ala Gly Tyr Ser Ala Lys Ala lie Ala Arg Trp Ala Arg Leu 

35 40 45 

Pro Ser Ser Leu Asp Ala Leu Lys Pro lie Leu lie lie Ser Leu Leu 

50 55 60 

Ala Ser Leu Phe Thr Gly Leu Val Met lie Tyr Val Val Gly Gin Pro 

70 

Val Ala Ala Met Leu Gly Gly Leu Thr His Phe Leu Asp Ser Met Gly 

85 90 95 

Thr Thr Asn Ala He Leu Leu Gly Xaa Leu Leu Gly Gly 

100 105 

<210> 1191 
<211> 351 
<212> DNA 

<213> Homo sapiens 

<400> 1191 ^ ^^^raaa 

cggccgacga tgtgcggtga gcaagagatt tggagagcca tgatgacgtc agcagacaaa 
60 
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gcagggacta 
120 

gcagcccgtc 
180 

gccgccgaac 
240 

cccccgggca 
300 

cgggccttct 
351 



acggacagac 
agcaactgct 
ggaggcgcat 
aggccagtct 
tcgagccggg 



catgcagaca 
cgtgaaggaa 
gccgtggatg 
gctcgatctg 
cgtgttcggc 



ccgccggtgg 
aaggcgcaca 
gaagtgacaa 
ttccagggcc 
tggcccgacc 



tgtcgccgca 
cccgtgcccg 
aaacctacgc 
ggaagcagct 
atgcctgccg 



ggactgggag 
cgacgcactc 
attcgaggcg 
gatcctgtac 
c 



<210> 1192 

<211> 114 

<212> PRT 

<213> Homo sapiens 



<400> 1192 



Met 


Cys 


Gly 


Glu 


Gin 


Glu 


lie Trp 


1 








5 






Lys 


Ala 


Gly 


Thr 


Asn 


Gly Gin Thr 








20 








Pro 


Gin 


Asp 


Trp 


Glu 


Ala 


Ala Arg 






35 








40 


Ala 


His 


Thr 


Arg 


Ala 


Arg 


Asp Ala 




50 










55 


Pro 


Trp 


Met 


Glu 


val 


Thr 


Lys Thr 


65 










70 




Lys 


Ala 


Ser 


Leu 


Leu 


Asp 


Leu Phe 










85 






Tyr 


Arg 


Ala 


Phe 


Phe 


Glu 


Pro Gly 



100 



Cys Arg 



Arg Ala Met Met Thr Ser Ala Asp 

10 15 
Met Gin Thr Pro Pro Val Val Ser 
25 30 
Gin Gin Leu Leu Val Lys Glu Lys 

45 

Leu Ala Ala Glu Arg Arg Arg Met 

60 

Tyr Ala Phe Glu Ala Pro Ser Gly 

75 80 
Gin Gly Arg Lys Gin Leu He Leu 

90 95 
Val Phe Gly Trp Pro Asp His Ala 
105 HO 



<210> 1193 
<211> 722 
<212> DNA 

<213> Homo sapiens 
<400> 1193 

ggatcccagc ctccagatcc catcttgtag 
60 

cgacttagga cgcccagttt gtactcagtg 
120 

cccagcctcc tggccccttc tgtacatgat 
180 

tggctcagga cttagtgggc ctccatggga 
240 

tctgtaactt tgtgttcccc accattcttt 

300 

ctacctgaaa ttcttagtca ctcccagctg 
360 

ggaaatagtc ctgcccttcg agagaggcca 
420 



ctcttctttc tctacactna ggttgctccc 
tttgctcttt tatggcagag cctctgcact 
tttccttgtg gccactccat gcatttttct 
cttggtacct ctacttgttc ccttctggaa 
cctttatgaa ccgatggtgc aacagcatga 
ctttagtgga gggaaaatgc ccacagcaca 
ggggatggga gcgtgtccag agaagggcga 
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tgggttgatg aagggtggcc acagcgcccg ggaggaaggg gccagaacgc tctctgttct 



480 



gttccatgag gaggattatg ctggtgtgtg tagtcccctg gttcagagtt gtccagaaat 



540 



agctcagtgt aaggaacaat tttccaaaga tcaaaagagc tgtctcaaga tagcagtgcg 



600 



ttcccagccc ctacaggtgt atacagcaca aagggaggga ccccctagtg tggctgtcac 



660 



agagggaagt ggacgtcctg tggtttgacc ccaccagatg gctttagaga tctgggcccg 

720 

ag 

722 

<210> 1194 
<211> 134 
<212> PRT 

<213> Homo sapiens 
<400> 1194 

Met Val Gin Gin His Asp Tyr Leu Lys Phe Leu Val Thr Pro Ser Cys 

1 5 10 15 

Phe Ser Gly Gly Lys Met Pro Thr Ala Gin Glu He Val Leu Pro Phe 

20 25 30 

Glu Arg Gly Gin Gly Met Gly Ala Cys Pro Glu Lys Gly Asp Gly Leu 

35 40 45 

Met Lys Gly Gly His Ser Ala Arg Glu Glu Gly Ala Arg Thr Leu Ser 

50 55 €0 

Val Leu Phe His Glu Glu Asp Tyr Val Gly Val Cys Ser Pro Leu Val 
65 70 75 80 

Gin Ser Cys Pro Glu lie Ala Gin Cys Lys Glu Gin Phe Ser Lys Asp 

85 90 95 

Gin Lys Ser Cys Leu Lys lie Ala Val Arg Ser Gin Pro Leu Gin Val 

100 105 H° 

Tyr Thr Ala Gin Arg Glu Gly Pro Pro Ser Val Ala Val Thr Glu Gly 

115 120 125 

Ser Gly Arg Pro Val Val 
130 

<210> 1195 
<211> 391 
<212> DNA 

<213> Homo sapiens 
<400> 1195 

tctagagcat gatattccgc gggcgcggcc gggtggactt tggttcgaga gtggaactaa 
60 

gtgagtaatg ggggcggcgc ggccagacgc gctcccagcc tcctggcgag agtgctgccc 
120 

ggtttcccgg gggcacggga gtgtgtctag gaggggaggc caggatcctt cctcgagtcc 
180 

tgtcctgaac aaaagaaaac gaggtgggtg gtgcttgaac ggccctgttt actctgcaga 
240 

tagccgaact ggtaggactc cggcgcgccc tatttatctt gattggctct gcctgaaggc 
300 
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aagcgttaac cccgcccaac ctgtatcact 
360 

aaatgcagac tcttagcccc cacccagatc 
391 



gcgaagagct cgttcgggag cgctttttgg 
t 



<210> 1196 
<211> 102 
<212> PRT 

<213> Homo sapiens 



<400> 1196 
Met Gly Ala Ala 
l 

Cys Pro Val Ser 

20 

Asp Pro Ser Ser 
35 

Cys Leu Asn Gly 
50 

Pro Ala Arg Pro 
65 

Asn Pro Val Gin 

Phe Gly Asn Ala 

100 



Arg Pro Asp Ala 
5 

Arg Gly His Gly 

Ser Pro Val Leu 

40 

Pro Val Tyr Ser 
55 

lie Tyr Leu Asp 

70 

Pro Val Ser Leu 
85 

Asp Ser 



Leu Pro Ala Ser 
10 

'Ser Val Ser Arg 
25 

Asn Lys Arg Lys 

Ala Asp Ser Arg 

60 

Trp Leu Cys Leu 
7 5 

Arg Arg Ala Arg 
90 



Trp Arg Glu Cys 
15 

Arg Gly Gly Gin 
30 

Arg Gly Gly Trp 
45 

Thr Gly Arg Thr 

Lys Ala Ser Val 

80 

Ser Gly Ala Leu 
95 



<210> 1197 
<211> 386 
<212> DNA 

<213> Homo sapiens 



<400> 1197 
acgcgtgatg 
60 

tggcagcaag 
120 

cttattcatg 
180 

gcctgtgcga 
240 

gatgaaaaac 
300 

tttatggaaa 
360 

ggtccgtatg 
386 



atcatgaaaa 
atgaaatcat 
ccacggttaa 
ttgataacgt 
agcgcgcctt 
aaacagacga 
tttaccgcac 



cggtacagag 
cgttaacgta 
agcgttagcc 
agcagagctg 
gtatttcagt 
ccaagcgtta 
gacatn 



cgtctagcag 
caaggggatg 
gatgatgccg 
tttaacccaa 
cgtgcgccta 
ccagcggatt 



aagtcgcctc 
aaccctttct 
aatctgaaat 
atgtagttaa 
tgccatggga 
ttcctgcgtt 



tgtgatgggc 
gcctgttgca 
ggccacgatt 
agtcgtttgt 
ccgtaatggt 
gcgtcacatt 



c210> 1198 

<211> 128 

<212> PRT 

<213> Homo sapiens 



<400> 1198 

Thr Arg Asp Asp His Glu Asn Gly Thr Glu Arg Leu Ala Glu Val Ala 
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1 

Ser Val Met Gly 

20 

Asp Glu Pro Phe 
35 

Leu Ala Asp Asp 
50 

Asp Asn Val Ala 
65 

Asp Glu Lys Gin 

Asp Arg Asn Gly 

100 

Asp Phe Pro Ala 
115 



Trp Gin Gin Asp 
Leu Pro val Ala 

40 

Ala Glu Ser Glu 
55 

Glu Leu Phe Asn 
70 

Arg Ala Leu Tyr 
85 

Phe Met Glu Lys 

Leu Arg His lie 

120 



10 

Glu He He Val 
25 

Leu He His Ala 

Met Ala Thr He 

60 

Pro Asn Val Val 
75 

Phe Ser Arg Ala 
90 

Thr Asp Asp Gin 
105 

Gly Pro Tyr Val 



15 

Asn Val Gin Gly 
30 

Thr Val Lys Ala 
45 

Ala Cys Ala He 

Lys Val Val Cys 

80 

Pro Met Pro Trp 
95 

Ala Leu Pro Ala 
110 

Tyr Arg Thr Thr 
125 



<210> 1199 

<211> 318 

<212> DNA 

<213> Homo sapiens 



<400> 1199 
acgcgttcag 
60 

ttacgggcaa 
120 

tgatggtcgg 
180 

atatttcttt 
240 

gtaccgaagt 
300 

tggtgatcca 
318 



cgtcatgtac 
attgcgtcgc 
gctggttggg 
gattggcggg 
ggatgacgcc 
gttgctcc 



agccccgggc 
tccagcggtt 
ctcaccggcg 
gtgtacacgc 
ccaagcgcgc 



cggtcaattt 
tctacatcgg 
aagcgatcat 
tgtacctcgc 
ctgccaagac 



gatgggcctc 
cgtggggtgc 
ctcccaggcg 
ctaccaggtg 
cttgaccttc 



aatgccgggc 
gcgatgctgc 
gcgctgccgt 
ttcaccgcac 
tggaatggcc 



<210> 1200 
<211> 101 
<212> PRT 

<213> Homo sapiens 



<400> 1200 

Met Tyr Ser Pro Gly Pro Val Asn Leu Met Gly Leu Asn Ala Gly Leu 

15 10 15 

Thr Gly Lys Leu Arg Arg Ser Ser Gly Phe Tyr He Gly Val Gly Cys 

20 25 30 

Ala Met Leu Leu Met Val Gly Leu Val Gly Leu Thr Gly Glu Ala He 

35 40 45 

He Ser Gin Ala Ala Leu Pro Tyr He Ser Leu He Gly Gly Val Tyr 

50 55 60 

Thr Leu Tyr Leu Ala Tyr Gin Val Phe Thr Ala Arg Thr Glu Val Asp 
65 70 75 80 

Asp Ala Pro Ser Ala Pro Ala Lys Thr Leu Thr Phe Trp Asn Gly Leu 

85 90 95 

Val He Gin Leu Leu 
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100 

<210> 1201 
<211> 360 
<212> DNA 

<213> Homo sapiens 
<400> 1201 

gtcgacgcac aactccagct ggtcgctccc aacagcccga acatccccct ttatcgcgat 
60 

atgatcctca ccgtgctgcg catggccaag gatgaccgca accgttggaa tgcaaaaatc 
120 

acgctgcagg cgatccgcga gctggataac gccttccgcg tgctggaaca gttcaagggc 
180 

cgccgcaagg tcacggtgtt cggctcggcg cgcacgccgg tcgaaagccc gctgtacgcc 
240 

ttggcaaggg aagtcggcac gctgctggcg caatccgacc tgatggtgat caccggcggt 
300 

ggcggcggca tcatggccgc tgcccacgag ggcgcaaggt ctggaacaca gcctgggggt 
360 

<210> 1202 
<211> 120 
<212> PRT 

<213> Homo sapiens 
<400> 1202 

Val Asp Ala Gin Leu Gin Leu Val Ala Pro Asn Ser Pro Asn He Pro 

IS 10 15 

Leu Tyr Arg Asp Met He Leu Thr Val Leu Arg Met Ala Lys Asp Asp 

20 25 30 

Arg Asn Arg Trp Asn Ala Lys He Thr Leu Gin Ala He Arg Glu Leu 

35 40 45 

Asp Asn Ala Phe Arg Val Leu Glu Gin Phe Lys Gly Arg Arg Lys Val 

50 55 60 

Thr Val Phe Gly Ser Ala Arg Thr Pro Val Glu Ser Pro Leu Tyr Ala 
65 70 75 80 

Leu Ala Arg Glu Val Gly Thr Leu Leu Ala Gin Ser Asp Leu Met Val 

85 90 9 5 

He Thr Gly Gly Gly Gly Gly He Met Ala Ala Ala His Glu Gly Ala 

100 105 HO 

Arg Ser Gly Thr Gin Pro Gly Gly 
115 120 

<210> 1203 
<211> 477 
<212> DNA 

<213> Homo sapiens 
<400> 1203 

ccggatatgg cagctcgact tcattcgacc agagttcttg gaacatttgg ctatcatgca 
60 

cctgagtatg caatgactgg acaacttagc tctaagagtg acgtttacag ttttggagtt 
120 
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ggtcttctgg 
180 

caaagtcttg 
240 

gattcaagac 
300 

gcactgtgtg 
360 

cttcagcccc 
420 

ccgttgcttt 

477 



agctcctgac 
tgacatgggc 
ttggagtaga 
tgcaatatga 
tgctgaatgc 
tccctgacga 



tggaagaaag 
aactccacgg 
atatcctcct 
agctgacttt 
acgtgcatcc 
gagtatctga 



cctgtggatc 
ctttgtgaag 
aaatccgttg 
cgacccaaca 
aacaaccctg 
atcagacaat 



ttccattacc 
ataaagttag 
caaagtttgc 
tgagcatcgt 
gatgaatgaa 
catgtagcat 



aagaggacag 
gcaatgcgtt 
agctgttgct 
ggtgaaggcg 
tgaatgactg 
tgaattc 



<210> 1204 

<211> 134 

<212> PRT 

<213> Homo sapiens 



<400> 1204 

Pro Asp Met Ala Ala Arg Leu His Ser Thr Arg Val Leu Gly Thr Phe 

15 10 15 

Gly Tyr His Ala Pro Glu Tyr Ala Met Thr Gly Gin Leu Ser Ser Lys 

20 25 30 

Ser Asp Val Tyr Ser Phe Gly Val Gly Leu Leu Glu Leu Leu Thr Gly 

35 40 45 

Arg Lys Pro Val Asp Leu Pro Leu Pro Arg Gly Gin Gin Ser Leu Val 

50 55 60 

Thr Trp Ala Thr Pro Arg Leu Cys Glu Asp Lys Val Arg Gin Cys Val 
65 70 75 80 

Asp Ser Arg Leu Gly Val Glu Tyr Pro Pro Lys Ser Val Ala Lys Phe 

8 5 90 95 

Ala Ala Val Ala Ala Leu Cys Val Gin Tyr Glu Ala Asp Phe Arg Pro 

100 105 HO 

Asn Met Ser He Val Val Lys Ala Leu Gin Pro Leu Leu Asn Ala Arg 

US 120 125 

Ala Ser Asn Asn Pro Gly 
130 



<210> 1205 

<211> 407 

<212> DNA 

<213> Homo sapiens 



<400> 1205 
acgcgttgcc 
60 

tgtgcacagg 
120 

taacaagaac 
180 

ctatcaatgt 
240 

aagatgtgga 
300 



attgaagact 
gaaacactag 
caagccatcc 
gttgcggaac 
gggaatctgt 



ggcaattaca 
ctaccgtgca 
tggacacaga 
gattcaaggg 
ctgcgcagaa 



cgatttacac 
gcaggaaatg 
cggccggggt 
atgctggccc 
cctggatctc 



atcattgatg 
atgggagaaa 
tgtgcgaacg 
cccccatcac 
gtggttgtac 



ctgcagttga 
tcagccatgg 
gaacgttagt 
ttgcccaatc 
gacgttgtcc 
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ccttctcgct cggacgccgc tcatgctccg ccacgtcgct gagcgagtga caaggtatcc 
360 

tgggaccatg cgtatggttt caactgaagc gctggcgaat cgtaaan 
407 



<210> 1206 

<211> 103 

c212> PRT 

<213> Homo sapiens 



<400> 1206 

Met Met Gly Glu He Ser His Gly Asn Lys Asn Gin Ala He Leu Asp 

15 10 15 

Thr Asp Gly Arg Gly Cys Ala Asn Gly Thr Leu Val Tyr Gin Cys Val 

20 25 30 

Ala Glu Arg Phe Lys Gly Cys Trp Pro Pro Pro Ser Leu Ala Gin Ser 

35 40 45 

Arg Cys Gly Gly Asn Leu Ser Ala Gin Asn Leu Asp Leu Val Val Val 

50 55 60 

Arg Arg Cys Pro Leu Leu Ala Arg Thr Pro Leu Met Leu Arg His Val 
65 70 75 80 

Ala Glu Arg Val Thr Arg Tyr Pro Gly Thr Met Arg Met Val Ser Thr 

85 90 95 

Glu Ala Leu Ala Asn Arg Lys 

100 



<210> 1207 

<211> 292 

<212> DNA 

<213> Homo sapiens 



<400> 1207 
gctagcatgt 
60 

gcttgccttc 
120 

caggggtgct 
180 

cagcatctta 
240 

agtttcatta 
292 



cacttttttc 
attcctatgt 
caccacctag 
gctggcttct 
gtgccccagg 



ttcagtagat 
gctttcccgt 
tgagtttcag. 
caacaagact 
gggagactcc 



ggcactggag 
ccttgcttct 
ggacactcca 
cagtggcacc 
cagaaagttt 



agacattgca 
ccagccatgt 
catgtcccag 
cctgtggatg 
cagcagcacc 



ggatgaagag 
gtgggacaac 
caagtcttat 
tctcccatca 
ac 



<210> 1208 

<211> 95 

<212> PRT 

<213> Homo sapiens 



<400> 1208 
Met Ser Leu Phe 
1 

Glu Glu Ala Cys 

20 

Ser His Val Trp 



Ser Ser Val Asp 
5 

Leu His Ser Tyr 
Asp Asn Gin Gly 



Gly Thr Gly Glu 
10 

Val Leu Ser Arg 
25 

Cys Ser Pro Pro 



Thr Leu Gin Asp 
15 

Pro Cys Phe Ser 
30 

Ser Glu Phe Gin 
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35 40 45 

Gly His Ser Thr Cys Pro Ser Lys Ser Tyr Gin His Leu Ser Trp Leu 

50 55 60 

Leu Asn Lys Thr Gin Trp His Pro Cys Gly Cys Leu Pro Ser Ser Phe 
65 70 75 80 

He Ser Ala Pro Gly Gly Asp Ser Gin Lys val Ser Ala Ala Pro 

85 90 95 

<210> 1209 
<211> 431 
<212> DNA 

<213> Homo sapiens 
<400> 1209 

ttggttccta taatggcggt agcttacatt tttgctggta tcattatttt gttaatgcat 
60 

gccagtgaag ttattccggc aatatcaact attgtcgagt atgcctttac gccagcttct 
120 

gcgcagggtg gttttgctgg tgcaacggta tggatggcga ttcgttttgg tgttgcccgt 
180 

ggtgtatttt caaatgaggc aggtttaggt tcggcgccga tcgctcatgc cagtgcacaa 
240 

actaatgaac cggttcgcca agggttggtg gcgatgttag gtactttcct tgatacactt 
300 

attatttgta caggtttagt gattgttatt tctggtgctt ggacagaagg attgtcgggt 
360 

gctgcgttaa catctgctgc atttaatctg gcgttacctg gttggggggg atacttagtc 
420 

gctatcagct g 
431 

<210> 1210 
<211> 143 
<212> PRT 

<213> Homo sapiens 



50 

Asn Gl' 
65 



Pro 


He 


Met 


Ala 


Val Ala 


Tyr 


He 


Phe 


Ala 


Gly 


He 


lie 


lie 




5 








10 










15 




Met 


His 


Ala 


Ser 


Glu Val 


He 


Pro 


Ala 


He 


Ser 


Thr 


lie 


Val 




20 








25 










30 




Ala 


Ala 


Phe 


Thr 


Pro 


Ala Ser 


Ala 


Gin 


Gly Gly 


Phe 


Ala 


Gly 


35 








40 










45 








Trp 


Met 


Ala 


He 


Arg Phe 


Gly 


Val 


Ala 


Arg 


Gly 


Val 


Phe 


Ser 








55 








60 










Ala Gly 


Leu Gly 


Ser Ala 


Pro 


lie 


Ala 


His 


Ala 


Ser 


Ala 


Gin 








70 








75 










80 


Glu 


Pro 


Val 


Arg 


Gin Gly 


Leu 


Val 


Ala 


Met 


Leu 


Gly 


Thr 


Phe 






85 






90 










95 




Thr 


Leu 


He 


He 


Cys Thr 


Gly 


Leu 


Val 


He 


Val 


lie 


Ser 


Gly 




100 








105 










110 


Ala 


Phe 


Thr 


Glu 


Gly 


Leu 


Ser Gly Ala 


Ala 


Leu 


Thr 


Ser 


Ala 


115 






120 










125 


lie 


Ser 




Ala 


Leu 


Pro 


Gly Trp Gly Gly 


Tyr 


Leu 


val 


Ala 
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130 135 140 

<210> 1211 

<2ll> 480 

<212> DNA 

<213> Homo sapiens 

<400> 1211 

gaggagggac gagaggccgg tgagatggag tccagcaccc tgcaggagag ccccagggcc 
60 

agagccgaag ctgtgcttct ccatgagatg gatgaagatg atctggccaa tgccctgatc 
120 

tggcctgaga ttcaacagga gctgaaaatc attgaatctg aggaggagct ctcatcgttg 
180 

ccacctcctg ctctgaagac cagcccaatt cagcctattc tcgagtcgag tctggggccc 
240 

tttattccct cagagcctcc tgggagcttg ccttgtggct ccttccctgc tccagtctcc 
300 

acccctctgg aggtgtggac tagggatcca gccaatcaga gcacacaggg ggcttccaca 
360 

gcagccagca gagagaagcc ggaacctgag cagggcctgc acccagacct cgccagcctg 
420 

gcccctctgg aaatagttcc ttttgagaag gcatctccag aggctggagt gtgctcgcga 
480 

<210> 1212 
<211> 160 
<212> PRT 

<213> Homo sapiens 
<400> 1212 

Glu Glu Gly Arg Glu Ala Gly Glu Met Glu Ser Ser Thr Leu Gin Glu 

15 10 15 

Ser Pro Arg Ala Arg Ala Glu Ala Val Leu Leu His Glu Met Asp Glu 

20 25 30 

Asp Asp Leu Ala Asn Ala Leu He Trp Pro Glu He Gin Gin Glu Leu 

35 40 45 

Lys He He Glu Ser Glu Glu Glu Leu Ser Ser Leu Pro Pro Pro Ala 

50 55 60 

Leu Lys Thr Ser Pro He Gin Pro He Leu Glu Ser Ser Leu Gly Pro 
65 70 75 80 

Phe He Pro Ser Glu Pro Pro Gly Ser Leu Pro Cys Gly Ser Phe Pro 

85 90 95 

Ala Pro Val Ser Thr Pro Leu Glu Val Trp Thr Arg Asp Pro Ala Asn 

100 105 HO 

Gin Ser Thr Gin Gly Ala Ser Thr Ala Ala Ser Arg Glu Lys Pro Glu 

115 120 125 

Pro Glu Gin Gly Leu His Pro Asp Leu Ala Ser Leu Ala Pro Leu Glu 

130 135 140 

He Val Pro Phe Glu Lys Ala Ser Pro Glu Ala Gly Val Cys Ser Arg 
145 150 155 160 

<210> 1213 
<211> 1141 
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<212> DNA 

<213> Homo sapiens 
<400> 1213 

nntcatgacg gcggcctggt gtgtgggtat gtccacgatg ggcgcgtcac gcgtgtcgcc 

cgtgatgctc aggggcgggt taccgggaca gaggggccat cagggcgttg gagttacggc 

cacaacgagg ctgggtcact catcagcgcg acggggcccc gcacacaaca taactggact 

cacgacgcct atggccggct caccagccac gccacatccg gaaccgacac caccttcgcc 

tgggaccagg aaggccacct ggcgcagacg tgtacgcgtg cacacgggca tgccactgcc 
300 

acccagcatc gctacgacgc agcgggacgg cgcgtcagtg cgaccagctc agacggccag 

gaggagcgtt actcctggga tggacggggt tggccgtctg acatcaccac cgacgccacg 

accgtatcga ctcacgtcga tgcattgggg cgcgccagtc gtatcaccac taagggccag 

caggcacgag tggactggga cctcgtgacc ggagccccca cctcgatcga tggtcgtcct 

gtgcttcccc tgcccggagg acgcatcctc ggcgccacac ccaccggcga taccaaccta 

cggcgtgagg tcatgcccac cgaccctgac aacccttacc agcccgccac ggccactatt 
660 

gagggtgtcc ccgagacgat caggatggcc gggaacacgc tagtggtcga tggtcaccct 
tggcgggggc gcgcctctac gacccaacta ccaccacctt ctcgtctcct gacccgttaa 

780 

ccccgcccgc cggcgcgcta cgggccaaca acccctacga ctacgccaac aacaaccccc 
840 

tcacccccac cgatcctctc gggacccacc ccgtcaccga cgaccaactg gcactcctca 

cccaccccac cggcacactc gcacactacg tcgccaactc cgtcagcaca ctcgtgcatc 
96 0 

acatcaccga tccgatcagc cactggcggg ccacccacaa agaccggacc ctctcccggg 
1020 

acttcctgat cggtgccggc ctcgtcatcg gcggtatcgc gtagcggcca cgggcgcagg 

aggacccctc ctagccgcgg ccatttccgg gggactcatc tcaggcggct tttccgctag 

1140 
C 

1141 

<210> 1214 

<211> 2S9 

<212> PRT 

<213> Homo sapiens 

<400> 1214 

Xaa His Asp Gly Gly Leu Val Cys Gly Tyr Val His Asp Gly Arg Val 

1 5 10 15 

Thr Arg Val Ala Arg Asp Ala Gin Gly Arg Val Thr Gly lie Glu Gly 
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20 25 30 



Pro 


Ser 


Gly 


Arg 


Trp 


Ser 


Tyr Gly Tyr Asn 


Glu Ala Gly Ser 


Leu He 






35 










40 










45 






Ser 


Ala 


Thr Gly 


Pro 


Arg 


Thr 


Gin 


His 


Asn 


Trp 


Thr 


His 


Asp 


Ala Tyr 




50 










55 










60 








Giy 


Arg 


Leu 


Thr 


Ser 


His 


Ala 


Thr 


Ser 


Gly 


Thr 


Asp 


Thr 


Thr 


Phe Ala 


65 








70 










75 








80 


Trp 


Asp 


Gin 


Glu 


Gly 


His 


Leu 


Ala 


Gin 


Thr 


Cys 


Thr 


Arg 


Ala 


His Gly 






85 










90 










95 


His 


Ala 


Thr 


Ala 


Thr 


Gin 


Tyr 


Arg 


Tyr 


ASp 


Ala 


Ala 


Gly Arg 


Arg val 








100 










105 










110 




Ser 


Ala 


Thr 


Ser 


Ser Asp Gly 


Gin 


Glu 


Glu 


Arg 


Tyr 


Ser 


Trp 


Asp Gly 






115 










120 










125 






Arg 


Gly 
130 


Trp 


Leu 


Ser 


Asp 


He 
135 


Thr 


Thr 


Asp 


Ala 


Thr 
140 


Thr 


Val 


Ser Thr 


His 


Val 


Asp 


Ala 


Leu Gly Arg 


Ala 


Ser 


Arg 


He 


Thr 


Thr 


Lys 


Gly Gin 


145 










150 










155 








160 


Gin 


Val 


Arg 


Val 


Asp Trp Asp 


Leu 


val 


Thr 


Gly Ala 


Pro 


Thr 


Ser lie 










165 










170 










175 


Asp 


Gly 


Arg 


Pro 


Val 


Leu 


Pro 


Leu 


Pro 


Gly 


Gly Arg 


He 


Leu 


Gly Ala 




180 










185 










190 




Thr 


Pro 


He 
195 


Gly 


Asp 


Thr 


Asn 


Leu 
200 


Trp 


Arg 


Glu 


Val 


Met 
205 


Pro 


Thr Asp 


Pro 


Asp 


Asn 


Pro 


Tyr 


Gin 


Pro 


Ala 


Thr 


Ala 


Thr 


He 


Glu Gly 


Val Pro 




210 










215 










220 








Glu 


Thr 


He 


Arg 


Met 


Ala 


Gly Asn 


Thr 


Leu 


Val 


Val 


Asp Gly 


His Pro 


225 










230 










235 








240 


Trp 


Trp 


Gly Arg 


Ala 


Ser 


Thr 


Thr 


Gin 


Leu 


Pro 


Pro 


Pro 


Ser 


Cys Leu 








245 










250 










255 


Leu 


Thr 


Arg 



























<210> 1215 
<211> 317 
<212> DNA 

<213> Homo sapiens 
<400> 1215 

acgcgttcgc tgcagatcga gtcgccggtg agctcgatct acctgtggat gtactacgtg 
60 

ggcgcgccga catccggcat cgggggggat cccaacctgc ttacctttta ttggaaccgc 
120 

ccccggggtc aacccggcca tcaccgggag aacgccgctc ctcggagggg gtgttctcgc 
180 

agtcgccggc gtgggtgcgt ggaagaagta ccgcggcacg accttcggcg ggctgccccc 
240 

gtcgctgtcc ctcggcctcg tgctcgcgtt catcgtgctg aacaaggtcg gctcgccgca 
300 

gtacatcgcc tggatcn 
317 

<210> 1216 
<211> 102 
<212> PRT 
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<213> Homo sapiens 



<400> 1216 
Met Tyr Cys Gly 
1 

Arg Pro Arg Asp 

20 

Tyr Phe Phe His 
35 

Arg Ser Gly Val 
50 

Pro lie Lys Gly 
65 

His Ala His Val 

Asp Leu Gin Arg 

100 



Glu Pro Thr Leu 
5 

Ser Asp Gly Ser 

Ala Pro Thr Pro 

40 

Leu Pro Val Met 
55 

Lys Gin Val Gly 
70 

Val His Pro Gin 
85 

Thr Arg 



Phe Ser Thr Met 
10 

Ser Pro Pro Lys 
25 

Ala Thr Ala Arg 

Ala Gly Leu Thr 

60 

lie Pro Pro Asp 
75 

Val Asp Arg Ala 
90 



Asn Ala Ser Thr 
15 

Val Val Pro Arg 
30 

Thr Pro Pro Pro 
45 

Pro Gly Ala Val 

Ala Gly Cys Arg 

80 

His Arg Arg Leu 
95 



<210> 1217 
<211> 548 
<212> DNA 

<213> Homo sapiens 
<400> 1217 

nacgcgtggg ttgacgcgct attaaacgat 
60 

cgttgtcggg tgaatgatgt ttctggtgat 
120 

acaggttggg acagccgtca tcgagctcag 
180 

catcttattg acgctgaaaa tgaattaatt 
240 

cttattttat cggctttgct aaataatatt 
300 

ggtcgttatt tggactgtaa ccatgcgttt 
360 

gttcaggggc aaaaagacag tgaattaaac 
420 

atgggcggtg aggtattagc gcgaggggag 
480 

gcagatggaa gtgacaaccg cttgtttgaa 
540 

gtgaattc 
548 



aagagcaaaa aaacatttcc tcatttatta 
agtcagtgga tagagatgcg aggcagtgtg 
atggtgagag ggacattcga gcgtattaac 
gcggcccgtg aagatgctca gcgacgagag 
ccagaccctg tttggtctaa agatgaaagc 
tgtctgttta atggtttaga gcagagtgat 
ttagataata atggtcaata ttatcaagat 
atttttcatg aacattgttg gggtacgcct 
gtatatcgag tccctatcaa agagcctacc 



<210> 1218 
<211> 182 
<212> PRT 

<213> Homo sapiens 



<400> 1218 

Xaa Ala Trp Val Asp Ala Leu Leu 

1 5 
Pro His Leu Leu Arg Cys Arg Val 



Asn Asp Lys Ser Lys Lys Thr Phe 

10 15 
Asn Asp Val Ser Gly Asp Ser Gin 
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20 25 30 



Trp 


lie 


Glu 


Met 


Arg 


Gly 


Ser 


Val 


Thr Gly Trp 


Asp 


Ser 


Arg 


His 


Arg 




35 










40 








45 








Ala 


Gin 
50 


Met 


Val 


Arg 


Gly 


Thr 
55 


Phe 


Glu 


Arg He 


Asn 
60 


His 


Leu 


He 


Asp 


Ala 


Glu 


Asn 


Glu 


Leu 


He 


Ala 


Ala 


Arg 


Glu Asp 


Ala 


Gin 


Arg 


Arg 


Glu 


65 










70 








75 










80 


Leu 


lie 


Leu 


Ser 


Ala 
85 


Leu 


Leu 


Asn 


Asn 


He Pro 
90 


Asp 


Pro 


Val 


Trp 
95 


Ser 


Lys 


Asp 


Glu 


Ser 


Gly Arg 


Tyr 


Leu 


Asp 


Cys Asn 


His 


Ala 


Phe 


Cys 


Leu 






100 










105 








110 






Phe 


Asn 


Gly Leu 


Glu 


Gin 


Ser 


Asp 


val 


Gin Gly Gin Lys 


Asp 


Ser 


Glu 






115 










120 








125 








Leu 


Asn 


Leu Asp 


Asn 


Asn Gly Gin Tyr Tyr Gin 


Asp 


Met 


Gly Gly 


Glu 




130 










135 








140 










Val 


Leu 


Ala 


Arg 


Gly Glu 


He 


Phe 


His 


Glu His 


Cys 


Trp Gly 


Thr 


Pro 


145 










150 








155 










160 


Ala 


Asp 


Gly 


Ser 


Asp 
165 


Asn 


Arg 


Leu 


Phe 


Glu Val 
170 


Tyr 


Arg 


val 


Pro 
175 


He 


Lys 


Glu 


Pro 


Thr 
180 


Val 


Asn 





















<210> 1219 

<211> 308 

<212> DNA 

<213> Homo sapiens 

<400> 1219 

acgcgtgaag ggaggaatac agatggagaa atgggtccac caaaaaatga tgagggtacc 
60 

tccagagaaa attaccaaga ccattctgtt agtattttcc agctccacag gcctttggaa 
120 

gttcccagac caccctccct cttttcaaac taaaacaggg atggctctta accaccaccc 
180 

aaaggcaagg ggggtcttaa aacccaaacc aagtggggca ggggccagcc tcttcaggag 
240 

ggcccaaccc tgcagcctct gcccatttgg gaaagaccgt gagttggaat tatgggtcgg 
300 

tggggggc 
308 

<210> 1220 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 1220 

Met Glu Lys Trp Val His Gin Lys Met Met Arg Val Pro Pro Glu Lys 

1 5 10 15 

He Thr Lys Thr He Leu Leu Val Phe Ser Ser Ser Thr Gly Leu Trp 

20 25 30 

Lys Phe Pro Asp His Pro Pro Ser Phe Gin Thr Lys Thr Gly Met Ala 

35 40 45 

Leu Asn His His Pro Lys Ala Arg Gly Val Leu Lys Pro Lys Pro Ser 
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50 

Gly Ala Gly Ala 
65 

Pro Phe Gly Lys 



55 

Ser Leu Phe Arg 
70 

Asp Arg Glu Leu 
85 



60 

Arg Ala Gin Pro 
75 

Glu Leu Trp Val 
90 



Cys Ser Leu Cys 

80 

Gly Gly Gly 
95 



<210> 1221 
<211> 569 
<212> DNA 

<213> Homo sapiens 
<400> 1221 

gcgcgccagg ggcaggtagc 
60 

gcccgtccag gaaagctgca 
120 

tctgtaacac gttaagcccc 
180 

agtgttccca gtctggaggc 

240 

aggatgcaca cccggtggcc 
300 

cacacagaga cccgcccgtc 
360 

gaagggtccc ttgcagtggt 

420 

ctcagatcca acgagctcag 
480 

gttttcctct gtgccatcag 
540 

ttcacggcac agcctgccga 
569 



ctgtggcagg tgaggctgcg 
cctcagagaa gcagtttcct 
acaggtaagg cctgatcccc 
antcttttct aagccatcct 
ctgtggtgtg aggcctcagc 
ggaaggagag gagggagcgg 
gtggttatgt gcctgcaatc 
ccggcagctg cacgtgggac 
aaaccaatac gaagataaaa 
gaaacgcgt 



tgtggggtgt gctcccagag 
tccttacctg ggaagtttct 
cctggacggc tcccctctcc 
ctcagaatgt gatgggtacc 
aaacacggtc agaagatgaa 
atacggaggc ccacgtgcca 
ccagagtgtc ctcgaaggac 
cagccctctg agcttcactt 
tgggaaaaaa aaaaatccca 



<210> 1222 

<211> 91 

<212> PRT 

<213> Homo sapiens 



<400> 1222 
Met Asn Thr Gin 
1 

Arg Arg Pro Thr 

20 

Pro Ala He Pro 
35 

Ala Gly Ser Cys 
50 

Ser Val Pro Ser 
65 

Ser His Ser Arg 



Arg Pro Ala Arg 
5 

Cys Gin Lys Gly 

Glu Cys Pro Arg 

40 

Thr Trp Asp Gin 
55 

Glu Thr Asn Thr 
70 

His Ser Leu Pro 
85 



Arg Lys Glu Arg 
10 

Pro Leu Gin Trp 
25 

Arg Thr Ser Asp 

Pro Ser Glu Leu 

60 

Lys He Lys Trp 
75 

Arg Asn Ala 
90 



Arg Glu Arg lie 
15 

Cys Gly Tyr Val 
30 

Leu Thr Ser Ser 
45 

His Leu Phe Ser 

Glu Lys Lys Lys 

80 



<210> 1223 
<211> 450 
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<212> DNA 

<213> Homo sapiens 



<400> 1223 
aagcttgctc 
60 

ttgtgcgctc 
120 

gtactttcag 
180 

atagtaacgc 
240 

gaaacaaggc 
300 

ccctgttccc 
360 

ggcagccaac 
420 

cgtgagttgc 
450 



aggctagtgc 
accgagaggg 
atgtgttgcc 
ataacctcgc 
ccgtccccac 
tcatcccatc 
tcacggacgt 
tctataccgc 



cgacgctgct 
gccatacggg 
tggcgttggc 
acaatcggga 
gatagctcta 
gctgcaaccc 
aacggcggtc 
catcacgcgt 



gctctcaaac 
gtagacgagt 
caaggccggt 
gtcaataacg 
ccgggacccg 
ttacaggcga 
ctgccaccac 



tcgtcgatgc 
ggtctcagcg 
gggttctcgg 
gtgattgcgg 
gtggagtccc 
tgacgattca 
ccgactcgcc 



ccaccggctg 
catggttact 
cgaaactgca 
ggtcatcgtt 
cagacggttg 
caaagcgcag 
cctcctctct 



<210> 1224 

<211> 150 

<212> PRT 

<213> Homo sapiens 



<400> 1224 
Lys Leu Ala 
1 

Ala His Arg 

Glu Trp Ser 
35 

Val Gly Gin 
50 

Asn Leu Ala 
65 

Glu Thr Arg 

Pro Arg Arg 

Ala Met Thr 
115 

Val Val Leu 
130 

Tyr Thr Ala 
145 



Gin Ala 
5 

Leu Leu 

20 

Gin Arg 

Gly Arg 

Gin Leu 

Pro Val 

85 
Leu Pro 
100 

He His 
Pro Pro 
He Thr 



Ser Ala 

Cys Ala 

Met Val 

Trp Val 
55 

Gly Val 
70 

Pro Thr 

Cys Ser 

Lys Ala 

Pro Asp 
135 

Arg 
150 



Asp Ala Ala Ala 
10 

His Arg Glu Gly 
25 

Thr Val Leu Ser 
40 

Leu Gly Glu Thr 



Asn Asn 

He Ala 

Leu He 
105 
Gin Gly 
120 

Ser Pro 



Gly Asp 
75 

Leu Pro 
90 

Pro Ser 
Ser Gin 
Leu Leu 



Leu Lys Leu 

Pro Tyr Gly 
30 

Asp Val Leu 
45 

Ala He Val 
60 

Cys Gly val 

Gly Pro Gly 

Leu Gin Pro 
110 

Phe Thr Asp 
125 

Ser Arg Glu 
140 



Val Asp 
15 

Val Asp 

Pro Gly 

Thr His 

He Val 

80 
Gly Val 
95 

Leu Gin 
Val Thr 
Leu Leu 



<210> 1225 

<211> 436 

<212> DNA 

<213> Homo sapiens 



<400> 1225 



1085 



<WO 0058473A2 I > 



WOOD/58473 PCT/LSOO/08621 



ncccatcccc cacccgggat ggtgaacact gggatggcca cttgggagct caaagtgttg 



60 



tcagtgggag gacaaggtcc tcaattcctg gcacattggc ccagagaagt catgaaaacc 



120 



caaagccccc cgaaagtaag aagtagaaaa aaacccgacc ccgaccagat gaagggacct 



180 



gggaagtttt tggaaaagag actgctgaag tgtctccttg caggcatcac cgtgagctgg 



240 



ggctttgcac acagcatctt catggctttc cacaatgatc ccagaactga tccagagaaa 



cccagggatc aggggttgac ccgaccctgt catcatccca ttctacaaat gaggacactg 
aggcctggtg aaaagggagg ggtggatgga accaggtggc ctggctctaa gacccagagg 

420 

ctggagtgcg ctcatg 

436 

<210> 1226 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 1226 

Met Val Asn Thr Gly Met 

1 5 
Gly Gly Gin Gly Pro Gli 

20 

Lys Thr Gin Ser Pro Pr< 
35 

Asp Gin Met Lys Gly Pr< 
50 

Cys Leu Leu Ala Gly Il> 

65 7 0 
Phe Met Ala Phe His As: 

85 

Asp Gin Gly Leu Thr Ar 

100 

Thr Leu Arg Pro Gly Gl 
115 

Gly Ser Lys Thr Gin Ar 
130 

<210> 1227 

<211> 756 

<212> DNA 

<213> Homo sapiens 

^3 1 *7 

gttgagttcc acgtgaaaca aaatgcactt tacaatagaa tgacgattcg tatcaaagat 

aatggtattg gaataccgat taacaaggta gataaaatct ttgatagatt ctaccgtgtc 

gacaaagcac gtacacgtaa gatgggcggt acaggactag gtctagctat ttccaaagag 
180 



1086 



Ala 


Thr 


Trp 


Glu 


Leu 


Lys 


Val 


Leu 


Ser 


Val 








10 










15 




Phe 


Leu 


Ala 


His 


Trp 


Pro 


Arg 


Glu 


Val 


Met 






25 










30 






Lys 


Val 


Arg 


Ser 


Arg 


Lys 


Lys 


Pro 


Asp 


Pro 


40 










45 








Gly 


Lys 


Phe 


Leu 


Glu 


Lys 


Arg 


Leu 


Leu 


Lys 


55 










60 








He 


Thr 


Val 


Ser 


Trp 


Gly 


Phe 


Ala 


His 


Ser 










75 










80 


Asp 


Pro 


Arg 


Thr 


Asp 


Pro 


Glu 


Lys 


Pro 


Arg 






90 










95 




Pro 


Cys 


His 


His 


Pro 


He 


Leu 


Gin 


Met 


Arg 




105 










HO 






Lys 


Gly 


Gly 


Val 


Asp Gly 


Thr 


Arg 


Trp 


Pro 


120 










125 








Leu 


Glu 


Cys 


Ala 


His 












135 
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attgtcgaag cacataatgg ccgtatttgg gcaaatagtg tcgaaggaca aggtacatct 
240 

atcttcatta ccctaccatg tgaaattatt gaagatggtg attgggatga atagtaaaga 
300 

atacatcaaa acgattatcc tgatactact tgtattaatg agtatcgtct taacctacat 
360 

ggtacggaac ttctcacctg atctatcaaa tgctgatagt acgtcatcag ataataagaa 
420 

agataattct aaacctattg gaaaaccaat gagtgcgaaa acggataaaa ccatcacacc 
480 

acttcaaacc gttcaatcta atggcgaaaa aacaaaaggt atgccagcaa caggtcatgc 
540 

agtatcccaa attttaagcc cattaaaaga taaaaatgtt gattcagtac aacatttaaa 
600 

acgaaaccat aacttaatta ttcctgaatt aagtgataac tttatcgttc ttgatttcac 
660 

atatgattta ccgttatcaa tttacttaag ccaagtatta aacatagatg ctaagacacc 
720 

taatcatttt aactttaatc gactactgat tgatca 
756 

<210> 1228 
<211> 97 
<212> PRT 

<213> Homo sapiens 
<400> 1228 

Val Glu Phe His Val Lys Gin Asn Ala Leu Tyr Asn Arg Met Thr He 

15 10 15 

Arg He Lys Asp Asn Gly He Gly He Pro He Asn Lys Val Asp Lys 

20 25 30 

lie Phe Asp Arg Phe Tyr Arg Val Asp Lys Ala Arg Thr Arg Lys Met 

35 40 45 

Gly Gly Thr Gly Leu Gly Leu Ala He Ser Lys Glu He Val Glu Ala 

50 55 60 

His Asn Gly Arg lie Trp Ala Asn Ser Val Glu Gly Gin Gly Thr Ser 
65 70 75 80 

He Phe lie Thr Leu Pro Cys Glu lie lie Glu Asp Gly Asp Trp Asp 

85 90 95 

Glu 



<210> 1229 

<211> 377 

<212> DNA 

<213> Homo sapiens 

<400> 1229 

nacgcgtcgt gaacgcggcg tcaacagctt ttcggatata cctctgagga gcccaagatg 
60 

cttgtcgccc ccatggcaaa ccagggggtc gaggccactg gagcgatggg aaccgacacc 
120 

ccgctggccg tgctatctaa ctgtccgcgg atgctctggg actatttcag tcagcttttc 
180 
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gctcaggtaa ccaatccgcc cttggacgct atccgcgagg agcttgtcac ctccctgacg 
ggcaccatcg gcccggaggc gaacttgctt gagcctggcc cggaatcatg tcggcaagtg 
gtcgtcaact acccgatcat cgattccgac cagcttgcca agatcattca catcgacgct 



360 

gacggggagc atccgga 
377 

<210> 1230 
<211> 121 
<212> PRT 

<213> Homo sapiens 



Thr° A rg 2 Arg Gin Gin Leu Phe Gly Tyr Thr Ser Glu Glu Pro Lys Met 

5 10 15 

Leu val Ala Pro Met Ala Asn Gin Gly Val Glu Ala Thr Gly Ala Met 

25 30 



20 



Gly Thr Asp Thr Pro Leu Ala Val Leu Ser Asn Cys Pro Arg Met Leu 

35 40 45 

Trp Asp Tyr Phe Ser Gin Leu Phe Ala Gin Val Thr Asn Pro Pro Leu 

Asp Ala lie Arg Glu Glu Leu Val Thr Ser Leu Thr Gly Thr lie Gly 

65 70 75 , 

Pro Glu Ala Asn Leu Leu Glu Pro Gly Pro Glu Ser Cys Arg Gin Val 

85 90 
val val Asn Tyr Pro lie He Asp Ser Asp Gin Leu Ala Lys He He 

100 105 110 

His He Asp Ala Asp Gly Glu His Pro 
115 120 



<210> 1231 

<211> 351 

<212> DNA 

<213> Homo sapiens 



aaat^tcatt taaaatcaat tgattgctta aataaggcag ttcatctgct gcgccaggag 
cggaagtaag gagtttttat ggcggtttta atcaccggag acgccggtta tatcggttct 

120 

cacactgttc tggctttgtt agaacatggc gaagatgttg tagtgttaga taatttatca 
180 

aactcttccg atgagtctct gcgtcgcgtt gagaaacccg cgggtagaag tgctcagttc 
taccaaggcg ataccttgga tgctgagtgt ctgcatcgca tcttcgaggc tcacgacatc 
Jcggctgtga tccattttgc tgggctaaag ggtgtcggag agtcgacgcg t 



<210> 1232 
<211> 91 
<212> PRT 
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<213> Homo sapiens 



<400> 1232 

Met Ala Val Leu He Thr Gly Asp Ala Gly Tyr He Gly Ser His Thr 

15 10 15 

Val Leu Ala Leu Leu Glu His Gly Glu Asp Val Val Val Leu Asp Asn 

20 25 30 

Leu Ser Asn Ser Ser Asp Glu Ser Leu Arg Arg Val Glu Lys Leu Ala 

35 40 45 

Gly Arg Ser Ala Gin Phe Tyr Gin Gly Asp He Leu Asp Ala Glu Cys 

50 55 60 

Leu His Arg He Phe Glu Ala His Asp He Ser Ala Val He His Phe 
65 70 75 80 

Ala Gly Leu Lys Gly Val Gly Glu Ser Thr Arg 

85 90 



<210> 1233 
<211> 4982 
<212> DNA 
<213> Homo 

<400> 1233 
nnggcttaag 
60 

catttctatt 
120 

cctgcccatc 
180 

tttcttcgag 

240 

tcaatgtcga 
300 

tgctttttgg 
360 

attatttata 
420 

ggaattaagt 
480 

accatgcgtc 
540 

ggctcaagtg 
600 

ttgatatgtc 
660 

gcaaataagt 

720 

acccagtgct 
780 

tctggctcaa 

840 

aaactgaaca 
900 

aaggctaaaa 
96 0 



sapiens 

cagtggtaac 
agtggcttcc 
tcttttgcat 
aatttatctc 
aatgttgcat 
gcagcgtatt 
gcttcctgcc 
gggcttgtga 
gtgcccaaag 
atgttggtag 
cagactctag 
ggtcatgcca 
tatcccaacg 
gaccagttgc 
ccaggacaca 
gatgtgttgt 



aacgcagagt 
cgttaatctc 
tccaaagctc 
cagtgtttct 
gcatcttttg 
tttggaggtg 
tgacacagct 
atattgtacg 
acctagtgga 
agattgggat 
tgcaagacca 
catgtgtaca 
taggaccagg 
tttttctgtt 
gcactggacc 
ttgtgatcac 



acgcggggtg 
atccttctta 
agttttatta 
atggaaatca 
agaaatttat 
gaatgtagtt 
cacttcaaga 
tatgaaaact 
acaattacta 
ccttccagca 
agggtgaaat 
tatttgaact 
agtcccacag 
gatccttgtg 
tgctctgttt 
cccagaccta 



atggcctccc 
gatcaaacct 
aatcccaggg 
aaaaagaaaa 
attttgtagg 
attttaataa 
agtgcacaat 
ggccatctgc 
cagaagatcc 
ccgaaggagg 
cttcgtatag 
ggccaagagc 
aatctcctca 
aggaatacaa 
gcacatatga 
ataacactga 



tgaaattaaa 
cgttatatct 
tctaagattt 
ttaggataat 
ttgaaggact 
ccatgtccta 
gtcagaacgt 
aatcaagtgt 
acttaaaagt 
aagtagtcct 
catggaaaat 
aatcagatgc 
gtcctcagga 
tgatagaaat 
aaactgggcc 
agcaatagaa 
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ttggcagaga ctgaagaggc ttcttcaaca ataaatgagc aagacagagc tcgatggagg 

ggaagctgca gtagtggtaa tagccaaagg agatcacctc ctgctacgaa gcgggactct 
1080 

gaagtgaaaa tggattttca gaggattgaa ttggctggtg ctgtgggaag caaggaggaa 

cttgaagtag actttaaaaa actaaagcaa attaaaaaca ggatgaaaaa gactgattgg 

ctcctcctca atgcttgtgt gggggttgta gaaggtgatt tagctgccat agaagcatac 

aagccatcag gaggagacat tgcacgtcag ctcaccgcag atgaagtacg cttgctgaat 

cgtccttccg cctttgatgt tggctatact cttgtacact tggctatacg ctttcagagg 
1380 

caggatacgc tagcaatatt gcttacagag gcgtctcaac aagcagcaaa gtgtattcca 

1440 

gcaatggcgt gtcctgaact gacagaacaa atccggagag agacagctgc ccctcttcat 
1500 

cagagaaagg gggattttgc ttgctatttt ctgactgacc ttgtaacatt tacattgcca 
1560 

gcagatattg aagatttgcc cccaacagtc caagaaaaat tatttgatga ggtgcttgat 
1620 

agagacgttc aaaaagaact agaagaagaa tctccaatta ttaactggtc cttggaattg 
1680 

gctacacgtt tggacagtcg actgtatgca ctttggaacc ggactgcagg agactgccta 
1740 

cttgattcag ttctacaagc tacctggggc atctatgaca aggactcagt gcttcggaaa 
1800 

gccccgcatg acagcctgca tgactgttca cattggtttt acacacgctg gaaagattgg 

gaatcatggt attctcagag ctttggttta catttttcct tgagagaaga acagtggcaa 

gaagactggg catttatacc ctctcttgct agccagcctg gagcaagcct ggagcagacg 
1980 

cacatctttg cactggcaca cactcttaga cgaccaatta tagtttatgg agtaaaatat 

tacaagagtt tccggggaga aactttagga tatacccggt ttcaaggtgc ttatctgcct 
2100 

ttgttgtggg aacagagttt ctgttggaaa agtccgattg ctctgggtta tacgaggggc 
2160 

cacttctctg ctctggttgc catggaaaat gatggctatg gcaaccgagg tgctggtgct 

2220 

aaccccaata ccgatgatga tgtcaccatc acatttttgc ctctggttga cagtgaaagg 
aagctactcc atgtgcactc cccttctgct caggagctag gtaatgagga acagcaagaa 

2340 

aaactgctca gggagtggct ggactgctgt gcgacggagg ggggagttct ggttgccatg 
cagaagagtt ctcggcggcg aaatcacccc ctggtcactc agatggtaga aaaatggctt 
ga^cgctacc gacagatccg gccgtgtaca tccctgtctg atggagagga agatgaggat 



2520 



gatgaagacg aatgaaaaaa aaaatcaaac agcagaagac caaggcatca gatctgtaat 
2580 
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gaccctaaag ttagtgtggt gctccaagca 
2640 

gcaggauccg ctcggggaag tgttttcctg 
2700 

ctgctgcgtg aggagacaga gaactttagt 
2760 

tattaagaca gaactttttt tccttccaaa 
2820 

tggttgcgta agacattgtt caataggaaa 
2880 

aaattttttc cagcatgggc acttagaaaa 
2940 

cagatattat ttcagtagaa cctggcattc 
3000 

ccagatctgg aaacgttttg taccgattat 
3060 

tattaacaat ttcgttcctc ttgtgcccaa 
3120 

agctaagaat gttttagagt gaactaaata 
3180 

tttggttttg gttattgtgt cttttaagtt 

3240 

atttatctgt tgggaagaat accttaaaat 
3300 

gtctgtgagt agtttttttc ctggatgaaa 
3360 

ttgtgtgaaa tgtgctcact cggactccat 
3420 

cagagggtct tcggattctt ccttctatca 

3480 

gcatgccttt gcttaggcag attgggaata 
3540 

atgcaataag gtggcaaatg cattgtatga 
3600 

ttgcatgttg gttaattgtg gccattcttt 
3660 

gaaaaacttt tttataagaa gtattatttg 
3720 

aaaaacttca gacctatctc aggaacacag 
3780 

agactattga tgtggccagg aatttggaaa 
3840 

acacacacac acagtttttt ccttccccgt 
3900 

tttgcttgct tcttgttttg tttagttgat 
3960 

ccagaatact aaaaatagaa aaatacccac 
4020 

cgaaaactca gtaaaaaggt gttcccagga 
4080 

tcttgcagga aaaatgattt tttagtacga 

4140 

aaatgctgct gtttgtttca agtggtgaat 
4200 



gagtcgacat catggaatga accaaatctg 
gaccacacac accttatgga gataatgcct 
tggactacag tttgtaaaaa aaactaattt 
ttgtaaatct gtctataaat gtaacgcatg 
agttgtacca gcatcttcat attattgaga 
agcacatggc aaatggctct ttgttccttt 
tcctttcacc ttaaaagatc catctaagtc 
ccacagcaaa acaaaaataa gcttttattt 
tcaaatcttt taggaacaaa ctgcaagaaa 
cagacattgc ttacttgttt tgaagagggt 
ctctgatatg ccccctttca atatttagac 
gagggctctt attccagatt ctgggcagtg 
agggagcaag cccacttgtc actaaatgaa 
caacaatgtg ctgctcccag attgccatgc 
cctctgctct aagcaaatct tgttagaagg 
ccaattcact acagaataaa gattttaaaa 
agaatttctc agtgtttagt ctgagaattt 
aatttaaagt taaaactata atcttaggta 
accacttcag gtatacattc aatactgggt 
aaatatctgg tgtcctgata agcactttct 
gacgacacac gcacgcacac acacacacac 
gatgaaaaag gctgtgaaaa ccttaaagta 
aatgaaatgt gtacaacctc aaatttgctg 
aaaactgtca tgtctttagt tctttccccc 
tgaaaagatc attttttgct gcatgctaaa 
ttctgtagaa atgaatcttt gatataatgt 
gtgttgttaa aaattggctg tttgctttca 



1091 



<WO 0058473A2J > 



WO 00/58473 PCT/USOO/08621 



ttttggccaa taagtaatca agttcgtaga aaatgttagc attctgacta cttagcatct 
4260 

gtagtaattt ctctatgtat agggataatt ttttagtggg cagagatcct gttctagttg 
4320 

cctgtgaagc aaaatctgcc ctcccaattg aaaaagccaa agagaattgt tagagggaaa 
4380 

agcatgtagc cattgcagtc tgcattgcag ccagcgttgt ccagagagta cacgctcagc 
4440 

acttagcttc tactgtgtgt tgtggtctgg tgagtgttgt ttcccctgag cgctctatta 
4500 

tttatttatt tattatcaat cagtgaccct gaccacatag tgtgataggt gcagcattct 
4560 

tccctgtggg aaagaattaa agatggttcc atttcctagg ctacagacag gaatggggct 
4620 

ctaaatggtt ttcatagact ggctgttaaa ggccaaaaat tttggtaaat caatgctata 
4680 

ttacgctctt gaactattaa aacagccata attattgtcc caagatagat agaatatagt 
4740 

cctttttcaa agatgattat acgtggctag gtgacagaca ttaatgactg actctggaga 
4800 

gtaagtcata cctgcactct gtggacttga tggttctttt tctagagcaa acagagcgtg 
4860 

gcattttgtt ttgacttgtt cttccttggg gtcaaattta tatatatata tataaatttt 
4920 

tgtttgggcg accaagatct aataattaaa acccaggtgg accatggaaa aaaaaaaaaa 

4980 

aa 

4982 

<210> 1234 
<211> 708 
<212> PRT 

<213> Homo sapiens 
<400> 1234 

Met Ser Glu Arg Gly lie Lys Trp Ala Cys Glu Tyr Cys Thr Tyr Glu 

1 5 10 15 

Asn Trp Pro Ser Ala He Lys Cys Thr Met Cys Arg Ala Gin Arg Pro 

20 25 30 

Ser Gly Thr He He Thr Glu Asp Pro Phe Lys Ser Gly Ser Ser Asp 

35 40 45 

Val Gly Arg Asp Trp Asp Pro Ser Ser Thr Glu Gly Gly Ser Ser Pro 

50 55 60 

Leu He Cys Pro Asp Ser Ser Ala Arg Pro Arg Val Lys Ser Ser Tyr 
65 70 75 80 

Ser Met Glu Asn Ala Asn Lys Trp Ser Cys His Met Cys Thr Tyr Leu 

85 90 95 

Asn Trp Pro Arg Ala He Arg Cys Thr Gin Cys Leu Ser Gin Arg Arg 

100 105 HO 

Thr Arg Ser Pro Thr Glu Ser Pro Gin Ser Ser Gly Ser Gly Ser Arg 

115 120 125 

Pro Val Ala Phe Ser Val Asp Pro Cys Glu Glu Tyr Asn Asp Arg Asn 

130 135 140 

Lys Leu Asn Thr Arg Thr Gin His Trp Thr Cys Ser Val Cys Thr Tyr 
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145 150 155 160 

Glu Asn Trp Ala Lys Ala Lys Arg Cys Val Val Cys Asp His Pro Arg 

165 170 175 

Pro Asn Asn lie Glu Ala lie Glu Leu Ala Glu Thr Glu Glu Ala Ser 

180 185 190 

Ser lie lie Asn Glu Gin Asp Arg Ala Arg Trp Arg Gly Ser Cys Ser 

195 200 205 

Ser Gly Asn Ser Gin Arg Arg Ser Pro Pro Ala Thr Lys Arg Asp Ser 

210 215 220 

Glu Val Lys Met Asp Phe Gin Arg lie Glu Leu Ala Gly Ala Val Gly 
225 230 235 240 

Ser Lys Glu Glu Leu Glu Val Asp Phe Lys Lys Leu Lys Gin lie Lys 

245 250 255 

Asn Arg Met Lys Lys Thr Asp Trp Leu Phe Leu Asn Ala Cys Val Gly 

260 265 270 

Val Val Glu Gly Asp Leu Ala Ala lie Glu Ala Tyr Lys Ser Ser Gly 

275 280 285 

Gly Asp lie Ala Arg Gin Leu Thr Ala Asp Glu Val Arg Leu Leu Asn 

290 295 300 

Arg Pro Ser Ala Phe Asp Val Gly Tyr Thr Leu Val His Leu Ala He 
305 310 315 320 

Arg Phe Gin Arg Gin Asp Met Leu Ala He Leu Leu Thr Glu Val Ser 

325 330 335 

Gin Gin Ala Ala Lys Cys He Pro Ala Met Val Cys Pro Glu Leu Thr 

340 345 350 

Glu Gin He Arg Arg Glu He Ala Ala Ser Leu His Gin Arg Lys Gly 

355 360 365 

Asp Phe Ala Cys Tyr Phe Leu Thr Asp Leu Val Thr Phe Thr Leu Pro 

370 375 380 

Ala Asp He Glu Asp Leu Pro Pro Thr Val Gin Glu Lys Leu Phe Asp 
385 390 395 400 

Glu Val Leu Asp Arg Asp Val Gin Lys Glu Leu Glu Glu Glu Ser Pro 

405 410 415 

He He Asn Trp Ser Leu Glu Leu Ala Thr Arg Leu Asp Ser Arg Leu 

420 425 430 

Tyr Ala Leu Trp Asn Arg Thr Ala Gly Asp Cys Leu Leu Asp Ser Val 

435 440 445 

Leu Gin Ala Thr Trp Gly He Tyr Asp Lys Asp Ser Val Leu Arg Lys 

450 455 460 

Ala Leu His Asp Ser Leu His Asp Cys Ser His Trp Phe Tyr Thr Arg 
465 470 475 480 

Trp Lys Asp Trp Glu Ser Trp Tyr Ser Gin Ser Phe Gly Leu His Phe 

485 490 495 

Ser Leu Arg Glu Glu Gin Trp Gin Glu Asp Trp Ala Phe He Leu Ser 

500 505 510 

Leu Ala Ser Gin Pro Gly Ala Ser Leu Glu Gin Thr His He Phe Val 

515 520 525 

Leu Ala His He Leu Arg Arg Pro He He Val Tyr Gly Val Lys Tyr 

530 535 540 

Tyr Lys Ser Phe Arg Gly Glu Thr Leu Gly Tyr Thr Arg Phe Gin Gly 
545 550 555 560 

Val Tyr Leu Pro Leu Leu Trp Glu Gin Ser Phe Cys Trp Lys Ser Pro 

565 ' 570 575 

He Ala Leu Gly Tyr Thr Arg Gly His Phe Sej: Ala Leu Val Ala Met 
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580 










585 




5 90 




Thr 


Glu 


Asn 


Asp 


Gly 


Tyr 


Gly Asn Arg Gly Ala Gly Ala 


Asn 


Leu 

W 


Asn 






595 










600 

\J \J V 




605 




Glu 




Asp 


Asp 


Asp 


Val 


Thr 


He 


Thr 


Phe 


Leu Pro Leu Val 


Asp 


Ser 


Arg 


610 










61b 




620 








Glu 
640 


T ire* 

uyS 
625 


Leu 


Leu 


His 


Val 


His 
630 


Phe 


Leu 


Ser Ala Gin Glu 
635 


Leu 


Gly 


Asn 


Glu 


Gin 


Gin 


Glu 


Lys 


Leu 


Leu 


Arg 


Glu Trp Leu Asp Cys 


Cys 


Val 


Thr 








645 








650 






655 




Glu 


Gly Gly 


Val 


Leu 


Val 


Ala 


Met 


Gin Lys Ser Ser 


Arg 


Arg 


Arg 


Asn 








660 










665 




670 






His 


Pro 


Leu 


Val 


Thr 


Gin 


Met 


Val 


Glu Lys Trp Leu 


Asp 


Arg 


Tyr 


Arg 




675 










680 




685 








Gin 


lie 


Arg 


Pro 


Cys 


Thr 


Ser 


Leu 


Ser Asp Gly Glu 


Glu 


Asp 


Glu 


Asp 




690 








695 




700 










Asp 


Glu 


Asp 


Glu 




















705 



























<210> 1235 

<211> 383 

<212> DNA 

<213> Homo sapiens 

<400> 1235 

gcgtctcagg ccgtgnctca gatacctgtc gatatgacga ccttgggcgc tgatttggtg 
60 

gccttcaccg gtcacaagat gtgcggtccg acgggtatcg gcattctctg gggacgctat 
120 

gacctcctcg ctgagctacc gcccttcctc ggaggcggcg agatgatcga ggtcgtgcgc 
180 

atggagggat cgacctacgc cgagcctcca catcgttttg aggcaggcac cccgccgatc 
240 

gcacagctgg ctgccctcgg ggtggccgcc gactacctag atggcatcgg gatgcaggcc 

atcgccgagc acgaacatga gctggctgct cggatgctcg aagactacca gaccgtcaag 
360 

ggagtgcagc cggagagagg ctg 
383 

<210> 1236 

<211> 127 

<212> PRT 

<213> Homo sapiens 

Ala°Ser 2 Gln Ala Val Xaa Gin lie Pro Val Asp Met Thr Thr Leu Gly 

1 5 10 IS 

Ala Asp Leu Val Ala Phe Thr Gly His Lys Met Cys Gly Pro Thr Gly 

20 25 30 

He Gly He Leu Trp Gly Arg Tyr Asp Leu Leu Ala Glu Leu Pro Pro 

35 40 45 

Phe Leu Gly Gly Gly Glu Met lie Glu Val Val Arg Met Glu Gly Ser 

50 * 55 60 

Thr Tyr Ala Glu Pro Pro His Arg Phe Glu Gly Thr Pro Pro He 
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65 70 75 80 

Ala Gin Leu Ala Ala Leu Gly Val Ala Ala Asp Tyr Leu Asp Gly lie 

85 90 95 

Gly Met Gin Ala lie Ala Glu His Glu His Glu Leu Ala Ala Arg Met 

100 105 110 

Leu Glu Asp Tyr Gin Thr Val Lys Gly Val Gin Pro Glu Arg Gly 
115 120 125 



<210> 1237 

<211> 1608 

<212> DNA 

<213> Homo sapiens 



<400> 1237 
ccatggccga 
60 

acaccagcac 
120 

tgccggccta 
180 

ttgcctgtct 

240 

gttaggttta 
300 

ggaaggatta 
360 

tgtgtgtctg 
420 

agtgaagcca 
480 

agtccttgct 
540 

gtatgtgtcg 
600 

ttggaatcca 
660 

cctgagagcc 
720 

actgctagcc 
780 

atgcagattc 
840 

tgtagtgctc 
900 

ggaccaaaat 
960 

accatcactt 
1020 

gggtgaaaac 
1080 

tatgactttc 
1140 

tactcctggg 
1200 



agggccatac 
attctgactc 
gggccggggc 
tctaagaaag 
catcaaaagg 
cgtcaaatag 
gatcagggaa 
cgtgtgtgga 
ccacatgaaa 
gtgacgtcct 
ccaaagaaaa 
agttcacctc 
gctgaagtat 
tgctttcaac 
caggcacacg 
acagaagaat 
tccatatttt 
tatcaaaagg 
ataaaggaac 
attcagtcac 



tctacaggcc 
aacacggcta 
tactagaaca 
cagaaggaac 
caaacagatt 
ttagaagatt 
tgcaattaaa 
aaccagggga 
caatctttcg 
taaccccttt 
aacgcttcac 
aacaggcttt 
tcagtgaaac 
ttctaacttt 
agcatttaaa 
tccttttaaa 
ctgagatact 
aactaaatca 
ttggaagtct 
tgatgcatga 



tcctttctac 
tacggttgtc 
aggtgatctg 
accctgtata 
accagaaaca 
cccagaactg 
gccgagtact 
ctggagtcgt 
agccaaagat 
gcgtgcattc 
tgtcaagctg 
tgacattatg 
atctactctg 
tgatattggt 
ctttcaagat 
tgacactttc 
tcagagactt 
gtgtctgtcc 
gggacaattc 
actttatgat 



agcaaaacag 
atcgctgaag 
ggctcttggg 
tccaaggaag 
cagcagccac 
caacttccag 
tcgagtcacc 
gaacagctga 
ctatctgtga 
attcatccga 
caaacatttt 
aaggaagcaa 
ggaccaaaga 
tatggcagtt 
catgataata 
aattttctct 
tacagaccag 
ttagaagaaa 
caaccgccct 
gcggcaaatc 



agcttcagct 
aaaggctcaa 
atccgctcat 
tcatgtgcca 
tttgcagaaa 
tgagtccctc 
ttttaaaaac 
atgaaacgac 
ttcctaaagc 
ctggcacagt 
ttgagacatt 
ttggcaaact 
ccttccatag 
tcatgtaccc 
tggattttga 
tccctaatga 
atgttttcaa 
ttaactcaat 
tcccatctac 
ctgtgggaaa 
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tcctggctca gtcctgaccc 
1260 

catgaataaa aagacacagc 
1320 

cattgaaaaa ccacaagtgc 
1380 

aattaaaaat gaaaataaag 
1440 

caagcagatc ttcacacatc 
1500 

agattattac tgtgaagtcc 
1560 

taagtgtctg tgcaaggtgc 
1608 



aatactggtc tcttttaaat 
cacatccact ggaatggaat 
catttgatgc aatagaaaat 
aaatacattg cagtgatgat 
cacatttgga actaaatcct 
catttgatgt ggtaacagtg 
acctgtacga gcaggcaggg 



gtatttgaac aatttcagtt 
tctttcacag aagataagaa 
aaaaaagctg cagttccaca 
gaaaacacac catgtcatat 
gactttcatc caaagatcaa 
acaattggag tggaaactcc 
ccaagctt 



<210> 1238 
<211> 458 
<212> PRT 

<213> Homo sapiens 



<400> 1238 
Met Cys Gin Leu 
1 

Gin Gin Pro Leu 

20 

Phe Pro Glu Leu 
35 

Gly Met Gin Leu 
50 

Lys Pro Arg Val 
65 

Glu Thr Thr Val 

Leu Ser Val He 

100 

Leu Arg Ala Phe 
115 

Lys Lys Arg Phe 
130 

Arg Ala Ser Ser 
145 

Gly Lys Leu Leu 

Gly Pro Lys Thr 

180 

Phe Asp He Gly 
195 

His Glu His Leu 
210 

Gin Asn Thr Glu 
225 

Pro Asn Glu Ser 
Tyr Arg Ser Asp 



Gly Leu His Gin 
5 

Cys Arg Lys Glu 
Gin Leu Pro val 

40 

Lys Pro Ser Thr 
55 

Trp Lys Pro Gly 
70 

Leu Ala Pro His 
85 

Leu Lys Ala Tyr 

He His Ser Thr 

120 

Thr Val Lys Leu 
135 

Pro Gin Gin Ala 
150 

Leu Ala Ala Glu 
165 

Phe His Arg Cys 

Tyr Gly Ser Phe 

200 

Asn Phe Gin Asp 
215 

Glu Phe Leu Leu 
230 

Ser Leu Ser lie 
245 

Val Phe Lys Gly 



Lys Ala Asn Arg 
10 

Gly Leu Cys Gin 
25 

Ser Pro Ser Val 

Ser Ser His Leu 

60 

Asp Trp Ser Arg 
75 

Glu Thr He Phe 
90 

Val Leu Val Thr 
105 

Gly Thr Val Trp 

Gin Thr Phe Phe 

140 

Phe Asp He Met 
155 

Val Phe Ser Glu 
170 

Arg Phe Cys Phe 
185 

Met Tyr Pro Val 

Tyr Asp Asn Met 

220 

Asn Asp Thr Phe 
235 

Phe Ser Glu He 
250 

Glu Asn Tyr Gin 



Leu Pro Glu He 
15 

lie Val Arg Arg 
30 

Cys Leu Asp Gin 

45 

Leu Lys Thr Val 

Glu Gin Leu Asn 

80 

Arg Ala Lys Asp 

95 

Ser Leu Thr Pro 
110 

Asn Pro Pro Lys 
125 

Glu Thr Phe Leu 

Lys Glu Ala He 

160 

Thr Ser Thr Leu 
175 

Gin Leu Leu Thr 
190 

Val Leu Gin Val 
205 

Asp Phe Glu Asp 

Asn Phe Leu Phe 

240 

Phe Gin Arg Leu 
255 

Lys Glu Leu Asn 
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260 265 270 

Gin Cys Leu Ser Leu Glu Glu lie Asn Ser lie Met Thr Phe lie Lys 

275 280 285 

Glu Leu Gly Ser Leu Gly Gin Phe Gin Leu Leu Phe Pro Ser Thr Thr 

290 295 300 

Pro Gly He Gin Ser Leu Met His Glu Phe Tyr Asp Val Ala Asn Pro 
305 310 315 320 

Val Gly Asn Pro Gly Ser Val Leu Thr Gin Tyr Trp Ser Leu Leu Asn 

325 330 335 

Val Phe Glu Gin Phe Gin Phe Met Asn Lys Lys Thr Gin Pro His Pro 

340 345 350 

Leu Glu Trp Asn Ser Phe Thr Glu Asp Lys Asn He Glu Lys Pro Gin 

355 360 365 

Val Pro Phe Asp Ala He Glu Asn Lys Lys Ala Ala Val Pro Gin He 

370 375 380 

Lys Asn Glu Asn Lys Glu He His Cys Ser Asp Asp Glu Asn Thr Pro 
385 390 395 400 

Cys His lie Lys Gin He Phe Thr His Pro His Leu Glu Leu Asn Pro 

405 410 415 

Asp Phe His Pro Lys lie Lys Asp Tyr Tyr Cys Glu Val Pro Phe Asp 

420 425 430 

Val Val Thr Val Thr He Gly Val Glu Thr Pro Lys Cys Leu Cys Lys 

435 440 445 

Val His Leu Tyr Glu Gin Ala Gly Pro Ser 
450 455 

<210> 1239 
<211> 447 
<212> DNA 

<213> Homo sapiens 
<400> 1239 

atacctactg aacgtgaacg aacagaaagg ctaattaaaa ccaaattaag ggagatcatg 
60 

atgcagaagg atttggagaa tattacatcc aaagagataa gaacagagtt ggaaatgcaa 
120 

atggtgtgca acttgcggga attcaaggaa tttatagaca atgaaatgat agtgatcctt 
180 

ggtcaaatgg atagccctac acagatattt gagcatgtgt tcctgggctc agaatggaat 
240 

gcctccaact tagaggactt acagaaccga ggggtacggt atatcttgaa tgtcactcga 
300 

gagatagata actttttccc aggagtcttt gagtatcata acattcgggt atatgatgaa 
360 

gaggcaacgg atctcctggc gtactggaat gacacttaca aattcatctc taaagcaaag 
420 

aaacatggat ctaaatgcct tgtgcac 
447 

<210> 1240 
<211> 149 
<212> PRT 

<213> Homo sapiens 
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I 4 le°Pro 2 ihr Glu Arg Glu Arg Thr Glu Arg Leu lie Lys Thr Lys Leu 

5 10 15 

Arg Glu lie Met Met Gin Lys Asp Leu Glu Asn lie Thr Ser Lys Glu 

20 25 30 

lie Arg Thr Glu Leu Glu Met Gin Met Val Cys Asn Leu Arg Glu Phe 

Lys Glu Phe He Asp Asn Glu Met lie Val lie Leu Gly Gin Met Asp 



Ser Pro Thr Gin lie Phe Glu His Val Phe Leu Gly Ser Glu Trp Asn 

"a Ser Asn Leu Glu Asp Leu Gin Asn Arg Gly Val Arg Tyr lie Leu 

85 90 
Asn val Thr Arg Glu He Asp Asn Phe Phe Pro Gly Val Phe Glu Tyr 

100 

His Asn He Arg Val Tyr Asp Glu Glu Ala Thr Asp Leu Leu Ala Tyr 

115 120 125 

Trp Asn Asp Thr Tyr Lys Phe lie Ser Lys Ala Lys Lys His Gly Ser 

130 135 140 

Lys Cys Leu Val His 
145 

<210> 1241 

<211> 489 

<212> DNA 

<213> Homo sapiens 

acgcgtg?gc agcgtatcca gcaccgtcct cagaataata gctgtgaaaa ggaggaaggg 

aactaggcag acagaccgac agataggggg aaaccgggat gtttaatgtg tccgaacaag 
120 

tag 
180 
gag 
240 
acc 
300 
agg 
360 
gga 
420 



taggaagatc aatgaggcgc gagtgtgtgt gtgtacgtgt gcgcgtgtgt gtgtgagaga 
gagagaaaga aagaagaaag gtcccgattg caacgtgtca gatcttgcaa ccttcccccc 
acccaacaca acaaccctca gacacaaaaa caccattgct gactgatacc ccaggtcttc 
agggttaaag gaaccgtgtg ttggcagcgc aattgtgcag acgctgtaag gccaaaacga 

ICQ 

ggatttgtgt tgtgaggtcg gtggtgcgtt cttttctttc tcttctcgcc tgttttcccg 
gagtgcctgg gttgcgagaa aggcgcatcg caggctgtgc agccgaatcg cttcgcaatt 



480 

attcatgct 
489 

<210> 1242 
<211> 127 
<212> PRT 

<213> Homo sapiens 
<400> 1242 



Met Asn Asn Cys Glu Ala He Arg Leu His Ser Leu Arg Cys Ala Phe 
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1 3 

Leu Ala Thr Gin Ala 

20 

Asn Ala Pro Pro Thr 
35 

Val Cys Thr lie Ala 
50 

Leu Gly Tyr Gin Ser 
65 

Leu Gly Gly Gly Lys 

85 

Phe Phe Phe Leu Ser 

100 

Thr His Thr Arg Ala 
115 

<210> 1243 
<211> 390 
<212> DNA 
<213> Homo sapiens 

<400> 1243 

ntagactccg tcgatcccct catggagaat ccagtgtgcc aggtcccttc ggcgtactgg 
60 

gagatgatat acctaccggg aatgttcact gtctacttcg atggccagtt ctgggtcgga 
120 

gtcctagaga ggcgcgacga gggtttggtg cgtgccgtaa aagtcacgtt tggcgccgaa 
180 

ccgtctgaca cggaattgta cgggtgggtt agccgtcatg gcaacgcact tatagagcga 
240 

ttggagtcta ccgctgctgt ccctaccacc cgcagtcccc gagccaagcg actgaacccc 
300 

aagagggcgt tacgagatgc agcgcgagct gcccaagcac accgtgccag cacgnccgca 
360 

caggccgcga ctaaggccga tcaggaagct 
390 

<210> 1244 
<211> 130 
<212> PRT 

<213> Homo sapiens 



<400> 1244 



Xaa 


Asp 


Ser 


Val 


Asp 


Pro 


Leu 


Met 


Glu 


Asn 


Pro 


Val 


Cys 


Gin 


Val Pro 


l 






5 










10 










15 


Ser 


Ala 


Tyr 


Trp 


Glu 


Met 


lie 


Tyr 


Leu 


Pro 


Gly 


Met 


Phe 


Thr 


Val Tyr 








20 










25 










30 




Phe 


Asp 


Gly 


Gin 


Phe 


Trp 


Val 


Gly 


Val 


Leu 


Glu Arg 


Arg 


Asp 


Glu Gly 






35 










40 










45 






Leu 


Val 


Arg 


Ala 


val 


Lys 


Val 


Thr 


Phe 


Gly 


Ala 


Glu 


Pro 


Ser 


Asp Thr 




50 










55 










60 








Glu 


Leu 


Tyr 


Gly Trp 


Val 


Ser Arg 


His 


Gly 


Asn 


Ala 


Leu 


He 


Glu Arg 


65 










70 










75 








80 


Leu 


Glu 


Ser 


Thr 


Ala 


Ala 


val 


Pro 


Thr 


Thr 




Ser 


Pro 


Arg 


Ala Lys 



1099 
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10 15 
Leu Arg Glu Asn Arg Arg Glu Glu Lys Glu Lys 

25 30 
Ser Gin His Lys Ser Ser Phe Trp Pro Tyr Ser 

40 45 
Leu Pro Thr His Gly Ser Phe Asn Pro Glu Asp 

55 60 
Ala Met Val Phe Leu Cys Leu Arg Val Val Val 
70 75 80 

Val Ala Arg Ser Asp Thr Leu Gin Ser Gly Pro 

90 95 
Leu Ser Leu Thr His Thr Arg Ala His Val His 

105 HO 
Ser Leu He Phe Leu Leu Val Arg Thr His 
120 125 
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Arg Leu Asn Pro 

100 

Ala His Arg Ala 
115 

Glu Ala 
130 



85 

Lys Arg Ala Leu 

Ser Thr Xaa Ala 

120 



90 

Arg Asp Ala Ala 
105 

Gin Ala Ala lie 



95 

Arg Ala Ala Gin 
110 

Lys Ala Asp Gin 
125 



<210> 1245 

<211> 339 

<212> DNA 

<213> Homo sapiens 



<400> 1245 
gccaagcagc 
60 

ccacaatcta 
120 

tctggagagg 
180 

ctgctgttca 
240 

aaacttaagt 
300 

gaattaaatg 
339 



aaaaaccaca 
tgcccgtgac 
aggaggtttc 
gtgaacttca 
cgaatctcta 
atgggcagtg 



gatcattgct 
ttttctgagc 
tgccactttt 
gctgatttca 
ccagccaaga 
gcattctgtc 



atgggaaatg 
tccaggagtt 
caatttcgaa 
gggggtatcc 
aaattaccca 
tctttatct 



tgtcattttc 
ttttagcact 
cttggaataa 
tcctctttct 
gtgacatcac 



ttgttcacaa 
gccagacttc 
ggcagggctt 
gagtgatgga 
agcaggtgtc 



<210> 1246 
<211> 113 • 
<212> PRT 

<213> Homo sapiens 



<400> 1246 
Ala Lys Gin Gin 
1 

Ser Cys Ser Gin 

20 

Ser Phe Leu Ala 
35 

Thr Phe Gin Phe 
50 

Glu Leu Gin Leu 
65 

Lys Leu Lys Ser 

Thr Ala Gly Val 

100 

Ser 



Lys Pro Gin lie 
5 

Pro Gin Ser Met 

Leu Pro Asp Phe 

40 

Arg Thr Trp Asn 
55 

He Ser Gly Gly 
70 

Asn Leu Tyr Gin 
85 

Glu Leu Asn Asp 



He Ala Met Gly 
10 

Pro Val Thr Phe 
25 

Ser Gly Glu Glu 

Lys Ala Gly Leu 

60 

He Leu Leu Phe 
75 

Pro Arg Lys Leu 
90 

Gly Gin Trp His 
105 



Asn Val Ser Phe 
15 

Leu Ser Ser Arg 
30 

Glu Val Ser Ala 
45 

Leu Leu Phe Ser 

Leu Ser Asp Gly 

80 

Pro Ser Asp He 
95 

Ser Val Ser Leu 
110 



<210> 1247 
<211> 366 
<212> DNA 

<213> Homo sapiens 
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<400> 1247 
ttgacctcca 
60 

aacccggtgt 
120 

gtcggtttct 
18C 

gcggcctggg 
240 

ggtatcaccc 
300 

tgggaccccg 
360 

tcgctg 
366 



acccgggcac 
ggcgggacgt 
ccgtggcctt 
cgcgctggtc 
tcggttcgcg 
gggaaaaccc 



gcgcatcccg 
cggcctgatc 
tgcgcttgcc 
gcggccatgg 
gcgggcctac 
cttcttcatg 



ccccagatcc 
gtgcacccgc 
atcgccgcct 
accattgtgg 
tacgaactcg 
ccctggctgg 



cgatggatgg 
cgatgcccta 
tgctcggcgg 
cctgggcgtt 
gctggngcgg 

ggggcacccc 



gcacgacctc 
catgggctac 
gcgcctcgat 
cctcggtatc 
ctggtggttc 
gctgattcac 



<210> 1248 

<211> 122 

<212> PRT 

<213> Homo sapiens 



<400> 1248 
Leu Thr Ser Asn 
1 

Gly His Asp Leu 

20 

Pro Pro Met Leu 
35 

Phe Ala He Ala 
50 

Arg Trp Ser Arg 
65 

Gly He Thr Leu 

Gly Trp Trp Phe 

100 

Leu Gly Gly Thr 
115 



Pro Gly Thr Arg 
5 

Asn Pro Val Trp 

Tyr Met Gly Tyr 

40 

Ala Leu Leu Gly 
55 

Pro Trp Thr He 
70 

Gly Ser Trp Trp 
85 

Trp Asp Pro Gly 

Pro Leu He His 

120 



He Leu Pro Gin 
10 

Arg Asp Val Gly 
25 

Val Gly Phe Ser 

Gly Arg Leu Asp 

60 

Val Ala Trp Ala 
75 

Ala Tyr Tyr Glu 
90 

Glu Asn Pro Phe 
105 

Ser Leu 



He Pro Met Asp 
15 

Leu He Val His 
30 

Val Ala Phe Ala 
45 

Ala Ala Trp Ala 

Phe Leu Gly He 

80 

Leu Gly Trp Xaa 
95 

Phe Met Pro Trp 
110 



<210> 1249 

<211> 374 

<212> DNA 

<213> Homo sapiens 



<400> 1249 
acgcgtgtcc 
60 

ggcgcgcagt 

120 

attccactgg 
180 

tccagcgagg 
240 



tcaacaccct 
tgagcaagct 
aaagcgccgt 
cggccctggc 



ggcgcccacg 
gctgccggat 
ggcggatgcg 
ggaaatccat 



ctgattgccg 
gtgcacctgg 
gtggtgtgcg 
cgggtactca 



tggaaccggt 
tcaatggcac 
cacaagcctt 
aaccggatgg 



gccggcaatg 
tgccgaggcc 
ccattggttt 
gcgcctgggg 
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ctggtgtgga acgtgcgcga cgagtcggtg 
300 

acgccttatg aaggcgacac gccgcgcttt 
360 

ggcgagtatt tttg 
374 



gattgggtcg ccgccattac tcaaatcatc 
cataccggcc gttggcgcga agccttcact 



<210> 1250 

<211> 124 

<212> PRT 

<213> Homo sapiens 



<400> 1250 
Thr Arg Val Leu 
1 

Val Pro Ala Met 

20 

Leu Val Asn Gly 
35 

Asp Ala Val Val 

50 

Ala Leu Ala Glu 
65 

Leu Val Trp Asn 

Thr Gin lie He 

100 

Gly Arg Trp Arg 
115 



Asn Thr Leu Ala 
5 

Gly Ala Gin Leu 

Thr Ala Glu Ala 

40 

Cys Ala Gin Ala 
55 

lie His Arg Val 

70 

Val Arg Asp Glu 
85 

Thr Pro Tyr Glu 

Glu Ala Phe Thr 

120 



Pro Thr Leu He 
10 

Ser Lys Leu Leu 
25 

He Pro Leu Glu 

Phe His Trp Phe 

60 

Leu Lys Pro Asp 
75 

Ser Val Asp Trp 
90 

Gly Asp Thr Pro 
105 

Gly Glu Tyr Phe 



Ala Val Glu Pro 
15 

Pro Asp Val His 
30 

Ser Ala Val Ala 
45 

Ser Ser Glu Ala 

Gly Arg Leu Gly 

80 

Val Ala Ala He 
95 

Arg Phe His Thr 
110 



<210> 1251 

<211> 742 

<212> DNA 

<213> Homo sapiens 



<400> 1251 




accggtctct 


tcctcggaaa 


60 




gcggaggcgg 


cagcacgcgg 


120 




ccctgcaggc 


caggcatggc 


180 




acctcgacct 


ctggttctac 


240 




ttgccatgct ggtattccct 


300 




acttccacat 


ggcctacaac 


360 




ccccccgcac 


cctgctacgc 


420 




ccagcatcca 


cctggtgggt 


480 




accacctgtc 


cgtccgtgag 


540 





ggcagggccg aggggcttgc 
gagcgacggg cggcccaggc 
tctgtgagcg ctgatgaggc 
ttcacactgc agaactgggt 
ctcgagtggt ttccactcaa 
gtcatcacgc cctttctctt 
tccatcacgt acgtgagcac 
gactctgtca accaccgcct 
aaccccatca tcaagaatcc 



ggggcagcca tggaggcgac 
gcgcagttgg gcgcctcctt 
tgcccgcacg gctcccttcc 
tctggacttt gggcgtccca 
caagcccagt gttggggact 
gctcaagctc atcgagcggt 
catcatcttc atcatgggtg 
gctcttcagt ggctaccagc 
caagccggag acgctgaccg 
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actcctttga gctgctctac tattatgatg agtacctggg tcactgcatg tggcacatcc 
600 

ccttcttcct cacccccctc atgtacttca gcggctgctn ttactgcctc taaagctgag 
660 

agcttgattc cagggcctgc cctgctcctg gtggcaccca gtggcctgta ctactggtac 
720 

ctggtcaccg agggccagat ct 
742 

<210> 1252 
<211> 80 
<212> PRT 

<213> Homo sapiens 
<400> 1252 

Met Arg Leu Pro Ala Arg Leu Pro Ser Thr Ser Thr Ser Gly Ser Thr 

15 10 15 

Ser His Cys Arg Thr Gly Phe Trp Thr Leu Gly Val Pro Leu Pro Cys 

20 25 30 

Trp Tyr Ser Leu Ser Ser Gly Phe His Ser Thr Ser Pro Val Leu Gly 

35 40 45 

Thr Thr Ser Thr Trp Pro Thr Thr Ser Ser Arg Pro Phe Ser Cys Ser 

50 55 60 

Ser Ser Ser Ser Gly Pro Pro Ala Pro Cys Tyr Ala Pro Ser Arg Thr 
65 70 75 80 

<210> 1253 

<211> 675 

<212> DNA 

<213> Homo sapiens 

<400> 1253 

gggccccctc ccaggcgctt tctgggagct tttagaactg cgctctgaag tttccagaga 
60 

gcgaggagct tttgcggcag gcagagacaa tggaagaaaa tgaaagccag aaatgtgagc 
120 

cgtgccttcc ttacccagca gacagaagac agatgcagga acaaggcaaa ggcaatctgc 
180 

atgcaacacc accagaagat gcagaatgcc gcagaaccaa ggaacgcctt tctaatggaa 
240 

acagtcgtgg ttcagtttcc aagtcttccc gcaatatccc aaggagacac accctagggg 
300 

ggccccgaag ttccaaggaa atactgggaa tgcaaacatc tgagatggat cggaagagag 
360 

gaaaaagcgt tcctagaaca tctgaagcag aagtaccccc accacgcctc tgcaatcatg 
420 

ggccaccaag agaggctgag agaccagaca aggatcccca aactgtctca cagtcctcaa 
480 

ccacccagtg tgggtgaccc ggtcgagcat ttatcagaga cgtccgctga ttctccggaa 

540 

gccatgtctg agggggatgc tccaacccct ttttccagag gcagccggac tcgtgcgagc 
600 

cttcctgtgg tgaggtcaac caaccagacg aaagaaagat ctctgggggt tctctatctc 
660 
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cagtatggag atgaa 

675 

<210> 1254 
<211> 86 
<212> PRT 

<213> Homo sapiens 



<400> 1254 
Met Gly His Gin 
1 

Ser His Ser Pro 

20 

Ser Glu Thr Ser 
35 

Pro Thr Pro Phe 
50 

Val Arg Ser Thr 
65 

Leu Gin Tyr Gly 



Glu Arg Leu Arg 
5 

Gin Pro Pro Ser 

Ala Asp Ser Leu 

40 

Ser Arg Gly Ser 
55 

Asn Gin Thr Lys 

70 

Asp Glu 
85 



Asp Gin Thr Arg 
10 

Val Gly Asp Pro 
25 

Glu Ala Met Ser 

Arg Thr Arg Ala 

60 

Glu Arg Ser Leu 
75 



He Pro Lys Leu 
15 

Val Glu His Leu 
30 

Glu Gly Asp Ala 
45 

Ser Leu Pro Val 

Gly Val Leu Tyr 

80 



<210> 1255 
<211> 401 
<212> DNA 

<213> Homo sapiens 



ncgccgattl ccaaggctat ggatgtgtgg gccttgggcg taacgctata ctgtctgctg 

ttcggtcgag tgccatttga tgcagagacg gagtacttgc tgctggaaag tatcctgcat 

gacgattatg ccgtcccgac gcacatgggt agcgaccgcg tgttggtagg cccgcgacca 

gcacgttggc cctcgtcgca agagacgccc aacgtgccgc tgtccggcga ggcgcatgca 

gtacgccatc tgctcgatgc ccttctcgac aaggatccag cgacgcgcct cactctcgat 
300 

cgtgttataa cacacccatg gctcgtggca gagtcatggt aatagtagca attgtatata 
360 

ccctcatcac caagatggcc aaagcggtac aaggcccgcg g 
401 

<210> 1256 
<211> 113 
<212> PRT 

<213> Homo sapiens 

Xaa°Pro 2 Ile Thr Lys Ala Met Asp Val Trp Ala Leu Gly Val Thr Leu 

I 5 10 15 

Tyr Cys Leu Leu Phe Gly Arg Val Pro Phe Asp Ala Glu Thr Glu Tyr 

Leu Leu Leu Glu Ser He Leu His Asp Asp Tyr Ala Val Pro Thr His 
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35 40 45 

Met Gly Ser Asp Arg Val Leu Val Gly Pro Arg Pro Ala Arg Trp Pro 

50 55 60 

Ser Ser Gin Glu Thr Pro Asn Val Pro Leu Ser Gly Glu Ala His Ala 
65 70 75 80 

Val Arg His Leu Leu Asp Ala Leu Leu Asp Lys Asp Pro Ala Thr Arg 

85 90 95 

Leu Thr Leu Asp Arg Val He Thr His Pro Trp Leu Val Ala Glu Ser 

100 105 HO 

Trp 



<210> 1257 
<211> 294 
<212> DNA 

<213> Homo sapiens 
<400> 1257 

cgcgtacagc tgattgaagg tgatgtcgcc aacgccgacc tggtggcgca agccgccatc 
60 

ggcgccacgg cggtggtgca tttggcagcg gtggcttcgg tgcaagcctc ggtggatgac 
120 

ccggtcagca cgcgccagag caattttgtc ggcaccttga atgtctgcga agccatgcgc 
180 

aaggccggtg tgaagcgtgt ggtatttgct tccagcgttg cggtgtatgg caacaatggc 
240 

gagggcgctt cgattgacga agagaccatc aaggccccgc tgacgcctta cgcg 
294 

<210> 1258 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 1258 

Arg Val Gin Leu He Glu Gly Asp Val Ala Asn Ala Asp Leu Val Ala 

15 10 15 

Gin Ala Ala He Gly Ala Thr Ala Val Val His Leu Ala Ala Val Ala 

20 25 30 

Ser Val Gin Ala Ser Val Asp Asp Pro Val Ser Thr Arg Gin Ser Asn 

35 40 45 

Phe Val Gly Thr Leu Asn Val Cys Glu Ala Met Arg Lys Ala Gly Val 

50 55 60 

Lys Arg Val Val Phe Ala Ser Ser Val Ala Val Tyr Gly Asn Asn Gly 
65 70 75 80 

Glu Gly Ala Ser He Asp Glu Glu Thr He Lys Ala Pro Leu Thr Pro 

85 90 95 

Tyr Ala 



<210> 1259 

<211> 417 

<212> DNA 

<213> Homo sapiens 
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<400> 1259 
nnacactcta 
60 

atcccgtctc 
120 

ctcaccgtgg 
180 

agcgtggtgg 
240 

cttacgggca 
300 

ggggccgtcc 
360 

gtgtccactg 
417 



gcctctgact 
ccttcgtctg 
tgtgttccaa 
acgtggctaa 
ccaaggaggc 
aagggggtct 
ggctcacggg 



caaggaagct 
gagcagacat 
gatgtccagg 
gggagtggtc 
ggtgtccagc 
ggacacctcg 
ggcagtgaat 



gcccagggtc 
agtgagaacg 
gccaaggatg 
cagggaggcc 
ggggtcacag 
aaggctgtcc 
gtggccaaag 



ttgcccttcg 
tgagaagctg 
ccgtgtcctc 
tggacaccac 
gggccatgga 
tcaccggcac 
ggcccgtaca 



gtttgggggg 
caggcgtggc 
cggggtggcc 
tcggtctgca 
catggctaag 
caaggacacg 
ggccggc 



<210> 1260 
<211> 133 
<212> PRT 

<213> Homo sapiens 



<400> 1260 
Leu Lys Glu Ala 
1 

Ser Pro Phe Val 

20 

Arg Gly Leu Thr 
35 

Val Ser Ser Gly 
50 

Gin Gly Gly Leu 
65 

Ala Val Ser Ser 

Val Gin Gly Gly 

100 

Asp Thr Val Ser 
115 

Pro Val Gin Ala 
130 



Ala Gin Gly Leu 
5 

Trp Ser Arg His 

Val Val Cys Ser 

40 

Val Ala Ser Val 
55 

Asp Thr Thr Arg 
70 

Gly Val Thr Gly 
85 

Leu Asp Thr Ser 

Thr Gly Leu Thr 

120 

Gly 



Ala Leu Arg Phe 
10 

Ser Glu Asn Val 
25 

Lys Met Ser Arg 

Val Asp Val Ala 

60 

Ser Ala Leu Thr 
75 

Ala Met Asp Met 
90 

Lys Ala Val Leu 
105 

Gly Ala Val Asn 



Gly Gly 


lie 


Pro 






15 




Arg 


Ser 


Cys 


Arg 




30 






Ala 


Lys 


Asp 


Ala 


45 








Lys 


Gly 


Val 


Val 


Gly 


Thr 


Lys 


Glu 








80 


Ala 


Lys 


Gly 


Ala 






95 




Thr 


Gly 


Thr 


Lys 




110 






Val 


Ala 


Lys 


Gly 


125 









<210> 1261 

<211> 330 

<212> DNA 

<213> Homo sapiens 



ngtgcacgtg ccgttcggca tcaggagatg aacatggatt tgaacgctga agtcgatcag 

ctggtccgcc aatcccagac ctggatcccc ttgatcatgg agtacggcag ccgcctgctg 
I20tgaccctggc ggtcggctgg tggatcgaca acaaggtcag cgcccgcctg 180 
ggcaaactgg taggcctgcg caacgccgac ctggcactgc aaggctttat cagcaccttg 

240 
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tcgaacatcg ggctgaaagt gctgctgttc gtcagtgtgg cgtcgatgat cggcattgag 
300 

accacctcgt tcgtcgcgga catcggtgct 
330 

<210> 1262 

<211> 110 

<212> PRT 

<213> Homo sapiens 

<400> 1262 



Xaa 


Ala 


Arg 


Ala 


Val 


Arg 


His 


Gin 


Glu 


Met 


Asn 


Met 


Asp 


Leu 


Asn 


Ala 


1 








5 










10 










15 




Glu 


Val 


Asp 


Gin 
20 


Leu 


Val 


Arg 


Gin 


Ser 
25 


Gin 


Thr 


Trp 


He 


Pro 
30 


Leu 


He 


Met 


Glu 


Tyr 
35 


Gly 


Ser 


Arg 


Leu 


Leu 
40 


Leu 


Ala 


Leu 


Leu 


Thr 
45 


Leu 


Ala 


Val 


Gly 


Trp 
50 


Trp 


He 


Asp 


Asn 


Lys 
55 


Val 


Ser 


Ala 


Arg 


Leu 
60 


Gly 


Lys 


Leu 


Val 


Gly 


Leu 


Arg 


Asn 


Ala 


Asp 


Leu 


Ala 


Leu 


Gin 


Gly 


Phe 


He 


Ser 


Thr 


Leu 


65 










70 










75 










80 


Ser 


Asn 


He 


Gly 


Leu 
85 


Lys 


val 


Leu 


Leu 


Phe 
90 


Val 


Ser 


Val 


Ala 


Ser 
95 


Met 


He 


Gly 


He 


Glu 
100 


Thr 


Thr 


Ser 


Phe 


Val 
105 


Ala 


Asp 


lie 


Gly 


Ala 

110 







<210> 1263 

<211> 351 

<212> DNA 

<213> Homo sapiens 

<400> 1263 

acgcgtggac gatggacttc gtcggtctgc ggtacgacga agggctcaac attgccggtg 
60 

gcatcgatga tgagtttgct cgcctgggca acacctagca gcaatggcat cgatagtccc 
120 

tgcccagcct gctccatttc gacgacgatg gtcgccgggt tcagtttctt ctcgctccac 
180 

gtcaacagac cgtcaccgtg gttgacgatc tcgccggtgg aggcgtcctt gacgacgatc 
240 

tggccacgcg ccagggaata catctcccca tccacccaaa agaacgcccc caagctgggc 
300 

atcttggcca gcccgatgat cgagagggtt tcaacaagcg actcgggatc c 
351 

<210> 1264 

<211>, 100 

<212> PRT 

<213> Homo sapiens 

<400> 1264 

Met Pro Ser Leu Gly Ala Phe Phe Trp Val Asp Gly Glu Met Tyr Ser 

15 10 15 

Leu Ala Arg Gly Gin He Val Val Lys Asp Ala Ser Thr Gly Glu He 
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20 

Val Ash His Gly 
35 

pro Ala Thr He 
50 

Met Pro Leu Leu 
65 

Ala Thr Gly Asn 

His Arg Pro Arg 

100 



Asp Gly Leu Leu 

40 

Val Val Glu Met 
55 

Leu Gly Val Ala 
70 

Val Glu Pro Phe 
85 



25 

Thr Trp Ser Glu 

Glu Gin Ala Gly 

60 

Gin Ala Ser Lys 
75 

Val Val Pro Gin 
90 



30 

Lys Lys Leu Asn 
45 

Gin Gly Leu Ser 

Leu He He Asp 

80 

Thr Asp Glu Val 
95 



<210> 1265 
<211> 318 
<212> DNA 

<213> Homo sapiens 



<400> 1265 

accggtgtat gcaactgaaa 
60 

gttggataac gctcgcttgg 
120 

tgctgcaccg ccaaaattat 
180 

acagccgaaa gtgcaaccag 
240 

gcctgatgca accgtccatg 
300 

agatccatcg cgacgcgt 
318 



tgctgtccga tatgcctgcg 
tggaatcgtc gctacggaag 
ggacgccccc cgaccccact 
cccaagcagt gggagatgac 
acatgccact caccacgaca 



ctccagctcg tgaatcgaaa 
cttatcaagg atacggatgc 
cgctctgacg ataccattgc 
tcgatcatgt cggtcgatga 
ctcgacaacg tgggtcgctc 



<210> 1266 
<211> 99 
<212> PRT 

<213> Homo sapiens 



<400> 1266 

Met Leu Ser Asp Met 

l 5 
Asn Ala Arg Leu Val 

20 

Asp Ala Ala Ala Pro 
35 

Ser Asp Asp Thr He 
50 

Gly Asp Asp Ser lie 
65 

Asp Met Pro Leu Thr 

85 

Ser Arg Arg 



Pro Ala Leu Gin Leu Val 

10 

Glu Ser Ser Leu Arg Lys 

25 

Pro Lys Leu Trp Thr Pro 

40 

Ala Gin Pro Lys Val Gin 
55 

Met Ser Val Asp Glu Pro 
70 7 5 
Thr Thr Leu Asp Asn Val 

90 



Asn Arg Lys Leu Asp 

15 

Leu He Lys Asp Thr 
30 

Pro Asp Pro Thr Arg 
45 

Pro Ala Gin Ala Val 
60 

Asp Ala Thr Val His 

80 

Gly Arg Ser Asp Pro 

95 



<210> 1267 
<211> 343 
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<212> DNA 

<213> Homo sapiens 
<400> 1267 

nggacacttg tgggaaacgc cccacagcct gtgtttttat tccccttgtg aacacttgtg 
60 

ggaactgccc cacggcccgt gtttctgtgc gcctgcagac actcgtggga aatgccccac 
120 

aacctgtgtt tttgttcccc ttgcgaacac tcgtgggaaa tgccccacaa cctgtgtttt 
180 

tattcccctt gtgaacactc gtgggaaatg tcccatggcc cgtgtttccg tgcacctgcg 
240 

gatactcatc aaacaccagg ctgtcattgg ggacagggtg agctctggct gttggtgcag 
300 

catggtagga agagcaccaa gtcctggact ctgttgattt ata 
343 

<210> 1268 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 1268 



Met 


Pro 


His 


Ser 


Leu 


Cys 


Phe 


Tyr 


Ser 


Pro 


Cys 


Glu 


His 


Leu 


Trp 


Glu 


1 








5 










10 










15 




Leu 


Ser 


His 


Gly 


Pro 


Cys 


Phe 


Cys 


Ala 


Pro 


Ala 


Asp 


Thr 


Arg 


Gly Lys 








20 










25 










30 






Cys 


Pro 


Thr 


Thr 


Cys 


Val 


Phe 


Val 


Pro 


Leu 


Val 


Asn 


Thr 


Arg 


Gly 


Lys 






35 










40 










45 








Cys 


Pro 


Thr 


Thr 


Cys 


Val 


Phe 


He 


Pro 


Leu 


Val 


Asn 


Thr 


Arg 


Gly 


Lys 




50 










55 










60 










Cys 


Pro 


Met 


Ala 


Arg 


Val 


Ser 


Val 


His 


Leu 


Arg 


He 


Leu 


He 


Lys 


His 


65 










70 










75 










80 


Gin 


Ala 


Val 


He 


Gly Asp Arg 


Val 


Ser 


Ser 


Gly 


Cys 


Trp 


Cys 


Ser 


Met 










85 










90 










95 




Val 


Gly Arg 


Ala 


Pro 


Ser 


Pro 


Gly Leu 


Cys 















100 105 



<210> 1269 
<211> 391 
<212> DNA 

<213> Homo sapiens 
<400> 1269 

tcgcgatccg gagcgatcgg tgctgcagat ggctggcgac gccctgcggg gcgcattgcg 
60 

ggacgccgac ctggagccgg ccgccctaga cgggctgatc gtccaggtgg ggtccccccg 
120 

cggcgcggac tacgacaccg tgtccgaaac ctttggtctt tcgccacaat tctgcagcca 
180 

gacctggggc gcacggccgg ttcaccgcaa cggtgatcct ggcagcggcc atggcggtgt 
240 

ccagcggcct cgcgcggcgg gtggcttgcc tcatgggcat gaagaattcg gacctcgggc 
300 
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ggttgggtga ggcggacaat ccctttcatc atgagcaatt ccgggagaat ggcgggccgc 
360 

acggggaaga gggttggatc ggcatggcct c 
391 

<210> 1270 
c211> HO 
<212> PRT 

<213> Homo sapiens 

Met°Me^Lys Gly lie Val Arg Leu Thr Gin Pro Pro Glu Val Arg He 

1 5 10 15 

Leu His Ala His Glu Ala Ser His Pro Pro Arg Glu Ala Ala Gly His 

20 25 30 

Arg His Gly Arg Cys Gin Asp His Arg Cys Gly Glu Pro Ala Val Arg 

35 40 45 

Pro Arg Ser Gly Cys Arg lie Val Ala Lys Asp Gin Arg Phe Arg Thr 

50 55 €0 

Arg Cys Arg Ser Pro Arg Arg Gly Gly Thr Pro Pro Gly Arg Ser Ala 
65 ^ 70 75 80 

Arg Leu Gly Arg Pro Ala Pro Gly Arg Arg Pro Ala Met Arg Pro Ala 

85 90 95 

Gly Arg Arg Gin Pro Ser Ala Ala Pro lie Ala Pro Asp Arg 

100 105 11° 

<210> 1271 
<211> 661 
<212> DNA 

<213> Homo sapiens 
<400> 1271 

acgcgtcgtt actggccacc tgcgagcgca ccagggtagg cagcactcgg cctccgtcga 

accagaaagc gtcatcgggg tggtgaacga gaacgggcga tgttgtggtg ggacggataa 

cccccggttg cgtcaccata tggcccacta aagagctcac cagggttgat ttaccagccc 

cggtcgaccc tcctaccacc gccagaagcg gcgcatcaat agtctctaag cgcggcaaaa 

tatagtcgtt aagctggtta gcgatgcgtc gtgccagccc ggcctgagta atagcctccg 

gcaaatccaa ggggaactgg gcctgacgca ggttgtgccg cagatcggtc aacgacagca 

gtatctgctc agtgttcatg gtgacccttc ctggtcactc gtcaggcctg cggcggcgcc 

cactgcaact cgttgttgac cggctggttg cgacgtcgct tgaggaatgc gggcagtctc 

ggcttcgaca atttggcacc tcgggcgacg gtgatagccg ccgggcgcag cacgttcata 

cggctgatga gctcgatctg aagcggacca ggatcaccgt ccaacccacg cacaacggcg 

tcacgaagat aagcaagatc tgtcccaacg cgcaggaact ctaacgtgtg ccaccaccgg 
660 
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t 

661 

<210> 1272 

<211> 126 

<212> PRT 

<213> Homo sapiens 

<400> 1272 



Met 


Asn 


Thr 


Glu 


Gin 


lie 


Leu 


Leu 


Ser 


Leu 


Thr 


Asp 


Leu 


Arg His Asn 


1 








5 










10 








15 


Leu 


Arg 


Gin 


Ala 

20 


Gin 


Phe 


Pro 


Leu 


Asp 
25 


Leu 


Pro 


Glu 


Ala 


He Thr Gin 
30 


Ala 


Gly 


Leu 
35 


Ala 


Arg 


Arg 


He 


Ala 

40 


Asn 


Gin 


Leu 


Asn 


Asp 
45 


Tyr He Leu 


Pro 


Arg 
50 


Leu 


Glu 


Thr 


He 


Asp 
55 


Ala 


Pro 


Leu 


Leu 


Ala 

60 


Val 


Val Gly Gly 


Ser 


Thr 


Gly 


Ala 


Gly 


Lys 


Ser 


Thr 


Leu 


val 


Asn 


Ser 


Leu 


Val Gly His 


65 










70 










75 






80 


Met 


Val 


Thr 


Gin 


Pro 


Gly Val 


He 


Arg 


Pro 


Thr 


Thr 


Thr 


Ser Pro Val 










85 










90 








95 


Leu 


Val 


His 


His 


Pro 


Asp 


Asp 


Ala 


Phe Trp Phe Asp Gly Asp Arg Val 








100 










105 










110 


Leu 


Pro 


Thr 
115 


Leu 


Val 


Arg 


Ser 


Gin 
120 


Val 


Ala 


Ser 


Asn 


Asp 
125 


Ala 



<210> 1273 
<211> 489 
<212> DNA 

<213> Homo sapiens 
<400> 1273 

gccggcgaga ccggtgccgg 
60 

gacaaggctg acactggatt 
120 

ctcgacacgc ctgatgccgg 
180 

gttatctgcg ctcgacacat 
240 

gttaccgcta gtcagctggc 
300 

gaacaagtga ggttggtcga 
360 

gatgagctgg caggctacct 
420 

tcccagcgtc ttcagcgcct 
480 

cttacgcgt 
489 

<210> 1274 
<211> 163 
<212> PRT 



1111 



aaagaccatg gtggtcaccg 
ggtccggcat ggctgcgatc 
tcgcgtcagc gagcttggcg 
cacgagtcgt cgctctcgag 
ccacatcgtt ggggatcagg 
cgcagcgcgg cagctcgacg 
aagtcgacat gcacagctgt 
caacgaggat cgcgctgggg 



gtattggttt gctgctcggc 
gtgccgtcgt cgaagccgtt 
gaacagtcga ggatggtgag 
cgctgcttgg aggagctcaa 
tgaccatcca tggccaatct 
tcgttgaccg ggctgccgga 
ggtcggagtt tcgtgctgca 
ccgagatgga acgcgaggtg 
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<213> Homo sapiens 
<400> 1274 

Ala Gly Glu Thr Gly Ala Gly Lys Thr Met Val Val Thr Gly He Gly 

1 5 10 15 

Leu Leu Leu Gly Asp Lys Ala Asp Thr Gly Leu Val Arg His Gly Cys 

20 25 30 

Asp Arg Ala Val Val Glu Ala Val Leu Asp Thr Pro Asp Ala Gly Arg 

35 40 45 

Val Ser Glu Leu Gly Gly Thr Val Glu Asp Gly Glu Val He Cys Ala 

50 55 60 

Arg His He Thr Ser Arg Arg Ser Arg Ala Leu Leu Gly Gly Ala Gin 
65 70 75 80 

Val Thr Ala Ser Gin Leu Ala His He Val Gly Asp Gin Val Thr He 

85 90 95 

His Gly Gin Ser Glu Gin Val Arg Leu Val Asp Ala Ala Arg Gin Leu 

100 105 HO 

Asp Val Val Asp Arg Ala Ala Gly Asp Glu Leu Ala Gly Tyr Leu Ser 

115 120 125 

Arg His Ala Gin Leu Trp Ser Glu Phe Arg Ala Ala Ser Gin Arg Leu 

130 135 140 

Gin Arg Leu Asn Glu Asp Arg Ala Gly Ala Glu Met Glu Arg Glu Val 
145 150 155 160 

Leu Thr Arg 



<210> 1275 

<211> 384 

<212> DNA 

<213> Homo sapiens 

<400> 1275 

nngctagcaa gtgcaagtac gagcaaaagt tatcagcaac agcgggaggc tgaacttctc 
60 

gtcgcacggc tagaggggga aatgcacgca cacagcgacc cgaccccgtc gccacaacca 
120 

cccgaggatg cagggttgat tgatgttgcc ctgaaagagg cgaagaaagc ctttgatgaa 
180 

ggcaaggtcg atctaatgga taaactcaat caggagatac ttcgcctggc aaacgaattc 

240 

ggtgcgctcg ggcttgaatc tattgagctt ggctccgacg cgaagatggc agtacgcaaa 
300 

ggcaatcaga aatcagcgtt cagcaggctg actcccggtg aacgtctcag gctgcgcatt 
360 

gctacagcca tcgcgttgtt acgc 
384 

<210> 1276 
<211> 128 
<212> PRT 

<213> Homo sapiens 
<400> 1276 

Xaa Leu Ala Ser Ala Ser Thr Ser Lys Ser Tyr Gin Gin Gin Arg Glu 
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1 

Ala Glu Leu Leu 

20 

Asp Pro Thr Pro 
35 

Val Ala Leu Lys 
50 

Leu Met Asp Lys 
65 

Gly Ala Leu Gly 

Ala Val Arg Lys 

100 

Gly Glu Arg Leu 
115 



5 

Val Ala Arg Leu 

Ser Pro Gin Pro 

40 

Glu Ala Lys Lys 
55 

Leu Asn Gin Glu 
70 

Leu Glu Ser lie 
85 

Gly Asn Gin Lys 

Arg Leu Arg lie 

120 



10 

Glu Gly Glu Met 
25 

Pro Glu Asp Ala 

Ala Phe Asp Glu 

60 

lie Leu Arg Leu 

75 

Glu Leu Gly Ser 
90 

Ser Ala Phe Ser 
105 

Ala Thr Ala He 



15 

His Ala His Ser 
30 

Gly Leu He Asp 
45 

Gly Lys Val Asp 

Ala Asn Glu Phe 

80 

Asp Ala Lys Met 
95 

Arg Leu Thr Pro 
110 

Ala Leu Leu Arg 
125 



<210> 1277 
<211> 392 
<212> DNA 

<213> Homo sapiens 



<400> 1277 

cagtttcagc cccgctgtgt gtccccaatt 
60 

ccagtggctt tcctcagctc tgttctgcct 
120 

atggggctgc ctagaagtgc accatccatg 
180 

aagtctcctc aaccagtgaa tgatgataac 
240 

gacttgggga aaaaaataac tttcagtgat 
300 

tcaagctttg agcagaggct gatgaatgaa 
360 

gatgaatcac atgatgaaat tcaacatgat 
392 



cctgtctctc ctaccagccg gattcagaac 
tctctccctg ccatcccacc cacaaatgcc 
ccatcccagg gattagcgaa gaaaaataca 
attcgtgaaa ctaagaacgc agtgattcga 
gtcagaccaa accagcagga gtacaaaatt 
atagagtttc gcttggaacg tactcctgtt 

gg 



<210> 1278 
<211> 130 
<212> PRT 

<213> Homo sapiens 



<400> 1278 
Gin Phe Gin Pro 
1 

Arg He Gin Asn 

20 

Pro Ala lie Pro 
35 

Ser Met Pro Ser 
50 

Pro Val Asn Asp 
65 

Asp Leu Gly Lys 



Arg Cys Val Ser 
5 

Pro Val Ala Phe 
Pro Thr Asn Ala 

40 

Gin Gly Leu Ala 
55 

Asp Asn lie Arg 

70 

Lys He Thr Phe 



Pro lie Pro Val 
10 

Leu Ser Ser Val 
25 

Met Gly Leu Pro 

Lys Lys Asn Thr 

60 

Glu Thr Lys Asn 
75 

Ser Asp Val Arg 



Ser Pro Thr Ser 
15 

Leu Pro Ser Leu 
30 

Arg Ser Ala Pro 
45 

Lys Ser Pro Gin 

Ala Val He Arg 

80 

Pro Asn Gin Gin 
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85 90 9 5 

Glu Tyr Lys lie Ser Ser Phe Glu Gin Arg Leu Met Asn Glu lie Glu 

ioo 105 110 

Phe Arg Leu Glu Arg Thr Pro Val Asp Glu Ser His Asp Glu lie Gin 
115 120 125 

His Asp 
130 

<210> 1279 
<211> 297 
<212> DNA 

<213> Homo sapiens 



atggagtcgc agactctccg ccacatgatc gaggacgact gcgccgacaa cggcatccca 
ctccccaacg tcaactccag gatcctctct aaggtcatcg agtactgcaa cagtcacgtc 
cacgccgccg ccaaacccgc tgactccgct gcctccgagg gcggcgagga cctcaagagc 
Jgggacgcga agttcgtcaa ggtggaccag gctacgctct tcgacctcat cctggctgcc 

aactatctga acatcaaggg attgctggac ctgacctgcc agacgggtgc tgacatg 

297 



<210> 1280 
<211> 99 
<212> PRT 

<213> Homo sapiens 
<400> 1280 



«it°Glu Ser Gin Thr Leu Arg His Met lie Glu Asp Asp Cys Ala Asp 

5 1° 

Asn Gly lie Pro Leu Pro Asn Val Asn Ser Arg He Leu Ser Lys Val 

25 30 



lie Glu Tyr Cys Asn Ser His Val His Ala Ala Ala Lys Pro Ala Asp 

35 40 45 

ser Ala Ala Ser Glu Gly Gly Glu Asp Leu Lys Ser Trp Asp Ala Lys 

55 ^ ^ 

Phe Val Lys Val Asp Gin Ala Thr Leu Phe Asp Leu lie Leu Ala Ala 

Asn Tyr Leu Asn lie Lys Gly Leu Leu Asp Leu Thr Cys Gin Thr Gly 
Ala Asp Met 



<210> 1281 
<211> 515 
<212> DNA 

<213> Homo sapiens 

acgcgtgaag ggggctttgg aggggatggc ttctggactg cacgatgggt gaacacagtt 
60 
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ttttaaactc 
120 

tggcgtgcca 
180 

gccctcccca 
240 

ttcagaacag 
300 

ctaaggacgt 
360 

ggaagatgac 
420 

gtggggaatc 

480 

ttgcttctaa 
515 



ttttccacat 
ggtcatggct 
ctaccaagta 
gcaacaggag 
cacaacacat 
ccagaagctc 
taccggctta 
tttttaaaaa 



ctgtataggt 
gcctggagcc 
ggcactgcgg 
gagcctgact 
caactctggg 
tgctcccccc 
atttcttctt 
cattcaatgt 



ttgaaaatta 
cttctgagga 
gcaggagtcg 
ccaacagagt 
agcccaaggg 
ctttgctttt 
agcaacaggc 
gcaca 



tcaacaactc 
gggccggctc 
ccacccccac 
tggtgtcatc 
ggtgtgtggt 
gaagaacaca 
atagtaggat 



atggggaggg 
aaccgaggac 
cccaaggaag 
cggcgcatcg 
ccactcaagg 
ggagtgacac 
caaaaaattt 



<210> 1282 
<211> 135 
<212> PRT 

<213> Komo sapiens 
<400> 1282 

Met Gly Glu His Ser Phe Leu Asn Ser Phe Pro His Leu Tyr Arg Phe 

15 10 15 

Glu Asn Tyr Gin Gin Leu Met Gly Arg Val Ala Cys Gin Val Met Ala 

20 25 30 

Ala Trp Ser Pro Ser Glu Glu Gly Arg Leu Asn Arg Gly Arg Pro Pro 

35 40 45 

His Tyr Gin Val Gly Thr Ala Gly Arg Ser Arg His Pro His Pro Lys 

50 55 60 

Glu Val Gin Asn Arg Gin Gin Glu Glu Pro Asp Ser Asn Arg Val Gly 
65 70 75 80 

Val He Arg Arg He Ala Lys Asp Val Thr Thr His Gin Leu Trp Glu 

85 90 95 

Pro Lys Gly Val Cys Gly Pro Leu Lys Gly Lys Met He Gin Lys Leu 

100 105 HO 

Cys Ser Leu Pro Leu Leu Leu Lys Asn Thr Gly Val Thr Arg Gly Glu 

115 120 125 

Ser Thr Gly Leu He Ser Ser 
130 135 

<210> 1283 
<211> 296 
<212> DNA 

<213> Homo sapiens 
<400> 1283 

gaattcctca caatgaactg cagtgtctgg aggaccagtt gggtagcctt actccgggtc 
60 

tccactgcag aacttataca tatatgcttt gtgcacacaa agaaaaacag cagcccaaaa 
120 

gaatcccggc tggggctctt aggagggagg aaagttccca caggtaactc actggttaat 
180 
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ctcaaagagc tcaggaaagg aaggaaggac ggctttttct cttgtgagtc aagacaaggt 
240 

cctgatgaca accctcccag atcagaacgt aactttcaac ccacgagtgc tgctcn 
296 



<210> 1284 
<211> 94 
<212> PRT 

<213> Homo sapiens 



<400> 1284 
Met Asn Cys Ser 
1 

Ser Thr Ala Glu 

20 

Ser Ser Pro Lys 
35 

Pro Thr Gly Asn 

50 

Lys Asp Gly Phe 
65 

Pro Pro Arg Ser 



Val Trp Arg Thr 

5 

Leu He His He 

Glu Ser Arg Leu 

40 

Ser Leu Val Asn 
55 

Phe Ser Cys Glu 
70 

Glu Arg Asn Phe 
85 



Ser Trp Val Ala 
10 

Cys Phe Val His 
25 

Gly Leu Leu Gly 

Phe Lys Glu Leu 

60 

Ser Arg Gin Gly 
75 

Gin Pro Thr Ser 
90 



Leu Leu Arg Val 
15 

Thr Lys Lys Asn 
30 

Gly Arg Lys Val 
45 

Arg Lys Gly Arg 

Pro Asp Asp Asn 

80 

Ala Ala 



<210> 1285 
<211> 526 
<212> DNA 

<213> Homo sapiens 



<400> 1285 
gggccccttc 
60 

gtgaaaggtc 
120 

aggatggcag 
180 

agaagcaaca 
240 

gatttactaa 
300 

aaacccacac 
360 

gctgcccaaa 
420 

tgtggcgact 

480 

gctaagaacc 
526 



ttacctgccc 
catctagagg 
atgtactctg 
aaagggattc 
attcagagcc 
ttcagaggca 
gctcctacgg 
agtttcaagc 
tgatccgagg 



cttccccgtg 
aggtaaaaga 
tcagggaaga 
tacacctcag 
acagactttc 
ggctttaaaa 
ggctggggga 
cagagattga 
aaaaggaagt 



ccaccaaccc 
cagggctgag 
cagccccaca 
accagggagg 
aggtacttcg 
cgcctgactt 
tccgagagag 
ggagcagacc 
gaagacagta 



gtagacaggg 
ggaaaacgcc 
gaaaaggctc 
gggaatgtgt 
gtgaagatca 
ctgtcagggc 
gacttcccac 
tgatgccctt 
acgcgt 



agggcaagca 
ttgtacagtc 
ggcttggcca 
acaaagattg 
gtgctctttc 
cacaggctgg 
tagtccaaga 
tcgggcccct 



<210> 1286 
<211> 102 
<212> PRT 

<213> Homo sapiens 



1116 



BNSDOCID: <WO 0058473A2_L> 



WO 00/58473 PCT/US00/08621 



<400> 1286 

Met Ala Asp Val Leu Cys Gin Gly Arg Gin Pro His Arg Lys Gly Ser 

15 10 15 

Ala Trp Pro Arg Ser Asn Lys Arg Asp Ser Thr Pro Gin Thr Arg Glu 

20 25 30 

Gly Glu Cys Val Gin Arg Leu Asp Leu Leu Asn Ser Glu Pro Gin Thr 

35 40 45 

Phe Arg Tyr Phe Gly Glu Asp Gin Cys Ser Phe Lys Pro Thr Leu Gin 

50 55 60 

Arg Gin Ala Leu Lys Arg Leu Thr Ser Val Arg Ala Thr Gly Trp Ala 
65 70 75 80 

Ala Gin Ser Ser Tyr Gly Ala Gly Gly Ser Glu Arg Gly Leu Pro Thr 

85 90 95 

Ser Pro Arg Cys Gly Asp 

100 

<210> 1287 

<211> 333 

<212> DNA 

<213> Homo sapiens 

<400> 1287 

acgcgtgaag gggagaggca gctccaggtg gagggaagtg catgaggaag cagagaggca 
60 

ggcgacaggc agcgtggctg gggctgggca ggccttccag tttgattgca gcccagaggt 
120 

caggtgagaa gaaggtacaa caagcaagga aggccccagg aagccactgg gggtgtttga 
180 

gccattgaat attctggatt ttaggacatt tctgtggctg actccactgc catcagagtt 
240 

catccacccc aactccagcc tgagagtgct ggggcactgg gcactccgga attcttcaaa 
300 

gctctgatgc aacatgtccc cagggtgtct gac 
333 

<210> 1288 
<2X1> 105 
<212> PRT 

<213> Homo sapiens 
<400> 1288 

Met Leu His Gin Ser Phe Glu Glu Phe Arg Ser Ala Gin Cys Pro Ser 

15 10 IS 

Thr Leu Arg Leu Glu Leu Gly Trp Met Asn Ser Asp Gly Ser Gly Val 

20 25 30 

Ser His Arg Asn Val Leu Lys Ser Arg He Phe Asn Gly Ser Asn Thr 

35 40 45 

Pro Ser Gly Phe Leu Gly Pro Ser Leu Leu Val Val Pro Ser Ser His 

50 55 60 

Leu Thr Ser Gly Leu Gin Ser Asn Trp Lys Ala Cys Pro Ala Pro Ala 
65 70 75 80 

Thr Leu Pro Val Ala Cys Leu Ser Ala Ser Ser Cys Thr Ser Leu His 

85 90 95 

Leu Glu Leu Pro Leu Pro Phe Thr Arg 
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100 105 

<210> 1289 
<211> 336 
<212> DNA 

<213> Homo sapiens 
<400> 1289 

acgcgtgtct gtgtacaggt ggaaggggat gggtatgaga tggtgcagcg tgtgcatggg 
60 

cacggcgtat ggtgtgtgag tgcactcgtg tgccggagag ctgtaagctg ctggctgagt 
120 

cctgcacggt ggaggaggca aggtggcccc tgcctgtggg cacagagccc accttccggt 
180 

ccagcccgag gcccctttcc cagagccccc tcccaagggg ccataccacc tgcatcccca 
240 

agatggcgtg gggcgtccct ggtgcaggag caggggacag tcagggaggc gtgtggcgga 
300 

cagtagcagc cccccagccc ccctcccccc accggt 
336 

<210> 1290 
<211> 89 
<212> PRT 

<213> Homo sapiens 
<400> 1290 

Met Val Cys Glu Cys Thr Arg Val Pro Glu Ser Cys Lys Leu Leu Ala 

1 5 10 15 

Glu Ser Cys Thr Val Glu Glu Ala Arg Trp Pro Leu Pro Val Gly Thr 

20 25 30 

Glu Pro Thr Phe Arg Ser Ser Pro Arg Pro Leu Ser Gin Ser Pro Leu 

35 40 45 

Pro Arg Gly His Thr Thr Cys lie Pro Lys Met Ala Trp Gly Val Pro 

50 55 60 

Gly Ala Gly Ala Gly Asp Ser Gin Gly Gly Val Trp Arg Thr Val Ala 
65 70 75 80 

Ala Pro Gin Pro Pro Ser Pro His Arg 

85 

<210> 1291 
<211> 379 
<212> DNA 

<213> Homo sapiens 
<400> 1291 

tggccatcca cctctgtcag ctgttccggc aacccattca gatcattgtg gtagtaacga 
60 

atcttctgca acggcccggc accgtccacg cgagccagag gttgatagcc ttcatcctca 
120 

taaacgtaca ggcttgtctg gctgtgttta tgctcctgca ataaccgcaa accatcccag 
180 

gtaaaccggg tttcccccaa cggataccca tcactgccat gctcggtttt ttctatccga 
240 
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cgccccagcg ggtcatacac catcctgacc acgctaccat cgtcattacg cacttcaacc 
300 

agccggcttt cagcgtcata cgcaaaccgc tgcacgccac gcttggcact gcgcttctcg 
360 

accacccgcc caaacgcgt 
379 

<210> 1292 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 1292 

Met Val Glu Lys Arg Ser Ala Lys Arg Gly Val Gin Arg Phe Ala Tyr 

15 10 15 

Asp Ala Glu Ser Arg Leu Val Glu Val Arg Asn Asp Asp Gly Ser Val 

20 25 30 

Val Arg Met Val Tyr Asp Pro Leu Gly Arg Arg He Glu Lys Thr Glu 

35 40 45 

His Gly Ser Asp Gly Tyr Pro Leu Gly Glu Thr Arg Phe Thr Trp Asp 

50 55 60 

Gly Leu Arg Leu Leu Gin Glu His Lys His Ser Gin Thr Ser Leu Tyr 
65 70 75 80 

Val Tyr Glu Asp Glu Gly Tyr Gin Pro Leu Ala Arg Val Asp Gly Ala 

8 5 90 95 

Gly Pro Leu Gin Lys He Arg Tyr Tyr His Asn Asp Leu Asn Gly Leu 

100 105 HO 

Pro Glu Gin Leu Thr Glu Val Asp Gly 
115 120 

<210> 1293 
<211> 340 
<212> DNA 

<213> Homo sapiens 
<400> 1293 

nngccggccg cccgagagct gttcgaggcg tgccgcaacg gggacgtgga acgagtcaag 
60 

aggctggtga cgcctgagaa ggtgaacagc cgcgacacgg cgggcaggaa atccaccccg 
120 

ctgcacttcg ccgcaggttt tgggcggaaa gacgtagttg aatatttgct tcagaatggt 
180 

gcaaatgtcc aagcacgtga tgatgggggc cttattcctc ttcataatgc atgctctttt 
240 

ggtcatgctg aagtagtcaa tctccttttg cgacatggtg cagaccccaa tgcttgagat 
300 

aattggaatt atactcctag agggtggagt gtgctcgcga 
340 

<210> 1294 
<211> 98 
<212> PRT 

<213> Homo sapiens 
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<400> 1294 
Xaa Pro Al 
1 



35 

Arg Lys As; 
50 

Ala Arg As 
65 

Gly His Al 
Asn Ala 



<210> 1295 

<211> 351 

<212> DNA 

<213> Homo sapiens 





Arg 

5 


Glu 


Leu 


Phe 


Glu 


Ala 
10 


Cys Arg 


Asn Gly 


Asp 
15 


Val 


Lys 


Arg 


Leu 


Val 


Thr 


Pro 


Glu 


Lys Val 


Asn Ser 


Arg 


Asp 


20 










25 






30 






Arg 


Lys 


Ser 


Thr 


Pro 


Leu 


His 


Phe Ala 


Ala Gly 


Phe 


Gly 






40 








45 






Val 


Val 


Glu 


Tyr 


Leu 


Leu 


Gin 


Asn Gly 


Ala Asn 


Val 


Gin 








55 








60 






Phe 


Asp 


Gly Gly 


Leu 


He 


Pro 


Leu 


His Asn 


Ala Cys 


Ser 




70 










75 






80 


Glu 


Val 


Val 


Asn 


Leu 


Leu 


Leu Arg His Gly Ala Asp 


Pro 


85 










90 






95 





ggatcccggi gacctcgtcg gcgaacgtca cctcgtccag ggccgaggcg cggaacaccg 

acgtgtcgat gccctcgccc tcgatgcagt cggtcagcgg tacgacggcg ccgcgggagg 
120 

cgaaggtgcc gatctggctg cgctcggcgt agaccagcga cggcggttcg cccgacgcca 

cggaggagag gaactgctgg atgtcgaggt caccctcgat cagcttgacc ttggcgtcgc 

cgagctcctc cttcgcccgg tcgagccgca ccgtcgcgat ctcgtcgccg gcaccgaagc 
300 

ccatcacctc gacctcgccg gagagcttcg ccccgctgtc gaaagacgcg t 
351 

<210> 1296 

<211> 75 

<212> PRT 

<213> Homo sapiens 

<400> 1296 ^ _ 

Gly Ser Arg Arg Pro Arg Arg Arg Thr Ser Pro Arg Pro Gly Pro Arg 

1 5 10 15 

Arg Gly Thr Pro Thr Cys Arg Cys Pro Arg Pro Arg Cys Ser Arg Ser 

20 25 30 

Ala Val Arg Arg Arg Arg Gly Arg Arg Arg Cys Arg Ser Gly Cys Ala 

35 40 45 

Arg Arg Arg Pro Ala Thr Ala Val Arg Pro Thr Pro Arg Arg Arg Gly 

50 55 60 

Thr Ala Gly Cys Arg Gly His Pro Arg Ser Ala 
65 70 75 

<210> 1297 
<211> 356 
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<212> DNA 

<213> Homo sapiens 



<400> 1297 
gtgcacccgg 
60 

gacacccagg 
120 

gatacactct 
180 

gaaggaccat 
240 

agggttctgt 

300 

caccttaccc 
356 



actcccattg 
ccccaggccc 
acaaatctcg 
acgaaacgca 
gggccctctt 
cagcctgctc 



ccaccgactt 
catgggcacg 
gggcccacca 
cccccaaagc 
gcatgggctg 
gaaagagccc 



cgagtaaact 
ctccacgcca 
caccaagaag 
aaccaaccaa 
ccctgccccc 
tggctaccag 



ccagtcccga 
cggctcctac 
acacggagga 
tccaagaaaa 
ctgttctggc 
agcagagcac 



ggacacgaga 
cagagggaca 
gccaacaaaa 
aatacgtctc 
ctggctcaag 
tggcct 



<210> 1298 

<211> 91 

<212> PRT 

<213> Homo sapiens 



<400> 1298 
Met Gly Thr Leu 
1 

Tyr Lys Ser Arg 

20 

Lys Glu Gly Pro 
35 

Glu Lys He Arg 
50 

Cys Pro Pro Val 
65 

Lys Glu Pro Trp 



His Ala Thr Ala 
5 

Gly Pro Pro His 

Tyr Glu Met His 

40 

Leu Arg Val Leu 
55 

Leu Ala Trp Leu 
70 

Leu Pro Glu Gin 
85 



Pro Thr Arg Gly 
10 

Gin Glu Asp Thr 
25 

Pro Gin Ser Asn 

Trp Ala Leu Leu 

60 

Lys His Leu Thr 
75 

Ser Thr Gly 
90 



Thr Asp Thr Leu 
15 

Glu Glu Pro Thr 
30 

Gin Pro He Gin 
45 

His Gly Leu Pro 

Pro Ala Cys Ser 

80 



<210> 1299 

<211> 307 

<212> DNA 

<213> Homo sapiens 



<400> 1299 
ggatccactt 
60 

gttgttggca 
120 

tgtctttgcc 
180 

gagttttctg 
240 

cagtgatcct 
300 

tccttag 
307 



ctaagatgtc 
ggatgtctca 
atatggcaac 
gggtggggtc 
ggagcggagc 



tcactcacgt 
gttccttgcc 
tgagaatgat 
acgggtcttg 
gaagtgtttc 



ggtgatggca 
atgtgggtct 
cttggctacc 
cccggagttc 
cgtgactctg 



gcaggcctca 
ctacacaggg 
ttctccagcc 
gccctggcaa 
cagccgcagt 



gactctggtg 
cagcttcctg 
cgggagtcgg 
aggcctgtgc 
tcttagggct 
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<210> 1300 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<400> 1300 

Met Ala Ala Gly Leu Arg Leu Trp Trp Leu Leu Ala Gly Cys Leu Ser 

15 10 15 

Ser Leu Pro Cys Gly Ser Leu His Arg Ala Ala Ser Cys Val Phe Ala 

20 25 30 

He Trp Gin Leu Arg Met He Leu Ala Thr Phe Ser Ser Pro Gly Val 

35 40 45 

Gly Ser Phe Leu Gly Trp Gly His Gly Ser Cys Pro Glu Phe Ala Leu 

50 55 60 

Ala Lys Ala Cys Ala Ser Asp Pro Gly Ala Glu Arg Ser Val Ser Val 
65 70 75 80 

Thr Leu Gin Pro Gin Phe Leu Gly Leu Pro 

85 90 

<210> 1301 
<211> 408 
<212> DNA 

<213> Homo sapiens 
<400> 1301 

ctgagcaagt taaaagaagt tcttgaattt tataacttta ttttgacaaa ctattataaa 
60 

gttgagccta tttcctttga tgcagtatac gctgaaggtt tggaaatggc tgagttcttg 
120 

cgccctatgg tgtcagatac gattacactt ttgcatgacc ttagaaggtc tggcgcaaac 
180 

atcatgtttg aaggcgcgca agggtctttg ttggatgttg atcatggtac ttacccgtat 
240 

gtgacttcat ctaatacgac tgcgggcgga gcgccagcgg gaacaggttt tggtcctttg 
300 

tacttagatt atgtattagg tatcactaag gcttatacga ctcgcgttgg ttctggacct 
360 

ttccctactg agttgtttga cgaagatggt gagcgtcttg gtacgcgt 
408 

<210> 1302 
<211> 136 
<212> PRT 

<213> Homo sapiens 
<400> 1302 

Leu Ser Lys Leu Lys Glu Val Leu Glu Phe Tyr Asn Phe He Leu Thr 

15 10 15 

Asn Tyr Tyr Lys Val Glu Pro He Ser Phe Asp Ala Val Tyr Ala Glu 

20 25 30 

Gly Leu Glu Met Ala Glu Phe Leu Arg Pro Met Val Ser Asp Thr He 

35 4 0 4 5 

Thr Leu Leu His Asp Leu Arg Arg Ser Gly Ala Asn He Met Phe Glu 
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50 

Gly Ala Gin Gly 
65 

Val Thr Ser Ser 

Phe Gly Pro Leu 

100 

Thr Thr Arg Val 
115 

Asp Gly Glu Arg 
130 



55 

Ser Leu Leu Asp 
70 

Asn Thr Thr Ala 
85 

Tyr Leu Asp Tyr 

Gly Ser Gly Pro 

120 

Leu Gly Thr Arg 
135 



60 

Val Asp His Gly 
75 

Gly Gly Ala Pro 
90 

val Leu Gly lie 
105 

Phe Pro Thr Glu 



Thr Tyr Pro Tyr 

80 

Ala Gly Thr Gly 
95 

Thr Lys Ala Tyr 
110 

Leu Phe Asp Glu 
125 



<210> 1303 

<211> 1037 

<212> DNA 

<213> Homo sapiens 



<400> 1303 
gccggggggg 
60 

gtttgccctg 
120 

aatagggcca 
180 

cccatcccat 
240 

cactcctttt 
300 

ctggcacaaa 
360 

ggagtagcct 
420 

cttctgggac 
480 

tttatctgaa 
540 

tctacacaca 
600 

ccctgccggc 
660 

ccggcgacag 
720 

gggggctcaa 

780 

tgcaatgccc 

840 

tccggtccag 
900 

ggggaggcct 
960 

cctgacagct 
1020 

cggatcccac 
1037 



ggacgctatc 
gggccctctc 
accccttaaa 
cctttttccc 
ggaagaaaca 
aatactgcca 
gccagctaaa 
aagtatgtcc 
actcaaattt 
aggtccctgg 
atctcccaca 
acggacaaag 
gaatccagac 
agcccactgc 
aagccaggga 
acagtctcac 
ccgagcacac 
gcgtggc 



taacatcttc 
atcccacatc 
aancaaatnt 
tcacaaacac 
ggccctgttc 
ccacaccttc 
atacgggttg 
catgccatat 
gcctgggcgt 
ggtggggggg 
ggccaggact 
gctgctcagg 
gcccacctcc 
gaccacaggg 
taaatgccgc 
ctgcagggag 
ccggccacag 



atgttcaacc 
attttttcaa 
tcanataaac 
aaacaaaang 
cctccctgct 
accctgccta 
cccagataac 
ttgggacaca 
cctgtacttt 
cacaggagca 
ggccacccag 
agacactgca 
ccgagcgagc 
ctctgccggg 
ttctcctata 
aggaagtcct 
cgaccacgga 



cagagaagaa 
cccttcccca 
ccttttccct 
cctctttcct 
caccacctca 
gcccaacctg 
tgtgaatgtc 
cttacactaa 
tcttaactaa 
agccccttcc 
atggagcccg 
caccttcctc 
accaagacag 
gtcctgccgg 
gggacggtca 
cggggcgggc 
ccgcacacgc 



acatcccgcc 
ncctttcnga 
ccaccctttt 
ttgccatttc 
cccagctcag 
gcagggcctc 
agataagaat 
taaatttctg 
atttggtgcc 
caggctgggt 
tgccaggcag 
tttcttgtct 
gaagccaacc 
aacccagggt 
gagtagagag 
acgtgggggg 
agaagcagtc 
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<210> 1304 
<211> 132 
<212> PRT 

<213> Homo sapiens 



<400> 1304 
Met Glu Pro Val 
1 

Gly Asp Thr Ala 

20 

Arg Arg Pro Pro 
35 

Met Pro Ser Pro 
50 

Pro Arg Val Pro 
65 

Gly Thr Val Arg 

Arg Gly Ser Pro 

100 

Thr Pro Gly His 
115 

Ser His Ala Trp 
130 



Pro Gly Ser Arg 
5 

His Leu Pro Leu 
Pro Arg Ala Ser 

40 

Leu Arg Pro Gin 
55 

Val Gin Lys Pro 
70 

Val Glu Arg Gly 
85 

Arg Gly Gly His 

Ser Asp His Gly 

120 



Arg Gin Thr Asp 
10 

Ser Cys Leu Gly 
25 

Thr Lys Thr Gly 

Gly Ser Ala Gly 

60 

Gly lie Asn Ala 
75 

Arg Pro Thr Val 
90 

Val Gly Gly Leu 
105 

Leu His Thr Gin 



Lys Gly Cys Ser 
15 

Ala Gin Glu Ser 
30 

Ser Gin Pro Ala 
45 

Val Leu Pro Glu 

Ala Ser Pro lie 

80 

Ser Pro Ala Gly 
95 

Thr Ala Pro Ser 
110 

Lys Gin Ser Gly 
125 



<210> 1305 
<211> 775 
<212> DNA 

<213> Homo sapiens 



<400> 1305 

nacgcgttct gcgaggccat gcgggtctat 
60 

ccggccccgc tgcgggtgga gagacgtcgg 
120 

ccgcgctctc agggtgctta tgtcgatgcg 
180 

acctcctggg agcgcctgga cgccgccgct 

240 

gcgatccatc ccatgggcca agccttccgc 
300 

ccggacgatc cgggatcgcc gtgggccatc 
360 

caccccgacc taggcacctt cgacgacctc 
420 

ggcatggagg tggccctaga ttttgccttg 

480 

cagcacccgg agtggttcac gacccgcgtt 
540 

cccaaaaagt atcaggacat ctacccgatc 
600 

caggaatgct tgcggctgct ggagttatgg 
660 



gccccgcggc cgttgacctc gcccacactc 
gccctctacg ggtcctggta cgagtttttc 
gacggtcact gggtttcagg tactttcgac 
gcgatgggat ttgacgttgt ttacctgccc 
aagggcaagg acaacaccct gaccccaggt 
ggatcgtctg atggcggcca tgacaccatt 
gaccgtttcg tggcccacgc tcatgaccta 
caagcctcac cagaccaccc gtgggtacac 
gatggcacca tcgcctatgc agaaaattca 
aacttcgaca atgaccctga cggtatctac 
atctcccacg gcgtgacgat tttccgcgtc 
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gataatccac ataccaagcc tctgaatttc tgggcctggc tcatggaaca ggttcatcgt 
720 

cgccaccccg aggtcatctt cctggcagag gccttcaccc gtcccgagac gatca 
775 

<210> 1306 

<211> 258 

<212> PRT 

<213> Homo sapiens 

<400> 1306 

Xaa Ala Phe Cys Glu Ala Met Arg Val Tyr Ala Pro Arg Pro Leu Thr 

15 10 15 

Ser Pro Thr Leu Pro Ala Pro Leu Arg Val Glu Arg Arg Arg Ala Leu 

20 25 30 

Tyr Gly Ser Trp Tyr Glu Phe Phe Pro Arg Ser Gin Gly Ala Tyr Val 

35 40 45 

Asp Ala Asp Gly His Trp Val Ser Gly Thr Phe Asp Thr Ser Trp Glu 

50 55 60 

Arg Leu Asp Ala Ala Ala Ala Met Gly Phe Asp Val Val Tyr Leu Pro 
65 70 75 80 

Ala lie His Pro Met Gly Gin Ala Phe Arg Lys Gly Lys Asp Asn Thr 

85 90 95 

Leu Thr Pro Gly Pro Asp Asp Pro Gly Ser Pro Trp Ala He Gly Ser 

100 105 110 

Ser Asp Gly Gly His Asp Thr He His Pro Asp Leu Gly Thr Phe Asp 

115 120 125 

Asp Leu Asp Arg Phe Val Ala His Ala His Asp Leu Gly Met Glu Val 

130 135 140 

Ala Leu Asp Phe Ala Leu Gin Ala Ser Pro Asp His Pro Trp Val His 
145 150 155 160 

Gin His Pro Glu Trp Phe Thr Thr Arg Val Asp Gly Thr He Ala Tyr 

165 170 175 

Ala Glu Asn Ser Pro Lys Lys Tyr Gin Asp He Tyr Pro He Asn Phe 

180 185 190 

Asp Asn Asp Pro Asp Gly He Tyr Gin Glu Cys Leu Arg Leu Leu Glu 

195 200 205 

Leu Trp lie Ser His Gly Val Thr He Phe Arg Val Asp Asn Pro His 

210 215 220 

Thr Lys Pro Leu Asn Phe Trp Ala Trp Leu Met Glu Gin Val His Arg 
225 230 235 240 

Arg His Pro Glu Val lie Phe Leu Ala Glu Ala Phe Thr Arg Pro Glu 

245 250 255 

Met lie 



<210> 1307 

<211> 624 

<212> DNA 

<213> Homo sapiens 

<400> 1307 

cggccggtgg ggagtgccaa gccccaggct ccctgcatcc cacttctggt gaggtcagtg 
60 
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atgctgggca catgcggtca gggccctgcg cctgagccgt ggaactccac agccattcca 



120 



catgttcagt cccacaccct gaggccaagg caccccgagt ccctgaggga gcaaggccct 



180 



gccacccgag gctgccgctg cagaggcaaa cagccccgag caaggcccgg caaccccagg 



240 



ctgtggctgc atggggcaaa cacagcctgg cctgaggctg ccggccagtc ggggtggcca 



300 



taggctaacg agaagccagg gcctccctcc ccactgggct ttccacaaaa acctgactaa 



360 



tgtccaggga cagccaaagg ccttgaggtc agctgggtgg aacacctttc ccctaccatc 



420 



ccgagatatt gtcttcttgg atggagtttt caaagccctc catgtggagg tctcgggatg 



480 



agaggcctcg gctgagccct gtgcagagga gcaggaagct gcagaatggg cacccgcctc 
540 

cctcccagca cctccagtcg ctgccacgcc ccaagctcct gagctgctct gcccaagacc 
600 

tcccccaacc ttggtctgac gcgt 
624 

<210> 1308 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 1308 

Met Ala Thr Pro Thr Gly Arg Gin Pro Gin Ala Arg Leu Cys Leu Pro 

1 5 10 15 

His Ala Ala Thr Ala Trp Gly Cys Arg Ala Leu Leu Gly Ala Val Cys 

20 25 30 

Leu Cys Ser Gly Ser Leu Gly Trp Gin Gly Leu Ala Pro Ser Gly Thr 
35 40 45 

Arg Gly Ala Leu Ala Ser Gly Cys Gly Thr Glu His Val Glu Trp Leu 

50 55 60 

Trp Ser Ser Thr Ala Gin Ala Gin Gly Pro Asp Arg Met Cys Pro Ala 
65 70 75 80 

Ser Leu Thr Ser Pro Glu Val Gly Cys Arg Glu Pro Gly Ala Trp His 

85 90 95 

Ser Pro Pro Ala 

100 



<210> 1309 
<211> 563 
<212> DNA 

<213> Homo sapiens 
<400> 1309 

ntgatcatcg ccaaccacca gtccaactat gacctgttcg tgtttggcac gggagtgccc 
60 

taccgtactg tgtgtatcgg caaaaagagc ctgaaatggg tgccgctgtt cggtcagttg 
120 

ttctggctgg cgggcaatgt gttgattgac cggggcaacg cgcacaaggc gcgccgctca 
180 
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atgctcacca 
240 

ggtacacgca 
300 

attgccgcag 
360 

ctcaatcgtt 
420 

ggactgacgt 
480 

tgcattgagg 
540 

gaagggcgtt 

563 



ccacccacac 
acttcggtga 
gtgtgccgac 
gggacagtgg 
tggatgacat 
caatggaccg 
aacgactacg 



cttgcagcat 
aaccttgctg 
cgtgcaggtg 
cgatatttta 
gccacggttg 
cgagctggaa 
cgt 



aaagacacat 
ccgttcaaga 
cgtgtcagca 
attcgctcgt 
atggagacct 
atcgtccctt 



cgatctgggt 
aaggtgcgtt 
cgtatgtgaa 
tgccgccaat 
gccgtcaaca 
gtaggaacga 



atttgccgaa 
ccagatggcg 
gcacatgaag 
tcctacgacc 
aatgcgcgag 
attggctcgc 



<210> 1310 

<211> 183 

<212> PRT 

<213> Homo sapiens 



<400> 1310 

Xaa He He Ala Asn His Gin Ser Asn Tyr Asp Leu Phe Val Phe Gly 

15 10 15 

Thr Gly Val Pro Tyr Arg Thr Val Cys He Gly Lys Lys Ser Leu Lys 

20 25 30 

Trp Val Pro Leu Phe Gly Gin Leu Phe Trp Leu Ala Gly Asn Val Leu 

35 40 45 

He Asp Arg Gly Asn Ala His Lys Ala Arg Arg Ser Met Leu Thr Thr 

50 55 60 

Thr His Thr Leu Gin His Lys Asp Thr Ser He Trp Val Phe Ala Glu 
65 70 75 80 

Gly Thr Arg Asn Phe Gly Glu Thr Leu Leu Pro Phe Lys Lys Gly Ala 

85 90 95 

Phe Gin Met Ala He Ala Ala Gly Val Pro He Val Gin Val Cys Val 

100 105 HO 

Ser Thr Tyr Val Lys His Met Lys Leu Asn Arg Trp Asp Ser Gly Asp 

115 120 125 

He Leu He Arg Ser Leu Pro Pro He Pro Thr Thr Gly Leu Thr Leu 

130 135 140 

Asp Asp Met Pro Arg Leu Met Glu Thr Cys Arg Gin Gin Met Arg Glu 
145 150 155 160 

Cys He Glu Ala Met Asp Arg Glu Leu Glu He Val Pro Cys Arg Asn 

165 170 175 

Glu Leu Ala Arg Glu Gly Arg 

180 



<210> 1311 

<211> 674 

<212> DNA 

<213> Homo sapiens 



<400> 1311 

gagcttgacg acgcccaacg tgacatcctt gtatcaggcg ggtacttgac caatgat 
60 
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tccagggccg 


9 ^ r*r^fy Z± Z\ 

aCCCyyCaLa 




120 






atctcccggc 


<^ ^ ^ 2 ^ fT ^* 

CyCCyaaayc 


j j L- ex ^- a. 


180 






gggctgaccc 


ccgaccagga 




240 






gaactttatg 


c cacggcccc 


/— l*^f"T t3 3 t~ /"* I""" t" O 

L. L.y ad tULL.U 


300 






gtcgcgaccg 


tcacctccat 


cgt-gt-t.gt.cy 


360 






gagagagccg 


ccaacagcga 


K ^ t» rm ^ iT 3 

ccuygu.ga.cL. 


420 






tgggtggacc 


aggtcatcct 


tgtggaggcg 


480 






ggggtgatct 


cctcggttgt 


cgcggtgtgg 


540 






gacctgcttg 


gggccgcgtg 


gegggtctte 


600 






cccttgctgg 


gggccgccat 


ccatcgccgt 


660 






acgaccccgt 


gaca 




674 







<210> 1312 
<211> 196 
<2X2> PRT 

<213> Homo sapiens 



<400> 1312 



Met 


Asp 


Gly 


Gly 


Pro 
5 


Gin 


Gin 


Gly 


1 

Arg 


Thr 


Glu 


Asp 


Pro 


Pro 


Arg 


Gly 








20 










Gin 


Asp 


Pro 


Ala 


Cys 


Glu 


Pro 


His 






35 










40 


Ala 


Tyr 


Gin 


Gly 


Gly 


Gin 


His 


Cys 




50 










55 




Leu 


Val 


His 


Pro 


Thr 


Pro 


Ala 


Gin 


65 










70 






Gin 


He 


Thr 


Val 


Gly 


Gly 


Ser 


Leu 










85 








Asp Gly Arg 


Gin 


His 


Asp 


Glu 


Gly 








100 










Trp 


Gin 


Arg 


Asp 


He 


Thr 


Glu 


Asp 






115 










120 


Pro 


Gin 


Pro 


Val 


Arg 


Leu 


Arg 


Pro 




130 










135 




Gly 


Gly 


Gin 


Pro 


Cys 


Glu 


Gin 


Asn 


145 










150 






Ser Gly 


Phe 


Arg 


Arg 


Pro 


Gly 


Asp 










165 








Arg 


Gin 


Pro 


Asp 


Gly 


Val 


Cys 


Arg 








180 










Gin 


Val 


Pro 


Ala 











ctgacggatg atctgagctg ggtcaagege 
egaggegctg gateggegat tctgttcaca 
aacgagtggg cgcaggcgca cgggttgggg 
ggtgatgtcc cgctgccaac gatcaccatc 
gecatcatgg cgggcctgtt ggegaaggag 
agcctcaaac geateggatt gggcaggcgt 
gctaccacaa tgctggccgc ectgatatge 
ctcacaggca ggatcctgtc gggagccttg 
ggtgcgttgg ccgccgggat gttcggtgga 
taccacttcg acatgagagc tacctgatcc 



Ser 


Thr 


Glu 


His 


Pro Gly 


Gly 


Gin 




10 










15 




Pro 


Lys 


Gin 


Val 


Gin Gly 


Ser 


Arg 


25 










30 






Arg 


Asp 


Asn 


Arg 


Gly Asp 


His 


Pro 










45 








Gly 


Ser 


His 


Leu 


His 


Lys 


Asp 


Asp 








60 










Ser 


Asp 


Ala 


Phe 


Glu 


Ala 


Gly 


His 






75 










80 


Leu 


Leu 


Arg 


Gin 


Gin 


Ala 


Arg 


His 




90 










95 




Asp 


Gly 


Arg 


Asp 


Asp 


Gly 


Asp 


Arg 


105 










110 






Ser 


Gly 


Gly His 


Asp 


He 


Lys 


Phe 










125 








Leu 


Val 


Gly Gin 


Ser 


He 


Leu 


He 








140 










Arg 


Arg 


Ser 


Ser 


Ala 


Ser 


Trp 


Tyr 






155 










160 


Ala 


Leu 


Asp 


Pro 


Ala 


Gin 


He 


He 




170 










175 




Val 


Gly 


Pro 


Gly 


Gly 


He 


He 


Gly 



185 190 
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195 

<210> 1313 
<211> 367 
<212> DNA 

<213> Homo sapiens 
<400> 1313 

cgaatatcca tgcagccgcg ccaggtggca ggtgcaggtg gtgcggcagg ggctgcagcg 
60 

gtggtggcag ctagcgtagg acagtcacga gatttaggag ataaaataga aggtggcggc 
120 

aaggaaggga gaggacagag cctggtgtga ctcctgggtt tctggtgtgt atagctggtg 
180 

gacagtggtg tctttgccaa gaggggagcc ctggaagagg agaggtttgc agggcaggtg 
240 

ctgagtccgg ttttggacac gctgaatttg aggtatctgt cagatatgag acccaaaagg 
300 

tgagggcggg gaagtggatg tgcaggccct gagctctggg aggggtctgg gtatgctgtg 
360 

gtcatga 
367 

<210> 1314 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 1314 

Met Thr Thr Ala Tyr Pro Asp Pro Ser Gin Ser Ser Gly Pro Ala His 

15 10 15 

Pro Leu Pro Arg Pro His Leu Leu Gly Leu lie Ser Asp Arg Tyr Leu 

20 25 30 

Lys Phe Ser Val Ser Lys Thr Gly Leu Ser Thr Cys Pro Ala Asn Leu 

35 40 45 

Ser Ser Ser Arg Ala Pro Leu Leu Ala Lys Thr Pro Leu Ser Thr Ser 

50 55 60 

Tyr Thr His Gin Lys Pro Arg Ser His Thr Arg Leu Cys Pro Leu Pro 
65 70 75 80 

Ser Leu Pro Pro Pro Ser lie Leu Ser Pro Lys Ser Arg Asp Cys Pro 

85 90 95 

Thr Leu Ala Ala Thr Thr Ala Ala Ala Pro Ala Ala Pro Pro Ala Pro 

100 105 HO 

Ala Thr Trp Arg Gly Cys Met Asp He 
115 120 

<210> 1315 

<211> 5245 

<212> DNA 

<213> Homo sapiens 

<400> 1315 

nntccggaga ccatggacga agattcttcg ttgagagatt atactgtaag cttggactct 
60 
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gacatggatg atgcatctaa gcttcttcag gattatgata ttcgaactgg caacaccagg 
120 

gaagctttga gtccttgtcc aagtactgta agtaccaagt ctcagccagg cagcagtgct 
180 

tcttctagtt ctggagttaa aatgaccagc tttgctgaac aaaaattcag gaaactgaat 
240 

cataccgatg gaaaaagtag tggaagcagt tctcaaaaaa ctacaccaga aggctctgaa 
300 

cttaatattc ctcatgtggt tgcttgggca caaattccag aagaaacagg gcttccacag 
360 

ggacgggaca ctacccagct gttggcctct gaaatggtgc atcttaggat gaaactagaa 

420 

gaaaagaggc gtgctataga agcccagaaa aagaaaatgg aagctgcttt taccaaacag 
480 

agacagaaaa tgggaaggac agcattcctt actgtagtga aaaagaaagg ggatgggata 
540 

tctcctctac gagaggaagc ggcgggtgca gaagatgaga aagtatatac tgatcgagca 
600 

aaagaaaagg aatcacaaaa aactgatgga caaaggagca agtcactggc agatataaaa 
660 

gagagcatgg agaatcctca agccaaatgg ctaaagtctc caactacacc tattgatcct 
720 

gagaagcagc ggaacctggc aagcccctca gaagaaactt taaatgaagg agagatttta 
780 

gaatatacca aatccattga aaagttaaat tcatccctgc attttctaca acaagaaatg 
840 

caacgcttgt cacttcagca ggagatgtta atgcagatga gagagcaaca atcttgggtg 
900 

atttcacctc cacaaccctc tccacagaaa cagattcgag attttaaacc ttctaagcag 

gcaggcccgt catcagccac tgcaccattc tcctcagact cccctcgtcc tactcaccca 
1020 

tctccacagt cttctaacag gaaaagtgca tctttttctg ttaaaagtca aaggacccct 
1080 

aggccaaatg agttaaaaat aacacctttg aatcgaacct tgacacctcc tcggtctgtg 

ga^agccttc ctcggttaag gaggttttca ccaagtcaag ttcctattca aactaggtca 
1200 

tttgtatgtt tnggggatga tggagaacct cagttaaagg aatccaaacc taaagaggaa 

gttaaaaagg aggaattgga atccaaaggg actttggaac agcgtggaca taatccagaa 
1320 

gaaaaggaaa tcaaaccttt tgagtcaaca gtctctgaag tcctatcact gcctgtcaca 
1380 

gagactgtat gtctgacacc aaatgaggac caattgaatc aacccacaga accccctcct 

1440 

aaacccgttt tcccacccac tgctccaaaa aatgttaatc tgattgaagt ttccctctca 

gatttgaaac cccctgaaaa ggctgatgta cctgtcgaaa aatatgatgg agaaagtgat 

aaagaacaat ttgatgatga ccagaaagta tgctgtggat tcttttttaa ggatgatcaa 

aaagcagaaa atgatatggc aatgaaacgg gcagctttgt tggagaaaag attaagaagg 
1680 
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gaaaaggaaa ctcagctccg gaaacaacag 

1740 

gaaacaaggc gtaaaactga ggaagaacgt 
1800 

gaatttatta ggcaagaata tatgaggcgg 
1860 

acagtaatta aaccccgtcc tcaagtagta 
1920 

cacagagatc atattgaatc ccccaaaaca 
1980 

tctttggcat cgctgaacac gggtgataac 
2040 

agatcagagt ctgtagaagg cttcttatct 
2100 

aaagactggg agaatgcatc aacaacttct 
2160 

ccaaagctct acaaagaacc cagtgcaaaa 
2220 

gctcattgct gtttggctgg aaaagtaaat 
2280 

atggagaaat cagatgccaa caacttctta 
2340 

agatctttat acacttattg cccagaaact 
2400 

cctaaatcta tcactaaaaa aatgattgaa 
2460 

cagtttagcc acatacccgc taaaacttta 
2520 

agccatttat ggcagaccaa aagaccagta 
2580 

tagaagttgg gaaatacttg cttcagaaca 
2640 

gcctatagaa aatccttcta attgccaaca 
2700 

gctctgttgt catgaacaac tggaatgtaa 
2760 

caattaagtg ataagtccaa atgatgaagg 
2820 

atgtgttacc aggttcacct gcttgatatt 
2880 

tattagctgg atttatcatt gaaatatggt 
2940 

gctttttttt aaccttttaa tgtatattct 
3000 

ctgggggtct attccaagat acctttgcat 
3060 

aaatataccc ttagaagtaa ctcgcacctt 
3120 

tagttttaca gtaaccctca tattctaatg 
3180 

taagtattta caactctatt tattattcac 
3240 

ggaggtgttg caaagagctg ctagcaggtt 
3300 



SNSOOCiD. <WO 0058473A2_L> 



PCT/USOO/08621 

ttggaagcag aaatggagca taagaaggag 
cagaagaaag aagatgagag agcacgcaga 
aaacaactga aactaatgga agatatggat 
aaacaaaaaa aacagcgacc aaaatctatt 
ccaataaagg gtcctccagt ctctagcctt 
gagagtgtac attcaggcaa gaggacgcca 
ccaagtcgtt gtggcagtcg aaatggagaa 
tcagtggctt ctggaacaga atatacagga 
tccaataagc acataataca aaatgcttta 
gaaggtcaga agaaaaaaat actggaggaa 
atcttgttcc gggattcagg atgccagttc 
gaagaaatca ataaactgac tgggataggc 
ggactttaca aatataattc tgacaggaaa 
tctgccagtg ttgatgcaat taccattcat 
acacccaaaa aacttttacc cactaaggca 
ttcatggtaa atttgcactt catc.tttcct 
agacctttat taactaaaac tggacattaa 
accacagtat tttggagtgc agaacattct 
aaatgtttta attcacaaat ggagatttgt 

* 

agatacatta aagcactgaa ttttcatgga 
taagattaca aattatgtgt tttatttgtt 
tgtcttcaga tggtttgcta tttttctctc 
tttatttcat gtggagatca tgaaagtagg 
tcttatgatg ttaagagaaa cactagtgtt 
gtgttacagc atttgcaaaa attattctgc 
tcaagcatta acattctcta ttaaataaga 
cgccttaaac cacatgagct taaccaagaa 
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tatgttatga gaagttgctg attaaatcag tgctgttttt acaccacttc cggccaactc 



3360 



agaataattt agattgttct tttaacaaaa aaggctttct atctctttta aagtaagtca 



3420 



ctttataagt tggcagaagt gaatgacact ttgagagtag tctttcaatc tgaagatgta 



3480 



agacttcctg aaacaagttc tcaagaagtc tttacattat atttataact catataaaaa 



3540 



ttatatttag aatttttaaa catgtacaaa gggctacatt ttaattttaa aatagcttca 



3600 



cattatttta cttatattgg gtttttcttc attttaatcc ttttcaagtg gaatggctta 



3660 



gaataagtat acacttgaaa tctcctctac atgatctttg ttctttaaca gtgtatacca 



3720 



gagggttagt tggggaaaaa cttcattctc aggaaaagac ttgaatgatt atgtgaccct 



3780 



gttatatttc agtgttgtga caaatgtgta aactagcggg ggaagacagt attgtatcat 



3840 



aagtgagatg cgtagtttgt tttctgtcat. gggaagtaga gataaaaata tgtacatttc 



3900 



tctaattgag ttgtttagag aaagaactaa tgtctcacgt gatgtattta cttattttaa 



3960 



aaagaagaat aggagtggga agcccctgag ctgtactttt ctattattat aaggccttta 



4020 



ggcatcagtg catctgggtt atcaacattt tctcaaatgc cgtcaatatt ttactgtaat 



4080 



ttatgttctc atatttatgt atatttgtta aaactgtaaa aaaatttcac agattttttt 



4140 



ccaatacctg tgcaagatac atgtgtagct caaaactatt tgtgatctac tgtttgcatg 



4200 



taagagacca ggatatgtaa ctcttatatt ttaagtgtat acatattgtg tatataacat 



4260 



atggatatta aaaatgggga attgcacatt ttaccttttg gacagtaatt tctatcacag 



4320 



ttagaaggaa atgatagtca aatacacgtt tagattaaaa ctagtttaaa aaattataaa 



4380 



tgaatctaat caaaatgtga atagtagtca aaaggataat ttaataagca ttttacgtta 



4440 



ctaaatttgt tcatttcaat attaactaaa tttccctcat caaagcaatc tttgtgatat 



4500 



tacttcgcta ttaaataaag aaaattggat gcaagacaat ggagaaactt taaaactaaa 



4560 



caggaccacc ctttattctt aaatttgtgt gtgtccaaca gttgaattga atgtctataa 



4620 



ggtctaaagg tagaatgtga atattgccac agagttcatt gctctcagta caagatttta 



4680 



ctctattaat gcagaaggaa tatggatata tttctttaag tctgcagatt tttttattat 



4740 



ggtgcagctt ttttttaatt atgtttttaa aattatacag ttgaaaaata tgccatttca 



4800 



taaagcctga ggattttcgt caaccttact gaaacacact ggtgctttca tcatcagagg 



4860 



tcaaattatt atgataacta ttccattaag tttgccaaac atttgtcgtg gttaccagtg 
4920 
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cagcctgtca aattctgcta tttgacacag ctttggaaag atttagttct tggtttttcc 
4980 

gttttgtatt agaatgactg ttacagtttt atttggccgt ttaaagccaa attcagctat 
5040 

ttaattatgg tttcatggac actgttgagc aatgtacagt gtatggtgtg cttacctgtc 
5100 

cactctagag cattgcttac aggttttttg ttttttaaga tgctgtgctg taaaatactg 
5160 

tcatacttgc catttcctgg tacagtgtag tttttcccct ttcatttgaa taaaagcatg 
5220 

gcaccaaaaa aaaaaaaaaa aaaaa 
5245 

<210> 1316 
<211> 856 
<212> PRT 

<213> Homo sapiens 
<400> 1316 

Met Asp Glu Asp Ser Ser Leu Arg Asp Tyr Thr Val Ser Leu Asp Ser 

15 10 15 

Asp Met Asp Asp Ala Ser Lys Leu Leu Gin Asp Tyr Asp lie Arg Thr 

20 25 30 

Gly Asn Thr Arg Glu Ala Leu Ser Pro Cys Pro Ser Thr Val Ser Thr 

35 40 45 

Lys Ser Gin Pro Gly Ser Ser Ala Ser Ser Ser Ser Gly Val Lys Met 

50 55 60 

Thr Ser Phe Ala Glu Gin Lys Phe Arg Lys Leu Asn His Thr Asp Gly 
65 70 75 80 

Lys Ser Ser Gly Ser Ser Ser Gin Lys Thr Thr Pro Glu Gly Ser Glu 

85 90 95 

Leu Asn lie Pro His Val Val Ala Trp Ala Gin lie Pro Glu Glu Thr 

100 105 110 

Gly Leu Pro Gin Gly Arg Asp Thr Thr Gin Leu Leu Ala Ser Glu Met 

115 120 125 

Val His Leu Arg Met Lys Leu Glu Glu Lys Arg Arg Ala lie Glu Ala 

130 135 140 

Gin Lys Lys Lys Met Glu Ala Ala Phe Thr Lys Gin Arg Gin Lys Met 
145 150 155 160 

Gly Arg Thr Ala Phe Leu Thr Val Val Lys Lys Lys Gly Asp Gly lie 

165 170 175 

Ser Pro Leu Arg Glu Glu Ala Ala Gly Ala Glu Asp Glu Lys Val Tyr 

180 185 190 

Thr Asp Arg Ala Lys Glu Lys Glu Ser Gin Lys Thr Asp Gly Gin Arg 

195 200 205 

Ser Lys Ser Leu Ala Asp He Lys Glu Ser Met Glu Asn Pro Gin Ala 

210 215 220 

Lys Trp Leu Lys Ser Pro Thr Thr Pro He Asp Pro Glu Lys Gin Trp 
225 230 235 240 

Asn Leu Ala Ser Pro Ser Glu Glu Thr Leu Asn Glu Gly Glu He Leu 

245 250 255 

Glu Tyr Thr Lys Ser He Glu Lys Leu Asn Ser Ser Leu His Phe Leu 

260 265 270 

Gin Gin Glu Met Gin Arg Leu Ser Leu Gin Gin Glu Met Leu Met Gin 



1133 



0058473A2 I > 



WO 00/58473 PCT/US00/08621 



275 

Met Arg Glu Gin 
290 

Gin Lys Gin He 
305 

Ser Ala He Ala 

Ser Pro Gin Ser 

340 

Gin Arg Thr Pro 
355 

Thr Leu Thr Pro 
370 

Phe Ser Pro Ser 
385 

Gly Asp Asp Gly 

Val Lys Lys Glu 

420 

His Asn Pro Glu 
435 

Glu Val Leu Ser 
450 

Glu Asp Gin Leu 
465 

Pro Pro Thr Ala 

Asp Leu Lys Pro 

500 

Gly Glu Ser Asp 
515 

Gly Phe Phe Phe 
530 

Lys Arg Ala Ala 
545 

Gin Leu Arg Lys 

Glu Thr Arg Arg 

580 

Arg Ala Arg Arg 
595 

Leu Lys Leu Met 
610 

Val Val Lys Gin 
625 

He Glu Ser Pro 

Ser Leu Ala Ser 

660 

Lys Arg Thr Pro 

675 

Arg Cys Gly Ser 
690 

Thr Ser Ser Val 



280 

Gin Ser Trp Val 
295 

Arg Asp Phe Lys 
310 

Pro Phe Ser Ser 
325 

Ser Asn Arg Lys 

Arg Pro Asn Glu 

360 

Pro Arg Ser Val 
375 

Gin Val Pro He 
390 

Glu Pro Gin Leu 
405 

Glu Leu Glu Ser 

Glu Lys Glu He 

440 

Leu Pro Val Thr 
455 

Asn Gin Pro Thr 
470 

Pro Lys Asn Val 
485 

Pro Glu Lys Ala 

Lys Glu Gin Phe 

520 

Lys Asp Asp Gin 
535 

Leu Leu Glu Lys 
550 

Gin Gin Leu Glu 
565 

Lys Thr Glu Glu 

Glu Phe He Arg 

600 

Glu Asp Met Asp 
615 

Lys Lys Gin Arg 
630 

Lys Thr Pro He 
645 

Leu Asn Thr Gly 

Arg Ser Glu Ser 

680 

Arg Asn Gly Glu 
695 

Ala Ser Gly Thr 



He Ser Pro Pro 

300 

Pro Ser Lys Gin 
315 

Asp Ser Pro Arg 
330 

Ser Ala Ser Phe 
345 

Leu Lys He Thr 

Asp Ser Leu Pro 

380 

Gin Thr Arg Ser 
395 

Lys Glu Ser Lys 
410 

Lys Gly Thr Leu 
425 

Lys Pro Phe Glu 
Glu Thr Val Cys 

460 

Glu Pro Pro Pro 
475 

Asn Leu He Glu 
490 

Asp Val Pro Val 
505 

Asp Asp Asp Gin 

Lys Ala Glu Asn 

540 

Arg Leu Arg Arg 
555 

Ala Glu Met Glu 
570 

Glu Arg Gin Lys 
585 

Gin Glu Tyr Met 

Thr Val He Lys 

620 

Pro Lys Ser He 
635 

Lys Gly Pro Pro 
650 

Asp Asn Glu Ser 
665 

Val Glu Gly Phe 

Lys Asp Trp Glu 

700 

Glu Tyr Thr Gly 



285 

Gin Pro Ser Pro 

Ala Gly Leu Ser 

320 

Pro Thr His Pro 
335 

Ser Val Lys Ser 
350 

Pro Leu Asn Arg 
365 

Arg Leu Arg Arg 

Phe Val Cys Phe 

400 

Pro Lys Glu Glu 
415 

Glu Gin Arg Gly 
430 

Ser Thr Val Ser 

445 

Leu Thr Pro Asn 

Lys Pro Val Phe 

480 

val Ser Leu Ser 
495 

Glu Lys Tyr Asp 
510 

Lys Val Cys Cys 
525 

Asp Met Ala Met 

Glu Lys Glu Thr 

560 

His Lys Lys Glu 
575 

Lys Glu Asp Glu 
590 

Arg Arg Lys Gin 
605 

Pro Arg Pro Gin 

His Arg Asp His 

640 

Val Ser Ser Leu 
655 

Val His Ser Gly 
670 

Leu Ser Pro Ser 
685 

Asn Ala Ser Thr 
Pro Lys Leu Tyr 
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70 5 










710 










715 










720 


T.VS 


Glu 


P*"0 


Ser 


Ala 


Lys 


Ser 


Asn 


Lys 


His 


He 


He 


Gin 


Asn 


Ala 


Leu 










72 5 










730 










735 




Ala 


His 


Cvs 


Cvs 


Leu 


Ala 


Gly 


Lys 


Val 


Asn 


Glu 


Gly Gin 


Lys 


Lys 


Lys 








74 0 










745 










750 






lie 


Leu 

*w 1*4 


Glu 


Glu 


Met 


Glu 


Lys 


Ser 


Asp 


Ala 


Asn 


Asn 


Phe 


Leu 


He 


Leu 






755 










760 










765 








Phe 


Arcx 


Asp 


Ser 


Gly 


Cys 


Gin 


Phe 


Arg 


Ser 


Leu 


Tyr 


Thr 


Tyr 


Cys 


Pro 




770 










775 










780 










Glu 


Thr 


Glu 


Glu 


He 


Asn 


Lys 


Leu Thr Gly 


He 


Gly 


Pro 


Lys 


Ser 


He 


785 










790 










795 










800 


Thr 


Lys 


Lys 


Met 


He 


Glu Gly 


Leu 


Tyr 


Lys 


Tyr 


Asn 


Ser Asp Arg 


Lys 










805 










810 










815 




Gin 


Phe 


Ser 


His 


He 


Pro 


Ala 


Lys 


Thr 


Leu 


Ser 


Ala 


Ser 


Val 


Asp 


Ala 








820 










825 










830 






He 


Thr 


He 


His 


Ser 


His 


Leu 


Trp 


Gin 


Thr 


Lys 


Arg 


Pro 


val 


Thr 


Pro 






835 










840 










845 








Lys 


Lys 


Leu 


Leu 


Pro 


Thr 


Lys 


Ala 



















850 855 



<210> 1317 

<211> 1123 

<212> DNA 

<213> Homo sapiens 

<400> 1317 

ncggccgagg gcattcacct caacatggca gcaggcagcg gtgtccccgg cagtggactg 
60 

ggcgaggagg tgccctgtgc catgatggag ggtgtggcag cctacaccca gacagagccc 
120 

gagggtagcc agcctagcac catggacgcc accgcagtag caggcatcga gaccaagaaa 
180 

gagaaggagg acctgtgctt gctaaagaag gaggagaagg aggagccagt agccccggag 
240 

ctggcaacaa cggtgcctga gagcgcagag cctgaggcag aggcggacgg ggaggagctg 
300 

gacggcagcg acatgtcagc catcatctat gaaatcccca aggagcctga gaagaggcgg 
360 

cggagcaagc ggtcgcgggt gatggatgct gacggcctgc tcgagatgct ccactgccca 
420 

tacgagggct gcagccaagt ctacgtggcc ctcagcagct tccagaacca cgtcaatctt 
480 

gcgcatcgga aaggaaagac caaagtgtgc cctcatcctg gctgtggcaa gaagttctat 
540 

ttatccaacc acctgcggcg gcacatgatc atccattcag gtgtccgtga attcacctgc 
600 

gagacctgcg gcaagtcctt caagaggaag aaccacctgg aggtacatcg gcgcacccac 
660 

accggcgaga cccccctgca gtgcgtgatc tgtggctacc agtgccggca gcgcgcgtcg 
720 

ctcaactggc acatgaagaa gcacactgcg gaggtgcagt acaacttcac gtgcgacgcc 
780 

cgcgggaagc gcttcgagaa gctggacagc gtcaagttcc acacgctcaa aagccacccg 
840 
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gatcacaagc ccacccgacc cacctgacca ctgaccgccc ctatttattc gtccgctcgg 
acaccacagc ccgggcttgc cggggcctgg acagctgcga gggccggccg gaccgcgggc 
cggaaggagc gcccccgccc cgccccagag ctggcgcccc tgggcaggtt ccccaccccg 
ccccaccgca tccttctcgg agctggtgcc tggggctgca ttgctggaac tgtgtcaaga 



1080 



gagcagagtg agattaaaga gcgagaaagg aaaaaaaaaa aaa 
1123 

<210> 1318 

<211> 285 

<212> PRT 

<213> Homo sapiens 

Xaa°Ila 3 Glu Gly He His Leu Asn Met Ala Ala Gly Ser Gly Val Pro 

5 10 15 

Gly Ser Gly Leu Gly Glu Glu Val Pro Cys Ala Met Met Glu Gly Val 

20 25 30 

Ala Ala Tyr Thr Gin Thr Glu Pro Glu Gly Ser Gin Pro Ser Thr Met 

35 40 45 

Asp Ala Thr Ala Val Ala Gly He Glu Thr Lys Lys Glu Lys Glu Asp 

Leu Cys Leu Leu Lys Lys Glu Glu Lys Glu Glu Pro Val Ala Pro Glu 

70 ^ 

Leu Ala Thr Thr Val Pro Glu Ser Ala Glu Pro Glu Ala Glu Ala Asp 

85 9° 95 

Gly Glu Glu Leu Asp Gly Ser Asp Met Ser Ala lie lie Tyr Glu lie 

100 105 11° 

Pro Lys Glu Pro Glu Lys Arg Arg Arg Ser Lys Arg Ser Arg Val Met 

Asp Ala Asp Gly Leu Leu Glu Met Phe His Cys Pro Tyr Glu Gly Cys 

' 130 i35 140 

Ser Gin Val Tyr Val Ala Leu Ser Ser Phe Gin Asn His Val Asn Leu 

val His Arg Lys Gly Lys Thr Lys Val Cys Pro His Pro Gly Cys Gly 

165 170 I? 5 

Lys Lys Phe Tyr Leu Ser Asn His Leu Arg Arg His Met lie lie His 

180 185 1 

Ser Gly Val Arg Glu Phe Thr Cys Glu Thr Cys Gly Lys Ser Phe Lys 

195 200 205 

Arg Lys Asn His Leu Glu Val His Arg Arg Thr His Thr Gly Glu Thr 

210 215 220 

Pro Leu Gin Cys Val lie Cys Gly Tyr Gin Cys Arg Gin Arg Ala Ser 

Leu Asn Trp His Met Lys Lys His Thr Ala Glu Val Gin Tyr Asn Phe 

245 250 25S 

Thr Cys Asp Ala Cys Gly Lys Arg Phe Glu Lys Leu Asp Ser Val Lys 

260 265 270 

Phe His Thr Leu Lys Ser His Pro Asp His Lys Pro Thr 
275 280 285 
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<210> 1319 
<211> 538 
<212> DNA 

<213 > Homo sapiens 
<400> 1319 

cgggagcgga gcccagctct tggctggtga tgagggcctg gaagcagatg gcctctcagt 
60 

cccccatttg ggaggact.cc caaaatagtg caggctcgag ggggtgggga atggctcctg 
120 

ctgaatgtgt gaatgggtcc ctgggtgctt tccttcctct gggagctccg tgggagagtg 
180 

gagtcgatgc caagtcagag agcagttggg gaggaaccca gaagccctgg gatggtgtct 
240 

gcacgggaat gtgtagggag gcagccacaa tgggcctggg ccttcctttc tctccttcct 
300 

gcccccctcc cccatccccc tctctcctcc cttccttctg gaaacccagt actgggggaa 
360 

acacacacag gtgggacgca ggtatccggg aagctcatag aagctgccac gctgctggag 
420 

tttgcctcat acaggagcgt gggcatgccc cgcgtggagt tgtgctgtgt gtgtgcatat 

480 

gtatggttgt gtgtgcatgg gggtggggga ttctgacctg gggtcactcc caaagctt 
538 

<210> 1320 
<211> 169 
<212> PRT 

<213> Homo sapiens 
<400> 1320 

Met Arg Ala Trp Lys Gin Met Ala Ser Gin Ser Ser He Trp Glu Asp 

15 10 15 

Ser Gin Asn Ser Ala Gly Ser Arg Gly Trp Gly Met Ala Pro Ala Glu 

20 25 30 

Cys Val Asn Gly Ser Leu Gly Ala Phe Leu Pro Leu Gly Ala Pro Trp 

35 40 45 

Glu Ser Gly Val Asp Ala Lys Ser Glu Ser Ser Trp Gly Gly Thr Gin 

50 55 60 

Lys Pro Trp Asp Gly Val Cys Met Gly Met Cys Arg Glu Ala Ala Thr 
65 70 75 80 

Met Gly Leu Gly Leu Pro Phe Ser Pro Ser Cys Pro Pro Pro Pro Ser 

85 90 95 

Pro Ser Leu Leu Pro Ser Phe Trp Lys Pro Ser Thr Gly Gly Asn Thr 

100 105 HO 

His Arg Trp Asp Ala Gly He Arg Glu Ala His Arg Ser Cys His Ala 

115 120 125 

Ala Gly Val Cys Leu He Gin Glu Arg Gly His Ala Pro Arg Gly Val 

130 135 140 

Val Leu Cys Val Cys He Cys Met Val Val Cys Ala Trp Gly Trp Gly 
145 150 155 ISO 

He Leu Thr Trp Gly His Ser Gin Ser 

165 
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<2X0> 1321 

<211> 1292 

<212> DNA 

<213> Homo sapiens 

nacgcgJacc gtcgctgatc tcccccgtgg tcgtgaccaa cgcggccggg ttcaccatct 

cggaacgcag caatgacccg gcgtcagtgc ectcagtcac cgcaggatga cccggtgcaa 

cgcccggatc gctcacggta cgcaacgacg aagcagggat cgctcagacc cgggcacgtc 

atcgtcaaga agatttacaa caacaatgtc cttctcggcg tcaacggttc ggggaccgaa 

Jtggtcgtca atgctcgcgg tatcgcctac ggacgacacc gcggggagac cgtcgatgcc 

Jcgtcggccc agcgatatgt cgcagagggt gcctatcgca cgaccgccat cgcatcactg 

ccaacgaacg ccacccacac cgaggtgcga gtggcacagg caatcgtcga attggcgcgc 

gaagagctgg gcactcccca tgcccgacgg atgatgctgc ccatcctcga tcacctcgtc 

gcagctgtgc accgagctaa gcagggggcc gtcatcgatt ttcccctgga atgggaagtc 

cgccagctct atcccgatga ggcggaactg ggccgacgcg ctgtcgaaat cgtcgacggt 

gctctcgaaa tccatttgca acccgaggaa tgggtggcat tctccctgca cttcatcaat 

cagcggtggg acagtagaga cgtttcgcgg accatgtcga tgactcagac gatctgcgac 

gttttcaccg agctggagga cctgtggcac gttgagatcg accgttcgtc catgagcgca 

ccccgcttcg tcacccacct tcgctatctg ttcgctcggg cctcggacaa caagcagctc 

tctcacgtcg acctggacat tgtgggactc atgtcagatc gctacccaga agccacattg 

gcagctagcc aagtggccga gcacatatcg aaagcaatcg gcaacgacct gacggaagcc 

gaaatcaact acatcgcctt acacaccacc cggctctaca acgaggtgat ggggatggat 

gactgacgat cgcgcacctg ttaaggctca tcggtagtgg gcaatacaca aaatggcgat 

gacctccctg ccggaaagcc agcaccaaag tcacccagat caaaattcag atgcgtgcct 

aa^tcccacc ccgacatcca agaggtcagg ggggggttgt tgggggtggt gggtgggggt 

gggggggctc gcatgctcag gggcgggggc tttgttgaag ccatcatgaa gttgcaaacc 
1260 

caggactgtc ccactagtaa agcccctgcc tt 
1292 

<210> 1322 
<211> 317 
<212> PRT 
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<213> Homo sapiens 



<400> 1322 
Met lie Arg Arg 
1 

Arg Pro Asp Arg 

20 

Pro Gly His Val 
35 

Gly Val Asn Gly 
50 

Ala Tyr Gly Arg 
65 

Arg Tyr Val Ala 

Leu Thr Asn Ala 

100 

Glu Leu Ala Arg 
115 

Leu Pro He Leu 
130 

Gly Ala Val lie 
145 

Pro Asp Glu Ala 

Ala Leu Glu lie 

180 

His Phe He Asn 
195 

Ser Met Thr Gin 
210 

Trp His Val Glu 
225 

Thr His Leu Arg 

Ser His Val Asp 

260 

Glu Ala Thr Leu 
275 

He Gly Asn Asp 
290 

Thr Thr Arg Leu 
305 



Gin Cys Ser Gin 
5 

Ser Arg Tyr Ala 

He Val Lys Lys 

40 

Ser Gly Thr Glu 
55 

His Arg Gly Glu 
70 

Glu Gly Ala Tyr 
85 

Thr His Thr Glu 

Glu Glu Leu Gly 

120 

Asp His Leu Val 
135 

Asp Phe Pro Leu 
150 

Glu Leu Gly Arg 
165 

His Leu Gin Pro 

Gin Arg Trp Asp 

200 

Thr He Cys Asp 
215 

He Asp Arg Ser 
230 

Tyr Leu Phe Ala 
245 

Leu Asp He Val 

Ala Ala Ser Gin 

280 

Leu Thr Glu Ala 
295 

Tyr Asn Glu Val 
310 



Ser Pro Gin Asp 
10 

Thr Thr Lys Gin 
25 

He Tyr Asn Asn 

Met Val Val Asn 

60 

He Val Asp Ala 
75 

Arg Thr Thr Ala 
90 

Val Arg Val Ala 
105 

Thr Pro His Ala 

Ala Ala Val His 

140 

Glu Trp Glu Val 
155 

Arg Ala Val Glu 
170 

Glu Glu Trp Val 
185 

Ser Arg Asp Val 

Val Phe Thr Glu 

220 

Ser Met Ser Ala 
235 

Arg Ala Ser Asp 
250 

Gly Leu Met Ser 
265 

Val Ala Glu His 

Glu He Asn Tyr 

300 

Met Gly Met Asp 
315 



Asp Pro Val Gin 
15 

Gly Ser Leu Arg 
30 

Asn Val Leu Leu 
45 

Ala Arg Gly He 

Ser Ser Ala Gin 

80 

lie Ala Ser Leu 
95 

Gin Ala lie Val 
110 

Arg Arg Met Met 
125 

Arg Ala Lys Gin 

Arg Gin Leu Tyr 

160 

lie val Asp Gly 
175 

Ala Phe Ser Leu 
190 

Ser Arg Thr Met 
205 

Leu Glu Asp Leu 

Ser Arg Phe Val 

240 

Asn Lys Gin Leu 
255 

Asp Arg Tyr Pro 
270 

lie Ser Lys Ala 
285 

lie Ala Leu His 
Asp 



<210> 1323 

<211> 306 

<212> DNA 

<213> Homo sapiens 



<400> 1323 

cgcgtgatgg gaatgcgtca ctatgatgtt cagttgattg gtggtatcac tctgcacgaa 
60 

ggcaaaattg ctgagatgcg tacaggtgaa ggtaaaaccc tgatgggtac tttagcgtgt 
120 
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tacctcaatg cattgagtgg tcagggtgtg catgtcatca ccgtcaatga ctatcttgca 

caacgtgatg ctgaactcaa ccgcccatta tttgagtttt tgggtttaag catcggtgcg 

atttattcga tgcaaatgcc tgctgagaaa gcacaagctt atttagcaga cattacttac 
300 

ggtacc 
306 

<210> 1324 

<211> 102 

<212> PRT 

<213> Homo sapiens 

Irg°val 3 Mec Gly Met Arg His Tyr Asp Val Gin Leu lie Gly Gly He 

l 5 10 15 

Thr Leu His Glu Gly Lys lie Ala Glu Met Arg Thr Gly Glu Gly Lys 

20 25 30 

Thr Leu Met Gly Thr Leu Ala Cys Tyr Leu Asn Ala Leu Ser Gly Gin 

35 40 45 

Gly Val His val He Thr Val Asn Asp Tyr Leu Ala Gin Arg Asp Ala 



50 55 60 



Glu Leu Asn Arg Pro Leu Phe Glu Phe Leu Gly Leu Ser He Gly Val 



7 q 75 80 

lie Tyr Ser Met Gin Met Pro Ala Glu Lys Ala Gin Ala Tyr Leu Ala 

85 90 95 

Asp He Thr Tyr Gly Thr 



100 

<210> 1325 

<211> 391 

<212> DNA 

<213> Homo sapiens 



gtgcacatgg gcccactggc gaatccgacg cgcggcctac ggcgcgcaat actggcggcc 
attgtcgccg catgttccgt ctccgctcat gccggaagct ggccagagaa accgatcacg 
atggtcgtgc cgtttcccgc cggaggcggc accgatctcg tggcgcgctc gatccagccg 
cttttgcagc gcgaactcgg acaaccggtg gtgatcgaca accgcagcgg cgcaggcggc 
acgctcggct ccagcttcgt ggcgcgggcc gttgccgacg gctacacggc tggcgtggtc 
accacgagca cccacgcggt aagcgtcgcg ctctatcccc ggctggccta caacccgaca 



gcggactttg catacgccgg cttcatcggc n 
391 



<210> 1326 
<211> 130 
<212> PRT 
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<213> Homo sapiens 
<400> 1326 



val 


Kis Met 


Gly 


Pro 


Leu 


Ala 


Asn 


Pro 


i nr 


Arg 


Gly Leu Arg Arg Ala 


X 






c 
3 










i n 
x u 








lie 


Leu Ala 


Ala 


lie 


Vdl 


Aia 


Ala 


Cys 


y-» V 


vci X 


Ser 


Ala His Ala Glv 
















25 








3 0 


Ser 


Trp Pro 


Glu 


Lys 


Pro 


He 


Thr 


Met 


Val 


Val 


Pro 


Phe Pro Ala Gly 




35 










40 










45 


Gly 


Gly Thr 


Asp 


Leu 


Val 


Ala 


Arg 


Ser 


He 


Gin 


Pro 


Leu Leu Gin Arg 




50 








55 










60 




Glu 


Leu Gly 


Gin 


Pro 


Val 


Val 


He 


Asp 


Asn 


Arg 


Ser 


Gly Ala Gly Gly 


65 








70 










75 




80 


Thr 


Leu Gly 


Ser 


Ser 


Phe 


Val 


Ala Arg 


Ala 


Val 


Ala 


Asp Gly Tyr Thr 








85 










90 






95 


Ala 


Gly Val 


Val 


Thr 


Thr 


Ser 


Thr 


His 


Ala 


Val 


Ser 


Val Ala Leu Tyr 






100 










i.05 








110 


Pro 


Arg Leu 


Ala 


Tyr 


Asn 


Pro 


Thr 


Ala 


Asp 


Phe 


Ala 


Tyr Ala Gly Phe 




115 










120 










125 


He 


Gly 
























130 























<210> 1327 
<211> 324 
<212> DNA 

<213> Homo sapiens 
<400> 1327 

nnacgcgtga tttcggaact gcagcagttc gagcagtcgc atggacagag cgacgggagc 
60 

tactggctat ggttcgagct gctgtggcga gactatttcc gctttctgca tcttcggcat 
120 

ggcgctcggc tgtaccgcgc acgcggcctc gcaaatgagg tacggcacgc ggagcgccca 
180 

gatgtgcagg gcttcgagcg ctggcgtcgt gcatcgaccg gcgagccgct cgtcgatgcc 
240 

gcgatgcgcg agctggagac caccggctac ctcagcaaca ggctcagaca ggtggtcgcg 
300 

agctacctcg tgcacgagct ggga 
324 

<210> 1328 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 1328 

Xaa Arg Val He Ser Glu Leu Gin Gin Phe Glu Gin Ser His Gly Gin 

15 10 15 

Ser Asp Gly Ser Tyr Trp Leu Trp Phe Glu Leu Leu Trp Arg Asp Tyr 

20 25 30 

Phe Arg Phe Leu His Leu Arg His Gly Ala Arg Leu Tyr Arg Ala Arg 

35 40 45 

Gly Leu Ala Asn Glu Val Arg His Ala Glu Arg Pro Asp Val Gin Gly 
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50 55 60 

Phe Glu Arg Trp Arg Arg Ala Ser Thr Gly Glu Pro Leu Val Asp Ala 



80 

65 



70 7 5 



Ala Met Arg Glu Leu Glu Thr Thr Gly Tyr Leu Ser Asn Arg Leu Arg 



85 90 95 



Gin Val Val Ala Ser Tyr Leu Val His Glu Leu Gly 

100 1° 5 



<210> 1329 
<211> 438 
<212> DNA 

<213> Homo sapiens 



ngtgcacgct tagcattaga tttagcttcc agtggcaaaa ctacgtcgtt gatttcaagc 
ggcgatatcg gcatttacgc gatggcgacc ctggtgtttg aactgctgga tagacaactc 
cagggccttg aagaccatcc tgaatggtta gatgttgaaa tcgatgtggt acctggcatc 
Sctgcaatgc aagctggtgc aagtcgtatt ggtgcgatgt taggtcatga cttttgtacg 
gtgagtttgt ctgatttatt aaccccctgg gaaactacta ataaacgtat tcatagtgca 
ggtgaggggg attttgttat ctctttttat aaccctgttt ccaagaaacg tgattggcag 
cctaaccacg cgcgtgatgt attattgaaa taccgtccag catcaacgcc agttttatta 

420 

ggtcgtcagt tgacgcgt 
438 

<210> 1330 

<211> 146 

<212> PRT 

<213> Homo sapiens 



^rilaTrg Leu Ala Leu Asp Leu Ala Ser Ser Gly Lys Thr Thr Ser 

Leu He Ser Ser Gly Asp lie Gly He Tyr Ala Met Ala Thr Leu Val 

20 

a 

35 



25 3° 



Phe Glu Leu Leu Asp Arg Gin Leu Gin Gly Leu Glu Asp His Pro Glu 



40 45 



Trp Leu Asp val Glu lie Asp Val Val Pro Gly lie Ser Ala Met Gin 

Ala G°iy Ala Ser Arg He Gly Ala Met Leu Gly His Asp Phe Cys Thr 

III ser Leu Ser Asp leu Leu Thr Pro Trp Glu Thr lie Asn Lys Arg 

85 9° " 



lie His Ser Ala Gly Glu Gly Asp Phe Val He Ser Phe Tyr Asn Pro 

100 105 
Val Ser Lys Lys Arg Asp Trp Gin Leu Asn His Ala Arg Asp Val Leu 

115 0 
Leu Lys Tyr Arg Pro Ala Ser Thr Pro Val Leu Leu Gly Arg Gin Leu 
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130 135 140 

Thr Arg 
145 

<210> 1331 
<211> 453 
<212> DNA 

<213> Homo sapiens 
<400> 1331 

gcgtaccgct ccgcggaact ggtgatgatg accgaggcac cgggatgcgg aatcccctgg 
60 

catcttctgg ccggcaccgg acgcatcgaa tccggtcacg ccaacggcgg caagacgacc 
120 

tcggtgggta cgaacgtcac cccgatcctc ggccccatcc tcgacggacg gctggcaggc 
180 

aacgaagtca ttcgggacac cgacaagggc aatcgacggc gacccactca cgaccgcgcc 
240 

gtcgggccga tgcagttcat tccggccacc tgggccggat atgccagcga cggcaacggg 
300 

gacggaatca aggaccccaa caacgtcttc gatgcggcac tctcggcagc gaagtacctc 
360 

tgcagcggcg gactcaacct gcgcgatgtc gcccaggaga ccaaagctgt tctgcgatac 
420 

aacaactcgg ccgcttacgc agcaaacgtg ate 
453 

<210> 1332 
<211> 151 
<212> PRT 

<213> Homo sapiens 
<400> 1332 

Ala Tyr Arg Ser Ala Glu Leu Val Met Met Thr Glu Ala Pro Gly Cys 

15 10 15 

Gly He Pro Trp His Leu Leu Ala Gly He Gly Arg He Glu Ser Gly 

20 25 30 

His Ala Asn Gly Gly Lys Thr Thr Ser Val Gly Thr Asn Val Thr Pro 

35 40 45 

He Leu Gly Pro lie Leu Asp Gly Arg Leu Ala Gly Asn Glu Val He 

50 55 60 

Arg Asp Thr Asp Lys Gly Asn Arg Arg Arg Pro Thr His Asp Arg Ala 
65 70 75 80 

Val Gly Pro Met Gin Phe He Pro Ala Thr Trp Ala Gly Tyr Ala Ser 

85 90 95 

Asp Gly Asn Gly Asp Gly He Lys Asp Pro Asn Asn Val Phe Asp Ala 

100 105 HO 

Ala Leu Ser Ala Ala Lys Tyr Leu Cys Ser Gly Gly Leu Asn Leu Arg 

115 120 125 

Asp Val Ala Gin Glu Thr Lys Ala Val Leu Arg Tyr Asn Asn Ser Ala 

130 135 140 

Ala Tyr Ala Ala Asn Val He 
145 150 



1143 



BNSDOCID: <WO 0058473A2J_> 



4' 



WO 00/58473 



PCT/LS00/08621 



<210> 1333 
<211> 540 
<212> DNA 

<213> Komo sapiens 



<400> 1333 

acgcgtcgcc cacactgttg ccgccgaggc 
60 

ggcacagctc gtcggtcaag atgggt.ctag 
120 

gcgaagggct aaagcggatg gactaagcca 
180 

cagcgtcgcg acggaaatca cccggcctac 
240 

agtacacggt cgggcgagcg aaatgtgtat 
300 

tacaatgatg aggtgtctaa gtattttccg 
360 

ctcaatcaga tcgtcgacat cctgcaccat 
420 

ggttatgcct tcggtgcccg gntagggaat 

480 

cgccagttat ttgacaagca tcacttcacc 
540 



ggctcgagcc gggtgtgagg aaggatccgc 
tgctgctcgt atggcggcgg aggcatccgc 
gcttgtcatc gatgtcaatg gagacgccgt 
tcgtctatta gcccttattg gactaaccga 
tttgctggct cgctgaggcc gttgcagcga 
gtccacccgg agaacccgca gcagcgttct 
ggcggtctta tcgcctaccc gacagacacg 
aaggatgccg tggaccggat tcgcaaactt 
ctggtcatga gccagtttgc gcaggttggc 



<210> 1334 

<211> 70 

<212> PRT 

<213> Homo sapiens 



<400> 1334 

Val His Pro Glu 

1 

He Leu His His 

20 

Ala Phe Gly Ala 
35 

Lys Leu Arg Gin 
50 

Gin Phe Ala Gin 
65 



Asn Pro Gin Gin 
5 

Gly Gly Leu He 

Arg Xaa Gly Asn 

40 

Leu Phe Asp Lys 
55 

Val Gly 
70 



Arg Ser Leu Asn 
10 

Ala Tyr Pro Thr 
25 

Lys Asp Ala Val 

His His Phe Thr 

60 



Gin He val Asp 
15 

Asp Thr Gly Tyr 
30 

Asp Arg He Arg 
45 

Leu Val Met Ser 



<210> 1335 

<211> 748 

<212> DNA 

<213> Homo sapiens 



<400> 1335 
nctctcatac 
60 

gtgaatgcca 
120 

cgctcgcgcc 
180 



tttttttccc 
agaagaagcg 
tgcaccgcaa 



tattcctatc 
tcgtgaggtc 
ggccaaggag 



ccccctctct 
ctcgatcagg 
cagaccctcc 



ccgaccgcgt 
cctccggtta 
attcggccac 



gaagcgttct 
ccgtggtcag 
ttattcgttc 
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cgtgaccgtc gtgctaagaa gggtgacttc cgctcgctgt ggatccagcg catcaatgct 
240 

gcttcccgtg cccagggcat gacctacaac cgtttcatca acggtctgaa gaacgctggc 
3 00 

gtcgaggtcg accgcaagat gctcgctgag cttgccgtct ccgacattaa cgccttcaac 
360 

agcctggtcg aggtcgctaa ggctagccag ccgcagaacg ctgctgcctg agatggccat 
420 

gactggcggg ccgaacgacg actatttggg atgggatcgc atctcgaagg ggtcattgcg 
480 

ttcggcccgt cgtctttcat ctcggcgcgg acgcgatgag tccgggctgt tcttggtaga 
540 

aggtgcgcag gcagttcgtg aagccctagc atggccgggt aaagtcaatt tgttggcaac 
600 

ctcggaccca gctcgcgatg ctgagcatgt cgaggtggct acatgtcgtg gcgttcgggt 
660 

cgcggtgccc actgacgagg atgtcaatgc gctttctgat accgtcacca gtcaggggat 
720 

cttcgcggta tgtcggcagg ttacgcgt 
748 

<210> 1336 
<211> 136 
<212> PRT 

<213> Homo sapiens 
<400> 1336 



Xaa 


Leu 


He 


Leu 


Phe 


Phe 


Pro 


He 


Pro 


He 


Pro 


Pro 


Leu 


Ser 


Asp 


Arg 


1 








5 










10 










15 




val 


Lys 


Arg 


Ser 


Val 


Asn 


Ala 


Lys 


Lys 


Lys 


Arg 


Arg 


Glu 


Val 


Leu 


Asp 








20 










25 










30 






Gin 


Ala 


Ser 


Gly 


Tyr 


Arg 


Gly 


Gin Arg 


Ser 


Arg 


Leu 


Tyr 


Arg 


Lys 


Ala 






35 










40 










45 








Lys 


Glu 


Gin 


Thr 


Leu 


His 


Ser 


Ala 


Thr 


Tyr 


Ser 


Phe 


Arg 


Asp 


Arg 


Arg 




50 










55 










60 










Ala 


Lys 


Lys 


Gly 


Asp 


Phe 


Arg 


Ser 


Leu 


Trp 


He 


Gin 


Arg 


He 


Asn 


Ala 


65 










70 










75 










80 


Ala 


Ser 


Arg 


Ala 


Gin 


Gly 


Met 


Thr 


Tyr 


Asn 


Arg 


Phe 


He 


Asn 


Gly 


Leu 










85 










90 










95 




Lys 


Asn 


Ala 


Gly 


val 


Glu 


Val 


Asp 


Arg 


Lys 


Met 


Leu 


Ala 


Glu 


Leu 


Ala 








100 










105 










110 






Val 


Ser 


Asp 


He 


Asn 


Ala 


Phe 


Asn 


Ser 


Leu 


val 


Glu 


Val 


Ala 


Lys 


Ala 






115 










120 










125 








Ser 


Gin 


Pro 


Gin 


Asn 


Ala 


Ala 


Ala 



















130 135 



<210> 1337 
<211> 364 
<212> DNA 

<213> Homo sapiens 
<400> 1337 

acgcgtgagg ccaggccact gggcaccgcc gttagccagg gcagcctcct tcagtggtca 
60 
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aggcagaccc agctcatggg cgagcatgtc agcgaagggc acagcaaggc tcacgagtgg 
gcctcttgcc tcatggtcag tgtgggtcag tgctttcgct gtatgagact acagggtttc 
^ctgcctcac catgggggac gattgggtct gggtcacttc ctgctgtggg acctgtcctg 
ggcaccgcag gatgtggggc agggctccta cgtgccagct accagatgcc agcagcaccc 
ccagaagtga caaccacaac catctccagg tgttgccagt gtcccctggg ggtcagagtg 



360 

gccc 

364 

<210> 1338 
<211> 96 
<212> PRT 

<213> Homo sapiens 



HeTlly lln His val Ser Glu Gly His Sar Lys Ala His Glu Trp Ala 

5 10 15 

Ser Cys Leu Mec Val Ser Val Gly Gin Cys Phe Arg Cys Met Arg Leu 

20 25 30 

Gin Gly Phe Ser Ala Ser Pro Trp Gly Thr He Gly Ser Gly Ser Leu 

35 40 45 

Pro Ala Val Gly Pro Val Leu Gly Thr Ala Gly Cys Gly Ala Gly Leu 

50 55 60 

Leu Arg Ala Ser Tyr Gin Met Pro Ala Ala Pro Pro Glu Val Thr Thr 

Thr Thr lie Ser Arg Cys Cys Gin Cys Pro Leu Gly Val Arg Val Ala 



<210> 1339 
<211> 653 
<212> DNA 

<213> Homo sapiens 



cgcgttgtct tcaacatcga cgaaaagcag tgcattgacc tggcgcaccg tggtactgag 
tgggtcgtca ggtacgccga caagtacctc ggcgacgttg agttcggcta cgagtactct 
ccggagatgt ttagccagac ccgcacggac ttcgctatcg acgtctgtca ctccgtgatg 
gacgtgtggc agccggggcc aggccgtgag attatcctta atctgccggc taccgtcgag 
a^gagtactc cgaacaccta cgccgaccaa atcgagtact tctgccgcaa tatccgtgat 
cgtgagcacg tgtgcgtctc tttgcacccg cacaatgatc gtggcacggc gatcgcggcc 
gccgagttcg cgcagatggc gggcgccgat cgcgtcgagg gctgtttctt tggccccggc 
gagcgcccgg gcaccgtcga cctggtcacc ctgggcatga acctcgtcag ccagggagtt 
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gacgccggca tcgacttctc cgacatgccc aagatccgcc gcaccgtcga gtactgcacc 
540 

cgtctgccag taccggcccg ccagccctac tccggcgatc tggtcttcac cgccttctcc 
600 

ggttcccacc aggacgccat caagaagggt ctggaagacc tggcccggcg cgc 
653 

<210> 1340 
<211> 217 
<212> PRT 

<213> Homo sapiens 
<400> 1340 

Arg Val Val Phe Asn lie Asp Glu Lys Gin Cys He Asp Leu Ala His 

15 10 15 

Arg Gly Thr Glu Trp Val Val Arg Tyr Ala Asp Lys Tyr Leu Gly Asp 

20 25 30 

Val Glu Phe Gly Tyr Glu Tyr Ser Pro Glu Met Phe Ser Gin Thr Arg 

35 40 45 

Thr Asp Phe Ala He Asp Val Cys His Ser Val Met Asp Val Trp Gin 

50 55 60 

Pro Gly Pro Gly Arg Glu He He Leu Asn Leu Pro Ala Thr Val Glu 
65 70 75 80 

Met Ser Thr Pro Asn Thr Tyr Ala Asp Gin He Glu Tyr Phe Cys Arg 

85 90 95 

Asn He Arg Asp Arg Glu His Val Cys Val Ser Leu His Pro His Asn 

100 105 HO 

Asp Arg Gly Thr Ala He Ala Ala Ala Glu Phe Ala Gin Met Ala Gly 

115 120 125 

Ala Asp Arg Val Glu Gly Cys Phe Phe Gly Pro Gly Glu Arg Pro Gly 

130 135 140 

Thr Val Asp Leu Val Thr Leu Gly Met Asn Leu Val Ser Gin Gly Val 
145 150 155 160 

Asp Ala Gly He Asp Phe Ser Asp Met Pro Lys He Arg Arg Thr Val 

165 170 175 

Glu Tyr Cys Thr Cys Leu Pro Val Pro Ala Arg Gin Pro Tyr Ser Gly 

180 185 190 

Asp Leu Val Phe Thr Ala Phe Ser Gly Ser His Gin Asp Ala He Lys 

195 200 205 

Lys Gly Leu Glu Asp Leu Ala Arg Arg 
210 215 

<210> 1341 
<211> 666 
<212> DNA 

<213> Homo sapiens 
<400> 1341 

accggttgct gatttccttg ttggagtctt caccactatg agcagtgact ccattgtttt 
60 

gcaaagtttc ttgccttgct ttgatcatat tttcacaact ggattcccaa cagaagtgtg 
120 

gcaatctgta atagaaaagt tggcaaagaa aggattatgg cattcatttc tgcttctgtc 
180 
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agcaaaaaaa gaccgattac caagaaatat tcatgtccca gagttatcac tgaaaagtct 
ctttgagaaa tacgttttca ttggacttta tgagaagatg gaacaagcgc ccaagttagt 

300 

ccagtggctc atctccattg gtgcaagtgt tgagactata ggaccgcatc cccttcatgc 
ccScacgcga ctctgtatcc aagccagaga aaaccatctt ttccggtggt taatggatca 
"agcccgag tggaaaggcc gcattaacca gaaggatggg gatggctgca ctgtcctgca 
cgtcgtcgct gcccactccc caggatacct cgttaagcga caaacagagg atgtgcagat 
gctcctgcgc tttggggcag atcccacttt gctggatcga cagtctcggt ctgttgtgga 

660 

gccagc 
666 

<210> 1342 
<211> 209 
<212> PRT 

<213> Homo sapiens 

<400> 1342 „ . „„ 

Met Ser Ser Asp Ser lie Val Leu Gin Ser Phe Leu Pro Cys Phe Asp 

His He Phe Thr Thr Gly Phe Pro Thr Glu Val Trp Gin Ser Val lie 

20 25 30 

Glu Lys Leu Ala Lys Lys Gly Leu Trp His Ser Phe Leu Leu Leu Ser 

35 40 45 

Ala Lys Lys Asp Arg Leu Pro Arg Asn lie His Val Pro Glu Leu Ser 

Leu Lys Ser Leu Phe Glu Lys Tyr Val Phe lie Gly Leu Tyr Glu Lys 

Met Glu Gin Val Pro Lys Leu Val Gin Trp Leu lie Ser He Gly Ala 

85 9° 95 

Ser val Glu Thr lie Gly Pro Tyr Pro Leu His Ala Leu Met Arg Leu 

100 105 HO 

Cys lie Gin Ala Arg Glu Asn His Leu Phe Arg Trp Leu Met Asp His 

115 120 I 25 

Lys Pro Glu Trp Lys Gly Arg He Asn Gin Lys Asp Gly Asp Gly Cys 

130 135 I 40 

Thr Val Leu His Val Val Ala Ala His Ser Pro Gly Tyr Leu Val Lys 

150 155 
III Gin Thr Glu Asp Val Gin Met Leu Leu Arg Phe Gly Ala Asp Pro 

165 "0 175 

Thr Leu Leu Asp Arg Gin Ser Arg Ser Val Val Asp Val Leu Lys Arg 

180 185 I 90 

Asn Lys Asn Phe Lys Ala lie Glu Lys lie Asn Ser His Leu Glu Lys 
195 200 205 



Leu 
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<210> 1343 

<211> 270 

<212> DNA 

<213> Homo sapiens 



<400> 1343 
ccggaaatgt 
60 

aaaagctgtg 
120 

ttaaaatttt 
180 

atgagacggt 
240 

gtttctgaca 
270 



gccgagttct 
gaaaccgaaa 
tcctcaagtg 
ttcaggttgt 
acatgtttgt 



cctgacgcac 
tgagactcca 
caatcagaat 
gttgtcaaca 
tcataacaac 



gaagtgatgt 
tcggacccag 
tgtttgaaaa 
acggtgaatg 



gtagtcgatg 
tcataattga 
cagcaggaaa 
tggatggaca 



ctgcgaaaag 
cagattcttt 
cccaagggac 
cgtcctggct 



<210> 1344 

<211> 90 

<212> PRT 

<213> Homo sapiens 



<400> 1344 
Pro Glu Met Cys 
1 

Cys Cys Glu Lys 

20 

Pro Val He He 

35 

Gin Asn Cys Leu 
50 

Gin Val Val Leu 
65 

Val Ser Asp Asn 



Arg Val Leu Leu 

5 

Lys Ser Cys Gly 

Asp Arg Phe Phe 

40 

Lys Thr Ala Gly 
55 

Ser Thr Thr Val 
70 

Met Phe Val His 
85 



Thr His Glu Val 
10 

Asn Arg Asn Glu 
25 

Leu Lys Phe Phe 

Asn Pro Arg Asp 

60 

Asn Val Asp Gly 
75 

Asn Asn 
90 



Met Cys Ser Arg 
15 

Thr Pro Ser Asp 
30 

Leu Lys Cys Asn 
45 

Met Arg Arg Phe 

His Val Leu Ala 

80 



<210> 1345 

<211> 402 

<212> DNA 

<213> Homo sapiens 



<4O0> 1345 
acgcgtttga 
60 

agcggcaccg 

120 

cgccagacgg 
180 

tcggtgtaca 
240 

aagttgctcg 
300 

gacggccgcc 
360 



aacccaccga 
acaacaccga 
gcgtcgtcac 
ccagctacac 
atccgattga 
tgaacgccag 



tgacttgtcg 
cttctacgac 
gccctatgcc 
caagatctac 
aggtgacacc 
ttttgccgca 



gtgatcctgg 
ccgaccaagg 
ggcatcgtct 
aagccgcaga 
tacgaagccg 
ttccgcatcg 



gtacccgcgt 
ccgacaaccg 
acgacctgaa 
acagcaagga 
ggctcaaggc 
aacaggacaa 



cagcaacttc 
tctcacctac 
tgacatctgg 
cgccgaccgc 
agcgtttttc 
cgtcgcacag 
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tacgtttccg ggtttgagac cgactcgtgt atcgcccatt gc 
402 

<210> 1346 

<211> 134 

<212> PRT 

<213> Homo sapiens 

<400> 1346 

Thr Arg Leu Lys Pro Thr Asp Asp Leu Ser Val lie Leu Gly Thr Arg 

X 5 10 15 

Val Ser Asn Phe Ser Gly Thr Asp Asn Thr Asp Phe Tyr Asp Pro Thr 

20 25 30 

Lys Ala Asp Asn Arg Leu Thr Tyr Arg Gin Thr Gly Val Val Thr Pro 

35 40 45 

Tyr Ala Gly He Val Tyr Asp Leu Asn Asp He Trp Ser Val Tyr Thr 

50 55 60 

Ser Tyr Thr Lys He Tyr Lys Pro Gin Asn Ser Lys Asp Ala Asp Arg 
65 70 75 80 

Lys Leu Leu Asp Pro He Glu Gly Asp Thr Tyr Glu Ala Gly Leu Lys 

85 90 95 

Ala Ala Phe Phe Asp Gly Arg Leu Asn Ala Ser Phe Ala Ala Phe Arg 

100 105 HO 

He Glu Gin Asp Asn Val Ala Gin Tyr Val Ser Gly Phe Glu Thr Asp 

115 120 125 

Ser Cys He Ala His Cys 
130 

<210> 1347 

<211> 415 

<212> DNA 

<213> Homo sapiens 

<400> 1347 

naccaccttc tgggcaggct ctcattcttt cattccaaga agcatttatt aaagactggc 
60 

tagggcgagg gaacccagct aggggctggg gataaaaaat aagaaataac tgaaggacct 
120 

tgctcttaag gaactccatc ttactgggtg gagccaaacg agaaaagaga gctcgggagg 
180 

gcaccaaagc ggtcttgccg aaattgcctg aggcagggga aggggcacgc tttctgaaaa 
240 

acccccccaa accgatccca ggaagcccaa agggcggccc ctctgcccgc agcactgcct 
300 

tcacgtttac ttccatcccg gcctcctcct tcccctaagg cttggcatgc aacatccctg 
360 

cttctcaccc accttttatt taagactcct attatctgca cacaatggaa gttag 
415 

<210> 1348 

<211> 105 

<212> PRT 

<213> Homo sapiens 
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<400> 1348 

Met Glu Val Asn Val Lys 

1 5 
Gly Leu Pro Gly lie Gly 

20 

Ser Pro Ala Ser Gly Asn 
35 

Ala Leu Phe Ser Arg Leu 
50 

Ser Lys Val Leu Gin Leu 
65 70 
Gly Phe Pro Arg Pro Ser 

85 

Arg Met Arg Ala Cys Pro 

100 

<210> 1349 
<211> 924 
<212> DNA 
<213> Homo sapiens 

<400> 1349 

gccgggatcg tcacaccaca gcaggtcgcg ttaccccatg acgtcttccg tgagcttggc 
60 

gctcagacgg tcatgcgttc gatcgccgaa aagcttggcc ttccggtcat cgttaagccg 
120 

gcacgtgggg gctcaagcct cggcgtcaca aaagtcgatg gcgtcgacga tcttcctcag 
180 

gccgtcgcga acgcctatgc ctatgacgac atggttgtag tcgaggaatt cattgtgggc 
240 

aacgaactcg caataggcat gatcacgacg tctgaaggca cgcgtgtgct gccagccgtc 
300 

gagattcgcc ctgtcggtgg tgtttatgat tattcagcga tgtacaccgg tggtgagaca 
360 

cgactaacag ctcctgcaga cattagcgat acggcggccc aaaccgcgac ggcgatggcc 
420 

cgagtcgtgc aaaaggagct cgatttctcc gggatatctc gtgtcgatgc gatcgtggac 
480 

gagtccggtc gcccagtttt cttggaggcc ggtgctgctc ccgggatgac agctacttcg 
540 

ctcgtacccg tggctatgaa agctgccggt ctagaccttg gcgaggtgtg ctctcgacta 
600 

gtcgatgacg tcgctcgcaa ccatggctga cagtgtgcac acgaggggct cgcgccacgc 
660 

cgtgcgcgtc aagcaggcat ctgtcgtctt gctcggcgtc gtccttgcca gtgtgatggt 
720 

cttcctcgga ctgtggcaga tgaacgtttt tgagtcccaa cgtgacgact cgacgcaggc 
780 

gcgtatcaac gagccagtga tcacctggaa tgaggcgcct aagaaggcca gtgtcatggc 
840 

tcagtacgga cgccgggtga cggtgacggg cacgttccaa ccgtcgacca caaccttgat 
900 

aggcacatcg tggccagtac gcgt 
924 



Ala Val Leu Arg Ala 

10 

Leu Gly Gly Phe Phe 
25 

Phe Gly Lys Thr Ala 
40 

Ala Pro Pro Ser Lys 
55 

Phe Leu lie Phe Tyr 

75 

Gin Ser Leu lie Asn 

90 

Glu Gly Gly 
105 



Glu Gly Pro Pro Phe 

15 

Arg Lys Arg Ala Pro 
30 

Leu Val Pro Ser Arg 
45 

Met Glu Phe Leu Lys 
60 

Pro Gin Pro Leu Ala 

80 

Ala Ser Trp Asn Glu 

95 
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<210> 1350 

<211> 209 

<212> PRT 

<213> Homo sapiens 



<400> 1350 
Ala Gly He Val 
1 

Arg Glu Leu Gly 

20 

Gly Leu Pro Val 
35 

Val Thr Lys Val 
50 

Ala Tyr Ala Tyr 
65 

Asn Glu Leu Ala 

Leu Pro Ala val 

100 

Ala Met Tyr Thr 
115 

Ser Asp Thr Ala 
130 

Lys Glu Leu Asp 
145 

Glu Ser Gly Arg 

Thr Ala Thr Ser 

180 

Leu Gly Glu Val 
195 

Gly 



Thr Pro Gin Gin 
5 

Ala Gin Thr Val 

He Val Lys Pro 

40 

Asp Gly Val Asp 
55 

Asp Asp Met Val 
70 

lie Gly Met He 
85 

Glu He Arg Pro 

Gly Gly Glu Thr 

120 

Ala Gin Thr Ala 
135 

Phe Ser Gly He 
150 

Pro Val Phe Leu 
165 

Leu Val Pro Val 

Cys Ser Arg Leu 

200 



Val Ala Leu Pro 
10 

Met Arg Ser He 
25 

Ala Arg Gly Gly 

Asp Leu Pro Gin 

60 

Val Val Glu Glu 
75 

Thr Thr Ser Glu 
90 

Val Gly Gly Val 
105 

Arg Leu Thr Ala 

Thr Ala Met Ala 

140 

Ser Arg Val Asp 
155 

Glu Ala Gly Ala 
170 

Ala Met Lys Ala 
185 

Val Asp Asp Val 



His Asp Val Phe 
15 

Ala Glu Lys Leu 
30 

Ser Ser Leu Gly 
45 

Ala Val Ala Asn 

Phe lie Val Gly 

80 

Gly Thr Arg Val 
95 

Tyr Asp Tyr Ser 
110 

Pro Ala Asp He 
125 

Arg Val Val Gin 

Ala He Val Asp 

160 

Ala Pro Gly Met 
175 

Ala Gly Leu Asp 
190 

Ala Arg Asn His 
205 



<210> 1351 






<211> 398 






<212> DNA 






<213> Homo 


sapiens 




<400> 1351 






nngtgcacgg 


agggcgtgct 


ggtctacgcc 


60 






gacgagacgc 


aaaacgcatt 


gcttctcagt 


120 






gaccacattc 


acttccagta 


caacgggttc 


180 






gcccgcacgg 


acgcatcggc 


cctctttctc 


240 






ttcaagcaca 


tttacgtata 


cgtcgcgccg 


300 






atgctcccga 


gcatgccgac gtccgcatcg 


360 







ctgtatctgc tgtctcgatg cacgatgggc 
attctgctgc accccggtct gctcatcgtc 
ctaattcgcg ggccccttta tcgtttgggg 
tgaaccgccc tgtttgcctc gctgctccag 
gcgtactttg tgtacctgct gcgtgcgtac 
acggggagcg cggcgatcga tcgcaccatc 
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aagcttggcg cagcgacgct ggtgccttcc tgctgagc 
398 



<210> 1352 

<211> 70 

<212> PRT 

<213> Homo sapiens 



<400> 1352 




















Xaa 


Cys 


Thr 


Glu Gly 


val 


Leu 


Val 


Tyr 


Ala 


Leu Tyr Leu Leu 


Ser 


Arg 


1 




5 










10 




15 




Cys 


Thr 


Met 


Gly Asp 


Glu 


Thr 


Gin 


Asn 


Ala 


Leu Leu Leu Ser 


He 


Leu 






20 








25 




30 






Leu 


His 


Pro 


Gly Leu 


Leu 


He 


Val 


Asp 


His 


He His Phe Gin 


Tyr 


Asn 






35 








40 






45 






Gly 


Phe 


Leu 


lie Arg 


Gly 


Pro 


Leu 


Tyr 


Arg 


Leu Gly Ala Arg 


Thr 


Asp 


50 








55 








60 






Ala 


Ser 


Ala 


Leu Phe 


Leu 
















65 








70 

















<210> 1353 

<211> 480 

<212> DNA 

<213> Homo sapiens 



<400> 1353 
ngggccccaa 
60 

accctcacac 
120 

ggcaacatgc 
180 

tcatccacct 
240 

gagttccgag 
300 

tccttcattt 
360 

atcctcagct 

420 

tcgcatatca 
480 



tccctagcct 
ccaccccacc 
tcctggtggg 
gcgactacac 
atgatatcaa 
ttgtggacac 
caggcgaggt 
tagaccaggc 



agggcctgga 
cccagtcaca 
tatcgggggc 
caccttccag 
gcgtctgtat 
ccaaatagct 
gccccatctt 
ccgggtggag 



ggtcccctga 
cggatcgtgc 
agcggacgcc 
atcgaggtca 
cgccaggctg 
gatgagtcct 
ttcaggcctg 
caggtgcctg 



gtttgctcag 
ggggcattgg 
agagtctggc 
ccaaacatta 
gggtggagct 
tcctagagga 
atgaatttga 
agtcatcgga 



ccaactcatt 
acagcctcgg 
ccgcctggct 
tcggaagcag 
caagaccacg 
catcaacaac 
agagatccag 
cagcctcttc 



<210> 1354 
<211> 160 
<212> PRT 

<213> Homo sapiens 



<400> 1354 
Xaa Ala Pro He 
1 

Ser Gin Leu He 

20 

Val Arg Gly He 



Pro Ser Leu Gly 
5 

Thr Leu Thr Pro 
Gly Gin Pro Arg 



Pro Gly Gly Pro 
10 

Thr Pro Pro Pro 
25 

Gly Asn Met Leu 



Leu Ser Leu Leu 
15 

Val Thr Arg lie 
30 

Leu Val Gly He 
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35 

Gly Gly Ser Gly 
50 

Asp Tyr Thr Thr 
€5 

Glu Phe Arg Asp 

Leu Lys Thr Thr 

100 

Ser Phe Leu Glu 
115 

His Leu Phe Arg 
130 

Asp Gin Ala Arg 
145 



40 

Arg Gin Ser Leu 
55 

Phe Gin lie Glu 

70 

Asp lie Lys Arg 
85 

Ser Phe lie Phe 

Asp He Asn Asn 

120 

Pro Asp Glu Phe 
135 

Val Glu Gin Val 
150 



Ala Arg Leu Ala 

60 

Val Thr Lys His 
75 

Leu Tyr Arg Gin 
90 

Val Asp Thr Gin 
105 

He Leu Ser Ser 

Glu Glu lie Gin 

140 

Pro Glu Ser Ser 
155 



45 

Ser Ser He Cys 

Tyr Arg Lys Gin 

80 

Ala Gly Val Glu 
95 

He Ala Asp Glu 
110 

Gly Glu Val Pro 
125 

Ser His He lie 

Asp Ser Leu Phe 

160 



<210> 1355 

<211> 1063 

<212> DNA 

<213> Homo sapiens 



<400> 1355 

ngagaacgca ggtctccatc ctgacctgca ggcaaggggg actctactga cccctgaggt 
60 

gccctgtcct aggccccacc cggtcagtgc acacctgctc cccagtcccg cctccacaaa 
120 

ggccctgtga gaccctgtcc tccaccgcct ctttccttgt gtccattccc tgagcctggg 
180 

gaagttgcgt cagagccaca ggtcggngag acgctgagtc tgggcgagcg cttgctgccg 
240 

gacagctgga gaaacagcag cggggggccg tgtccatgtg gcaagccaag ccatcgaggg 
300 

gatcacaggc cccttcaggg aagggactga gcacctgcca cctgcctcca ggatgggcct 
360 

gatcccccct cctgtgtacc ccacaggctg cagtgcacct gccagcacaa cacctgcggg 
420 

ggcacctgcg accgctgctg ccccggcttc aatcagcagc cgtggaagcc tgcgactgcc 
480 

aacagtgcca acgagtgcca gtcctgtaac tgctacggcc atgccaccga ctgttactac 
540 

gaccctgagg tggaccggcg ccgcgccagc cagagcctgg atggcaccta tcagggtggg 
600 

ggtgtctgta tcgactgcca gcaccacacc gccggcgtca actgtgagcg ctgcctgccc 
660 

ggcttctacc gctctcccaa ccaccctctc gactcgcccc acgtctgccg ccgctgcaac 
720 

tgcgagtccg acttcacgga tggcacctgc gaggacctga cgggtcgatg ctactgccgg 
780 

cccaacttct ctggggagcg gtgtgacgtg tgtgccgagg gcttcacggg cttcccaagc 
840 

tgctacccga cgccctcgtc ctccaatgac accagggagc aggtgctgcc agccggccag 
900 

attgtgaatt gtgactgcag cgcggcaggg acccagggca acgcctgccg gaaggaccca 
960 
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agggcgggcc gctgttttgc caaccccaac ttccaaggca cccattgcga gctctgcgcg 
1020 

ccagggttct acggccccgg ctgccctggg tcccttcacg cgt 
1063 

<210> 1356 
<211> 244 
<212> PRT 

<213> Homo sapiens 
<400> 1356 



Ala 


Pro 


Ala 


Thr 


Cys 


Leu 


Gin 


ASp 




D >"A 

tr to 


Asp 


Pro 


Pro 


Ser 


Cys Val 


1 








5 










10 










15 


Pro 


His 


Arg 


Leu 


Gin 


Cys 


Thr 


Cys 


bin 


MIS 


Asn 


Thr 




Gly Gly Thr 






20 










2 5 










30 




Cys 


Asp 


Arg 


Cys 


Cys 


Pro 


Gly 


Phe 


Asn 


uin 


Gin 


Pro 


Trn 

1 *■ V 


Lys 


Pro Ala 






35 










40 
















Thr 


Ala 


Asn 


Ser 


Ala 


Asn 


Glu 


Cys 


Gin 


Cot* 


Cys 


Asn 




Tyr 


Gly His 




50 










55 










60 








Ala 


Thr 


Asp 


Cys 


Tyr 


Tyr 


Asp 


Pro 


Glu 


17--. 1 

vai 


Asp 


Arg 




Arg 


Ala Ser 


65 








I U 










75 








80 


Gin 


Ser 


Leu 


Asp 


Gly 


Thr 


Tyr 


Gin 


Gly 


(jiy 


Gly Val 


uys 


He 


Asp Cys 








85 










90 










95 


Gin 


His 


His 


Thr 


Ala 


Gly 


Val 


Asn 


Cys 


Glu 


Arg 


Cys 


Leu 


Pro 


Gly Phe 








100 










105 










110 




Tyr 


Arg 


Ser 


Pro 


Asn 


His 


Pro 


Leu 


Asp 


Ser 


Pro 


His 


Val 


Cys 


Arg Arg 


115 










120 










125 






Cys 


Asn 


Cys 


Glu 


Ser 


Asp 


Phe 


Thr 


Asp 


Gly 


Thr 


Cys 


Glu 


Asp 


Leu Thr 


130 








135 










140 






Asp Val 


Gly Arg 


Cys 


Tyr 


Cys 


Arg 


Pro 


Asn 


Phe 


Ser 


Gly 


Glu 


Arg 


Cys 


145 










150 










155 








160 


Cys 


Ala 


Glu 


Gly 


Phe 


Thr 


Gly 


Phe 


Pro 


Ser 


Cys 


Tyr 


Pro 


Thr 


Pro Ser 








165 










170 










175 


Ser 


Ser 


Asn 


Asp 


Thr 


Arg 


Glu 


Gin 


Val 


Leu 


Pro 


Ala 


Gly 


Gin 


He Val 








180 










185 










190 




Asn 


Cys 


Asp 


Cys 


Ser 


Ala 


Ala Gly Thr 


Gin 


Gly Asn 


Ala 


Cys 


Arg Lys 




195 










200 










205 






Asp 


Pro 


Arg 


Val 


Gly 


Arg 


Cys 


Phe 


Ala 


Asn 


Pro 


Asn 


Phe 


Gin Gly Thr 


210 










215 










220 






Pro Gly 


His 


Cys 


Glu 


Leu 


Cys 


Ala 


Pro Gly 


Phe 


Tyr 


Gly 


Pro 


Gly 


Cys 


225 








230 










235 








240 


Ser 


Leu 


His 


Ala 

























<210> 1357 
<211> 663 
<212> DNA 

<213> Homo sapiens 
<400> 1357 

ntcccccccc ccccgggggg gggggggggg ggaaacaaca ccagaaaagt agacagatac 
60 

ccaagttggt ccagctggtc catacacggc cccaggtgcg gactcggtac cgaagttgaa 
120 
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ttcaacaccc ccgttttgcc tgtggggggg gtacgccctg taatcctgca aaggcccggc 



180 



tggtgtccgg gggttttcgt cggtctcccc aaccatcatc tagacggcgt ggcgatgtgg 



240 



tgcgagctgc ttgcggcggt gttctgtgcc cgagcttgcc tcgcctggct gcaagaatcc 



300 



ctggctcatc gagcttcagc gtcagtcaag tcgcaattgc ggcgcgacat cctgcaagcc 



360 



aggttgtcgc gtcccactga cgcaacaatg ccgtcgagaa ccctcatcag cctgatgaca 



420 



acaggtctgg acgccctcga cggctactac tcgaagtacc ttccccagct tgtgctggcc 



480 



gtcatcgtgc cagcagtgct agccaccgct atcggcctaa acgacctcac cagcctcgtc 



540 



atcgtcgtcg tgacgatccc gctcatcccc gttttcatgg ccctcattgg ctggcggacc 



600 



gaggcggccg tagcaaaacg gttcaaggta gccacccgac tggccaacca cttcgctgat 

660 
ctg 
663 

<210> 1358 
<211> 221 
<212> PRT 

<213> Homo sapiens 
<400> 1358 

Xaa Pro Pro Pro Pro Gly Gly Gly Gly Gly Gly Asn Asn Thr Arg Lys 

15 10 15 

Val Asp Arg Tyr Pro Ser Trp Ser Ser Trp Ser He Tyr Gly Pro Arg 

20 25 30 

Cys Gly Phe Gly Thr Glu Val Glu Phe Asn Thr Pro Val Leu Pro Val 

35 40 45 

Gly Gly Val Arg Pro Val He Leu Gin Arg Pro Gly Trp Cys Pro Gly 

50 55 60 

val Phe Val Gly Leu Pro Asn His His Leu Asp Gly Val Ala Met Trp 
65 70 75 80 

Cys Glu Leu Leu Ala Ala Val Phe Cys Ala Arg Ala Cys Leu Ala Trp 

85 90 95 

Leu Gin Glu Ser Leu Ala His Arg Ala Ser Ala Ser Val Lys Ser Gin 

100 105 HO 

Leu Arg Arg Asp He Leu Gin Ala Arg Leu Ser Arg Pro Thr Asp Ala 

115 120 125 

Thr Met Pro Ser Arg Thr Leu He Ser Leu Met Thr Thr Gly Leu Asp 

130 135 140 

Ala Leu Asp Gly Tyr Tyr Ser Lys Tyr Leu Pro Gin Leu Val Leu Ala 
145 150 155 160 

Val lie Val Pro Ala Val Leu Ala Thr Ala He Gly Leu Asn Asp Leu 

165 170 175 

Thr Ser Leu Val He Val Val Val Thr He Pro Leu He Pro Val Phe 

180 185 190 

Met Ala Leu He Gly Trp Arg Thr Glu Ala Ala Val Ala Lys Arg Phe 

195 200 205 

Lys Val Ala Thr Arg Leu Ala Asn His Phe Ala Asp Leu 
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210 215 220 

<210> 1359 

c211> 423 

<212> DNA 

<213> Homo sapiens 

<400> 1359 

acgcgtattc ctctgttttg acctgcgctc ttacatctgt actaagacct tgtttttgca 
60 

tgataaagtt ccaagactcc aaaatgtcac atggtgtacg agaaacaaaa ggttgtttgt 
120 

ctatttgctt aatagataga gaggtgtagt cagctagcca atagccgact ggcatcgcca 
180 

cgacgtaatc gtcttcccat aaagggtaaa atacatcatc ttctttggtg taactgtcgc 
240 

aagtaaagcg taaatcagcg ctttctgagg catcgactaa actgagtgtg agtcctggaa 
300 

tatcgtcgag catggttttg atcacttgac taatcagggt gccagataga aaaggtgcta 
360 

atgaaataga cagcgccagg tttgcgcgtt tttacgaaac atatccttaa tatcgttaag 

420 
ctt 
423 

<210> 1360 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 1360 

Met Leu Asp Asp lie Pro Gly Leu Thr Leu Ser Leu Val Asp Ala Ser 

1 5 10 15 

Glu Ser Ala Asp Leu Arg Phe Thr Cys Asp Ser Tyr Thr Lys Glu Asp 

20 25 30 

Asp Val Phe Tyr Pro Leu Trp Glu Asp Asp Tyr Val Val Ala Met Pro 

35 40 45 

val Gly Tyr Trp Leu Ala Asp Tyr Thr Ser Leu Ser He Lys Gin He 

50 55 60 

Asd Lys Gin Pro Phe Val Ser Arg Thr Pro Cys Asp He Leu Glu Ser 
65 70 75 80 

Trp Asn Phe He Met Gin Lys Gin Gly Leu Ser Thr Asp Val Arg Ala 

85 90 95 

Gin Val Lys Thr Glu Glu Tyr Ala 

100 

<210> 1361 
<211> 5300 
<212> DNA 

<213> Homo sapiens 
<400> 1361 

nnccccgcag gggaaggcgg gtcctggcgg ccagcgcgcg gtccgcgccc accctagccg 
60 
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acggggccgg cagagcgcgc ggcgtcggtg cccttgacca tggcggcggc tgcgcttctg 



120 



ctggggctgg cgctgctggc accgcgggcg gccggcgcgg gcatgggcgc gtgctatgar 



180 



ggcgcagggc gcccgcagcg ctgcctgccg gtgttcgaga acgcggcgtt tgggcggctc 



240 



gcccaggcct cgcacacgtg cggcagcccg cccgaggact tctgtcccca cgtgggcgcc 



300 



gcgggcgcgg gggctcattg ccagcgctgc gacgccgccg acccccagcg ccaccacaac 



360 



gcctcctacc tcaccgactt ccacagccag gacgagagca cctggtggca gagcccgtcc 



420 



atggccttcg gcgtgcagta ccccacctcg gtcaacatca ccctccgcct agggaaggct 



480 



tatgagatca cgtatgtgag gctgaagttc cacaccagtc gccctgagag ctttgccatc 



540 



tacaagcgca gccgcgccga cggcccatgg gagccctacc agttctacag cgcctcctgc 



600 



cagaagacct acggccggcc cgagggccag tacctgcgcc ccggcgagga cgagcgcgtg 



660 



gccttctgca cctctgagtt cagcgacatc tccccgctga gtggcggcaa cgtggccttc 



720 



tccaccctgg agggccggcc cagcgcctac aacttcgagg agagccctgg gctgcaggag 



780 



tgggtcacca gcaccgaact cctcatctct ctagaccggc tcaacacgtt tggggacgac 



840 



atcttcaagg accccaaggt gctccagtcc tactattatg ccgtgtccga cttctctgtg 



900 



ggcggcaggt gcaagtgcaa cgggcatgcc agcgagtgcg gccccgacgt ggcaggccag 



960 



ttggcctgcc ggtgccagca caacaccacc ggcacagact gtgagcgctg cctgcccttc 



1020 



ttccaggacc gcccgtgggc ccggggcacc gccgaggctg cccacgagtg tctgccctgc 



1080 



aactgcagtg gccgctccga ggaatgcacg tttgatcggg agctcttccg cagcacaggc 



1140 



cacggcgggc gctgccacca ctgccgtgac cacacagctg ggccacactg tgagcgctgt 



1200 



caggagaatt tctatcactg ggacccgcgg atgccatgcc agccctgtga ctgccagtcg 



1260 



gcaggctccc tacacctcca gtgcgatgac acaggcacct gcgcctgcaa gcccacagtg 



1320 



actggctgga agtgtgaccg ctgtctgccc gggttccact cgctcagtga gggaggctgc 



1380 



agaccctgca cttgcaatcc cgctggcagc ctggacacct gtgacccccg cagtgggcgc 



1440 



tgcccctgca aagagaatgt ggaaggcaac ctatgtgaca gatgtcgccc ggggaccttt 



1500 



aacctgcagc cccacaatcc agctggctgc agcagctgtt tctgctatgg ccactccaag 



1560 



gtgtgcgcgc ccactgccca gctccaggtg catcacatcc tcagcgattt ccaccaggga 



1620 



gccgaaggct ggtgggccag aagtgtgggg ggctctgagc actccccaca atggagccca 
1680 
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aatggggccc tcctgagccc agaagacgag 
1740 

ggagaccagc ggttcagcta tgggcagccc 
1800 

gactccccac tccctgtaca gctgaggctg 
1860 

caccctagcc tgtctggccc ccaggatgcc 
1920 

ccactgcagg agacctccga ggacgtggcc 
1980 

ctcctcgcca acctgaccag cctccgcctc 
2040 

ccagtgtccc cgaccgaggt ccggctcaca 
2100 

tcctgggcgg agatttgttc atgtcccact 
2160 

gctccgggat acaagaggga gatgccacag 
2220 

acccgtaacc agcatggcac ctgtgacccc 
2280 

accgagggcc catcctgtga acgctgtttg 
2340 

caagccgacg actgccagcc ctgtccctgc 
2400 

gagagcgggg aggtggtgtg tacccactgc 
2460 

gtctgtgatg atggcttttt tggggacccg 
2520 

caccagtgcc agtgtagcgg gaacgtggac 
2580 

tctggccact gcctgcgctg cctgcacaac 
2640 

gaaggcttct acgggagcgc cctggcccct 
2700 

cgccacccac agggctcggt cagtgagcag 
2760 

tcctgcctgc ctcatgtgac cgcacgggac 
2820 

ctccagcctg ggaggggctg ccggagctgc 
2880 

cagtgccatc ccaagactgg acagtgcacc 
2940 

gacaggtgcc agctgggttt cttcggctcc 
3000 

tccccactgg gcgctgcctc ggcccagtgc 
3060 

ggcttcgagg gctacaaatg tgaccgctgc 
3120 

acacactgcc agcaatgtcc gtcctgctac 
3180 

aaggccagac tgactttgac ggaggggtgg 
3240 

ggaccactag acattctgct gggagaggcc 
3300 



gaggagctca cagcaccagg gaagttcctg 
ctcatactga ccttccgggt gccccccggg 
gaagggacag gcttggccct gtccctgagg 
agggcacccc agggaggtag agctcaggtt 
cctccactgc cccccttcca cttccagcgg 
cgcgtcagtc ccggccccag ccctgccggt 
tccgcccggc cagggctttc cccgccagcc 
ggctacacgg gccagttctg tgaatcctgt 
gggggtccct atgccagctg tgtcccctgc 
aacacaggga tctgtgtctg cagccaccat 
ccaggtttct atggcaaccc tttcgcgggc 
cctggccagt cggcctgtac gaccatccca 
cccccgggcc agagagggcg gcgctgtgag 
ctggggctct ttgggcaccc ccagccctgc 
cccaatgccg tgggcaactg tgaccccctg 
accacgggtg accactgtga gcactgtcag 
cgacccgcag acaaatgcat gccttgcagc 
atgccctgcg acccagtgac aggccaatgc 
cgcagccgct gctaccctgg cttcttcgac 
aagtgtcacc cactgggctc ccaggaggac 
tgccgcccag gtgccacagg ccaggcctgt 
tcaatcaagg gctgccgggc ctgcaggtgc 
cactataacg gcacatgcgt gtgcaggcct 
cactacaact tcttcctcac ggcagacggc 
gccctggtga aggaggagac agccaagctg 
ctccaagggt ccgactgtgg cagcccctgg 
ccaagggggg acgtctacca gggccatcac 
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ctgcttccag gggctcggga agccttcctg gagcagatga tgggcctcga gggtgctgtc 



3360 



aaggccgccc gggagcagct gcagaggctg aacaagggtg cccgctgtgc ccaggccgga 



3420 



tcccagaaga cctgcaccca gccggcagac ctggaggcag tgctggagtc ctcggaagag 



3480 



gagattctgc atgcagccgc cattctcgcg tctctggaga ttcctcagga aggtcccagt 



3540 



cagccgacca aatggagcca cctggccata gaggcccgtg ccctcgccag gagccacaga 



3600 



gacaccgcca ccaagatcgc agccactgct tggagggccc tgctcgcctc caacaccagc 



3660 



tacgcgcttc tctggaatct gctggaggga agggtggccc tagagaccca gcgggacctg 



3720 



gaggacaggt accaggaggt ccaggcggcc cagaaagcac tgaggacggc tgtggcagag 



3780 



gtgctgcctg aagcggaaag cgtgttggcc accgtgcggc aagttggcgc agatacagcc 



3840 



ccgtacctgg ccttgctggc ttccccggga gctctgcctc agaagtcccg ggctgaagac 



3900 



ctgggcctga aggcgaaggc cctggagaag acagttgcat catggcagca catggccact 



3960 



gaggctgccc gaaccctcca gactgctgcc caggcgacgc tacggcaaac agaacccctc 



4020 



acaatggcgc gatctcggct cactgcaacc tttgcctccc agctgcacca ggaggccaga 



4080 



gccgccctga cccaggcttc ctcatctgtc caggctgcga cagtgactgt catgggagcc 



4140 



aggactctgc tggctgatcc ggaaggaatg aagctgcagt ttccccggcc caaggaccag 



4200 



gcggcattgc agaggaaggc agactccgtc agtgacagac tccttgcaga cacgagaaag 



4260 



aagaccaagc aggcggagag gatgctggga aacgcggccc ctctttcctc cagtgccaag 



4320 



aagaagggca gagaagcaga ggtgttggcc aaggacagtg ccaagcttgc caaggccttg 



4380 



ctgagggagc ggaaacaggc gcaccgccgt: gccagcaggc tcaccagcca gacgcaagcc 



acgctccaac aggcgtccca gcaggtgctg gcgtctgaag cacgcagaca ggagctggag 

4500 

gaagctgagc gggtgggtgc tgggctgagc gagatggagc agcagatccg ggaatcgcgt 
at!tcactgg agaaggacat cgagaccttg tcagagctgc ttgccaggct ggggtcgctg 

4620 

gacacccatc aagccccagc ccaggccctg aacgagactc agtgggcact agaacgcctg 
4680 

aggctgcagc tgggctcccc ggggtccttg cagaggaaac ccagtctgct ggagcaggaa 

tlccagcagc aggagctgca gatccagggc ttcgagagtg acctcgccga gatccgcgcc 

gacaaacaga acctggaggc cattctgcac agcctgcccg agaactgtgc cagctggcag 

Jgagggctgc ccagatcccc ggcacacact cccccacccg ctgtttacat gacccagggg 
4920 



1160 



BNSDOCID <WO 0058473A2_L> 



WO 00/58473 PCT/USOO/0862 1 



gtgcacacta ccccacaggt gtgcccatac agacattccc cggagccggc tgctgtgaac 
4980 

tcgaccccgt gtggatagtc acactccctg ccgattctgt ctgtggcttc ttccctgcca 
5040 

gcaggactga gtgtgcgtac ccagttcacc tggacatgag tgcacactct cacccctgca 
5100 

cacgcataaa cgggcacacc ccagtgtcaa taacatacac acgtgagggc gcatgtctgt 
5160 

gtgtatgacc cacacgngtt caagtctaat ccatccagtc agcagcttac ggtccacaca 
5220 

cattacagtc cacagctgtt gtgagagcac ctgtgtgctg gacaccctct ggatgttggg 
5280 

caagttgtac atgagatgcc 
5300 

<210> 1362 
<211> 1587 
<212> PRT 

<213> Homo sapiens 
<400> 1362 

Met Ala Ala Ala Ala Leu Leu Leu Gly Leu Ala Leu Leu Ala Pro Arg 

15 10 15 

Ala Ala Gly Ala Gly Met Gly Ala Cys Tyr Asp Gly Ala Gly Arg Pro 

20 25 30 

Gin Arg Cys Leu Pro Val Phe Glu Asn Ala Ala Phe Gly Arg Leu Ala 

35 40 45 

Gin Ala Ser His Thr Cys Gly Ser Pro Pro Glu Asp Phe Cys Pro His 

50 55 60 

Val Gly Ala Ala Gly Ala Gly Ala His Cys Gin Arg Cys Asp Ala Ala 
65 70 75 80 

Asp Pro Gin Arg His His Asn Ala Ser Tyr Leu Thr Asp Phe His Ser 

85 90 95 

Gin Asp Glu Ser Thr Trp Trp Gin Ser Pro Ser Met Ala Phe Gly Val 

100 105 HO 

Gin Tyr Pro Thr Ser Val Asn He Thr Leu Arg Leu Gly Lys Ala Tyr 

115 120 125 

Glu He Thr Tyr Val Arg Leu Lys Phe His Thr Ser Arg Pro Glu Ser 

130 135 140 

Phe Ala He Tyr Lys Arg Ser Arg Ala Asp Gly Pro Trp Glu Pro Tyr 
145 150 155 160 

Gin Phe Tyr Ser Ala Ser Cys Gin Lys Thr Tyr Gly Arg Pro Glu Gly 

165 170 175 

Gin Tyr Leu Arg Pro Gly Glu Asp Glu Arg Val Ala Phe Cys Thr Ser 

180 185 190 

Glu Phe Ser Asp He Ser Pro Leu Ser Gly Gly Asn Val Ala Phe Ser 

195 200 205 

Thr Leu Glu Gly Arg Pro Ser Ala Tyr Asn Phe Glu Glu Ser Pro Gly 

210 215 220 

Leu Gin Glu Trp Val Thr Ser Thr Glu Leu Leu He Ser Leu Asp Arg 
225 230 235 240 

Leu Asn Thr Phe Gly Asp Asp He Phe Lys Asp Pro Lys Val Leu Gin 

245 250 255 

Ser Tyr Tyr Tyr Ala Val Ser Asp Phe Ser Val Gly Gly Arg Cys Lys 
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260 265 270 

Cys Asn Gly His Ala Ser Glu Cys Gly Pro Asp Val Ala Gly Gin Leu 

275 280 285 

Ala Cys Arg Cys Gin His Asn Thr Thr Gly Thr Asp Cys Glu Arg Cys 

290 295 300 

Leu Pro Phe Phe Gin Asp Arg Pro Trp Ala Arg Gly Thr Ala Glu Ala 
305 310 315 320 

Ala His Glu Cys Leu Pro Cys Asn Cys Ser Gly Arg Ser Glu Glu Cys 

325 330 335 

Thr Phe Asp Arg Glu Leu Phe Arg Ser Thr Gly His Gly Gly Arg Cys 

340 345 350 

His His Cys Arg Asp His Thr Ala Gly Pro His Cys Glu Arg Cys Gin 

355 360 365 

Glu Asn Phe Tyr His Trp Asp Pro Arg Met Pro Cys Gin Pro Cys Asp 

370 375 380 

Cys Gin Ser Ala Gly Ser Leu His Leu Gin Cys Asp Asp Thr Gly Thr 
385 390 395 400 

Cys Ala Cys Lys Pro Thr Val Thr Gly Trp Lys Cys Asp Arg Cys Leu 

405 410 415 

Pro Gly Phe His Ser Leu Ser Glu Gly Gly Cys Arg Pro Cys Thr Cys 

420 425 430 

Asn Pro Ala Gly Ser Leu Asp Thr Cys Asp Pro Arg Ser Gly Arg Cys 

435 440 445 

Pro Cys Lys Glu Asn Val Glu Gly Asn Leu Cys Asp Arg Cys Arg Pro 

450 * 455 460 

Gly Thr Phe Asn Leu Gin Pro His Asn Pro Ala Gly Cys Ser Ser Cys 
465 470 475 480 

Phe Cys Tyr Gly His Ser Lys Val Cys Ala Ser Thr Ala Gin Phe Gin 

485 490 495 

Val His His He Leu Ser Asp Phe His Gin Gly Ala Glu Gly Trp Trp 

500 505 510 

Ala Arg Ser Val Gly Gly Ser Glu His Ser Pro Gin Trp Ser Pro Asn 

515 520 525 

Gly Val Leu Leu Ser Pro Glu Asp Glu Glu Glu Leu Thr Ala Pro Gly 

530 535 540 

Lys Phe Leu Gly Asp Gin Arg Phe Ser Tyr Gly Gin Pro Leu lie Leu 
545 550 555 560 

Thr Phe Arg Val Pro Pro Gly Asp Ser Pro Leu Pro Val Gin Leu Arg 

565 570 575 

Leu Glu Gly Thr Gly Leu Ala Leu Ser Leu Arg His Ser Ser Leu Ser 

580 585 590 

Gly Pro Gin Asp Ala Arg Ala Ser Gin Gly Gly Arg Ala Gin Val Pro 

595 600 605 

Leu Gin Glu Thr Ser Glu Asp Val Ala Pro Pro Leu Pro Pro Phe His 

610 615 620 

Phe Gin Arg Leu Leu Ala Asn Leu Thr Ser Leu Arg Leu Arg Val Ser 
625 630 635 640 

Pro Gly Pro Ser Pro Ala Gly Pro Val Phe Leu Thr Glu Val Arg Leu 

645 650 655 

Thr Ser Ala Arg Pro Gly Leu Ser Pro Pro Ala Ser Trp Val Glu lie 

660 665 670 

Cys Ser Cys Pro Thr Gly Tyr Thr Gly Gin Phe Cys Glu Ser Cys Ala 

675 680 685 

Pro Gly Tyr Lys Arg Glu Met Pro Gin Gly Gly Pro Tyr Ala Ser Cys 
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6 90 










695 










700 










Val 


Pro 


Cvs 


Thr 

* A A Amm 


Cys 


Asn 


Gin 


His 


Glv 


Thr 


Cvs 


Asp 


Pro 


Asn 


Thr 


Gly 


70 5 










710 










715 

* ^ ***** 










720 


lie 


Cys 


Val 


Cys 


Ser 
725 


His 


His 


Thr 


Glu 


Gly 

73 0 


Pro 


Ser 


Cys 


Glu 


Arg 
735 

» *mW ^» 


Cys 


Leu 


Pro 


Gly 


Phe 


Tyr Gly Asn 


Pro 


Phe 


Ala 


Gly 


Gin 


Ala 


Asp 


Asp 


Cys 








7 4 0 










74 5 










750 






Gin 


Pro 


Cys 


Pro 


Cys 


Pro Gly 


Gin 


Ser 


Ala 


Cys 


Thr 


Thr 


He 


Pro 


Glu 






7 5 5 










760 










765 








Ser 


Gly 

7 70 


Glu 


Val 


Val 


Cys 


Thr 

775 


His 


Cys 


Pro 


Pro 


Gly 
780 


Gin 


Arg 


Gly 


Arg 


MI y 


Cwc 


gi ii 


v ax 


Cys 


Asp 


Asp 


Glv 


Phe 


Phe 

rue 


Glv 


Asd 


Pro 


Leu 


Glv 


Leu 

>mw 


7 Q C 

too 










790 










7 95 

t ^ o 










800 

V W V 




vji y 




Prn 


Gin 
805 


Pro 


Cvs 

v-y s 


His 

n 1 a 


Gin 


Cvs 
P. 1 0 

O X \J 


Gin 


Cvs 


Ser 


Glv 


Asn 
815 

\J mtrn mmf 


Val 


Asp 


Pro 


Asn 


Ala 

POO 
0 <i u 


Val 


Gly 


Asn 


Cys 


Asp 

P 0 5 

0 Z D 


Pro 


Leu 


Ser 


Gly 


His 

fl 30 

O J \J 


Cys 


Leu 


Arg 


Cys 


Leu 

QIC 
O J D 


His 


Asn 


Thr 


Thr 


Gly 
q a. n 

O *k U 


Asp 


His 


Cys 


Glu 


His 

5 


Cys 


Gin 


Glu 


Gl v 


Phe 
Den 


Tvr 
lyr 




Ser 


Ala 


Q 55 


Ala 


Pro 




Pro 


Ala 
pen 


Asd 

* * *t0 mmr 


Lvs 


Cvs 


Met 


rio 


i»ys 


Car 
OCX 


uys 


His 


Pro 


Gin 


Gl V 


OCX 


V CI X 


Car 

»J W Am, 


Glu 

VJ mlm u 


Gin 

Will 


Met 


Pro 


Cvs 


O £ C 
ODD 










870 










ft 75 










ABO 

O O V 


Asp 


Pro 


val 


Thr 


Gly Gin 


Cys 


Ser 


Cys 


Leu 


Pro 


His 


val 


Thr 


Ala 


Arg 










885 










q an 










R 95 

O J Zj 




& en 
nop 


cys 


Car 


onn 
yuu 


Cys 


Tyr 


Pro 




Phe 

rue 

one 


Phe 

IT 11C 


no £■/ 


Leu 


Gin 


Pro 
91 0 


Glv 


Arci 




<-ys 


Hrg 

QIC 


Car 
OCX 


Cys 


Lys 


Cys 


Hi s 
920 


c X ^ 


i-i C U. 


Glv 


Ser 


Gin 
925 


Glu 

vJ -A- u 


Asd 

mm mm* 


Gin 


t_ys 






T c 


Thr Gly 


Gin 


Cys 


Thr 


Cvs 




* 4» W 


Gly 


Val 


Thr 

A. *\ A -mm 


Glv 




930 










935 










940 












Ala 


Cys 


A en 
Ms Ly 


Arg 


Cys 


Gin 


Leu 


Gly 


Phe 
rue 


Phe 


Gly 


Ser 


Ser 


He 


Lvs 


945 










950 










955 










960 

j \j \j 


Gly 


Cys 


Arg 


Ala 
M.-L CX 


Cys 
965 


Arg 


Cys 


Ser 


Pro 


T.on 

970 


Gly 


Ala 


Ala 


Ser 


Ala 
975 


Gin 


Cys 


His 


Tyr 


A ?n 
nan 


Gly Thr 


Cys 


Val 


Cys 


Arg 


Pro 


Gly 


Phe 


Glu 


Gly 


Tyr 








980 










985 










990 






Lys 


Cys 


Asp 


Arg 


Cys 


His 


Tyr 


Asn 


Phe 


Phe 


Leu 


Thr 


Ala 


Asp 


Gly 


Thr 






995 










1000 








1005 






His 


Cys 


Gin 


Gin 


Cys 


Pro 


Ser 


Cys 


Tyr 


Ala 


Leu 


Val 


Lys 


Glu 


Glu 


Thr 




1010 








1015 








1020 








Ala 


Lys 


Leu 


Lys 


Ala 


Arg 


Leu 


Thr 


Leu 


Thr 


Glu 


Gly Trp 


Leu 


Gin 


Gly 


1025 








1030 








1035 








104( 


Ser 


Asp 


Cys 


Gly 


Ser 


Pro 


Trp Gly 


Pro 


Leu 


Asp 


He 


Leu 


Leu 


Gly 


Glu 










1045 








1050 








1055 


Ala 


Pro 


Arg 


Gly 


Asp 


Val 


Tyr Gin Gly 


His 


His 


Leu 


Leu 


Pro 


Gly Ala 








1060 








1065 








1070 




Arg Glu Ala 


Phe 


Leu 


Glu 


Gin 


Met 


Met 


Gly 


Leu Glu Gly Ala Val 


Lys 






1075 








1080 








1085 






Ala 


Ala 


Arg 


Glu 


Gin 


Leu Gin Arg Leu Asn 


Lys Gly Ala Arg Cys 


Ala 




1090 








1095 








1100 








Gin 


Ala 


Gly Ser 


Gin 


Lys 


Thr 


Cys 


Thr 


Gin 


Leu 


Ala 


Asp 


Leu 


Glu 


Ala 


1105 








1110 








1115 








112C 


Val 


Leu 


Glu 


Ser 


Ser 


Glu 


Glu 


Glu 


He 


Leu 


His 


Ala 


Ala 


Ala 


He 


Leu 
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1125 1130 II 35 

Ala Ser Leu Glu He Pro Gin Glu Gly Pro Ser Gin Pro Thr Lys Trp 

1140 1145 II 50 

Ser His Leu Ala He Glu Ala Arg Ala Leu Ala Arg Ser His Arg Asp 

1155 H60 H65 

Thr Ala Thr Lys He Ala Ala Thr Ala Trp Arg Ala Leu Leu Ala Ser 

1170 H 7 5 1180 

Asn Thr Ser Tyr Ala Leu Leu Trp Asn Leu Leu Glu Gly Arg Val Ala 
1185 1190 H95 1200 

Leu Glu Thr Gin Arg Asp Leu Glu Asp Arg Tyr Gin Glu Val Gin Ala 

1205 1210 1215 

Ala Gin Lys Ala Leu Arg Thr Ala Val Ala Glu Val Leu Pro Glu Ala 

1220 1225 1230 

Glu Ser Val Leu Ala Thr Val Arg Gin Val Gly Ala Asp Thr Ala Pro 

1235 1240 1245 

Tyr Leu Ala Leu Leu Ala Ser Pro Gly Ala Leu Pro Gin Lys Ser Arg 

1250 1255 1260 

Ala Glu Asp Leu Gly Leu Lys Ala Lys Ala Leu Glu Lys Thr Val Ala 
1 26 5 1270 1275 1280 

Ser Trp Gin His Met Ala Thr Glu Ala Ala Arg Thr Leu Gin Thr Ala 

1285 1290 1295 

Ala Gin Ala Thr Leu Arg Gin Thr Glu Pro Leu Thr Met Ala Arg Ser 

1300 1305 1310 

Arg Leu Thr Ala Thr Phe Ala Ser Gin Leu His Gin Glu Ala Arg Ala 

1315 1320 1325 

Ala Leu Thr Gin Ala Ser Ser Ser Val Gin Ala Ala Thr Val Thr Val 

1330 1335 1340 

Met Gly Ala Arg Thr Leu Leu Ala Asp Leu Glu Gly Met Lys Leu Gin 
1345 1350 1355 1360 

Phe Pro Arg Pro Lys Asp Gin Ala Ala Leu Gin Arg Lys Ala Asp Ser 

1365 1370 1375 

Val Ser Asp Arg Leu Leu Ala Asp Thr Arg Lys Lys Thr Lys Gin Ala 

1380 1385 1390 

Glu Arg Met Leu Gly Asn Ala Ala Pro Leu Ser Ser Ser Ala Lys Lys 

1395 1400 1405 

Lys Gly Arg Glu Ala Glu Val Leu Ala Lys Asp Ser Ala Lys Leu Ala 

1410 1415 1420 

Lys Ala Leu Leu Arg Glu Arg Lys Gin Ala His Arg Arg Ala Ser Arg 
1425 1430 1435 1440 

Leu Thr Ser Gin Thr Gin Ala Thr Leu Gin Gin Ala Ser Gin Gin Val 

I445 1450 1455 

Leu Ala Ser Glu Ala Arg Arg Gin Glu Leu Glu Glu Ala Glu Arg Val 

1460 1465 1470 

Gly Ala Gly Leu Ser Glu Met Glu Gin Gin He Arg Glu Ser Arg He 

I475 1480 1485 

Ser Leu Glu Lys Asp He Glu Thr Leu Ser Glu Leu Leu Ala Arg Leu 

1490 1495 1500 

Gly Ser Leu Asp Thr His Gin Ala Pro Ala Gin Ala Leu Asn Glu Thr 
1505 1510 1515 1520 

Gin Trp Ala Leu Glu Arg Leu Arg Leu Gin Leu Gly Ser Pro Gly Ser 

1525 1530 1535 

Leu Gin Arg Lys Leu Ser Leu Leu Glu Gin Glu Ser Gin Gin Gin Glu 

1540 1545 1550 

Leu Gin lie Gin Gly Phe Glu Ser Asp Leu Ala Glu He Arg Ala Asp 
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1555 1560 1565 

Lys Gin Asn Leu Glu Ala He Leu His Ser Leu Pro Glu Asn Cys Ala 

1570 1575 1580 

Ser Trp Gin 
1585 

<210> 1363 
<211> 392 
<212> DNA 

<213> Homo sapiens 
<400> 1363 

tcatgactgt ggccatgctc tgcgtcgtgc gtcgtcaggg atacaggcgc cattgaagac 
60 

gaaggcgcca ccgaagacaa ggacgtagag gaaagccgcg ctgtgctcga aggcgcagca 
120 

ggaatctgcg aaaccgacaa agatgcggct gtttgagtgg atgtgaagga agatgcaggt 
180 

gtctcatcgg cggggccacc atgaacaacc cttcttgatg ccccgtaggt gacgcgctca 
240 

cacacgacat gcacaacaaa taaatcgcaa agcacagagg gacaatcgaa tacaccttga 
300 

cccatgcact tgcgtgcctg gaggcatggc taccaggcaa tcccctcatt tccagaatga 
360 

gcctgttttt gaaagcgact agggaagttc ag 
392 

<210> 1364 
<211> 104 
<212> PRT 

<213> Homo sapiens 



<400> 1364 




























Met 


Arg 


Gly 


Leu 


Pro 


Gly Ser 


His 


Ala 


Ser 


Arg 


His 


Ala 


Ser 


Ala 


Trp 


1 








5 










10 










15 




Val 


Lys 


Val 


Tyr 
20 


Ser 


He 


Val 


Pro 


Leu 

25 


Cys 


Phe 


Ala 


He 


Tyr 
30 


Leu 


Leu 


Cys 


Met 


Ser 
35 


Cys 


Val 


Ser 


Ala 


Ser 
40 


Pro 


Thr 


Gly 


His 


Gin 

45 


Glu 


Gly 


Leu 


Phe 


Met 
50 


Val 


Ala 


Pro 


Pro 


Met 
55 


Arg 


His 


Leu 


His 


Leu 

60 


Pro 


Ser 


His 


Pro 


Leu 


Lys 


Gin 


Pro 


His 


Leu 


Cys 


Arg 


Phe 


Arg 


Arg 


Phe 


Leu 


Leu 


Arg 


Leu 


65 










70 










75 










80 


Arg 


Ala 


Gin 


Arg 


Gly 


Phe 


Pro 


Leu Arg 


Pro 


Cys 


Leu Arg 


Trp 


Arg 


Leu 










85 










90 










95 




Arg 


Leu 


Gin 


Trp 
100 


Arg 


Leu 


Tyr 


Pro 



















<210> 1365 

<211> 451 

<212> DNA 

<213> Homo sapiens 

<400> 1365 
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nnacgcgtga gggagaagat ggatgacacc agcctctata atacgccctg tgtcctggac 



60 



ctacagcggg ccctggttca ggatcgccaa gaggcgccct ggaatgaggt ggatgaggtc 



120 



tggcccaatg tcttcatagc cgagaagagt gtggctgcga acaaggggag gctgaagagg 



180 



ctgggaatca cccacattct gaatgctgcg catggcaccg gcgtttacac tggccccgaa 



240 



ttctacactg gcctggagat ccagtacctg ggtgtagagg tggatgactt tcctgaggtg 



300 



gacatttccc agcatttccg gaaggcgtct gagttcctgg atgaggcgct gctgacttac 
360 

agagggaaag tcctggtcag cagcgaaatg ggcatcagcc ggtcagcagt gctggtggtc 

420 

gcctacctga tgatcttcca caacatggcc a 
451 

<210> 1366 
<211> 150 
<212> PRT 

<213> Homo sapiens 



<400> 1366 
























Thr 


Pro 


Xaa 


Arg 


Val 


Arg 


Glu 


Lys 


Met 


Asp 


Asp 


Thr 


Ser 


Leu 


Tyr 


Asn 


1 






5 










10 










15 




Cys 


Val 


Leu Asp 


Leu 


Gin 


Arg 


Ala 


Leu 


Val 


Gin 


Asp 


Arg 


Gin 


Glu 


Ala 






20 










25 










30 


Ala 


Glu 


Pro 


Trp 


Asn 


Glu 


Val 


Asp 


Glu 


Val 


Trp 


Pro 


Asn 


Val 


Phe 


He 




35 










40 










45 








Lys 


Ser 


Val 


Ala 


Val 


Asn 


Lys 


Gly 


Arg 


Leu 


Lys 


Arg 


Leu 


Gly 


He 


Thr 


50 










55 










60 








Glu 


His 


He 


Leu 


Asn 


Ala 


Ala 


His 


Gly Thr Gly 


Val 


Tyr 


Thr 


Gly 


Pro 


65 










70 










75 










80 


Phe 


Tyr 


Thr Gly 


Leu 
85 


Glu 


He 


Gin 


Tyr 


Leu 
90 


Gly 


Val 


Glu 


Val 


Asp 
95 


Asp 


Phe 


Pro 


Glu 


Val 


Asp 


He 


Ser 


Gin 


His 


Phe 


Arg 


Lys 


Ala 


Ser 


Glu 


Phe 








100 










105 










110 




Ser 


Leu 


Asp 


Glu 


Ala 


Leu 


Leu 


Thr 


Tyr 


Arg 


Gly 


Lys 


Val 


Leu 


Val 


Ser 




115 










120 










125 






Met 


Glu Met Gly 


He 


Ser 


Arg 


Ser 


Ala 


Val 


Leu 


Val 


Val 


Ala 


Tyr 


Leu 




130 










135 










140 










lie 


Phe 


His 


Asn 


Met 


Ala 






















145 










150 























<210> 1367 
<211> 330 
<212> DNA 

<213> Homo sapiens 



gtgclcgcgc cccggacaaa aaaatgagca gcaccccaga cgtcatcgct acacccatgg 

60 

cgccgatacg cgccaacgcc gtagaccgcg aacgctggct caccggcgcc gctgtactgc 
120 
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tcgtcgtcgc attgctgctg gtcatcgtcg cactgcccgt cagcgcactc gtcggccaga 
180 

gcttcctcga ccgcgaaggc gccttcgtcg gcctcgccaa cttcgctcgc tacctcgaca 
240 

accccgccct ggtccagtcc gccttcaaca gcctctggct ggccgcgatc agcgccgtca 
300 

tccgcaccgc catcgcctac gtctacgcgt 
330 

<210> 1368 
<211> 82 
<212> PRT 

<213> Homo sapiens 
<400> 1368 

Thr Ala Asn Ala Gly Ser 

1 5 
Cys Cys Trp Ser Ser Ser 

20 

Ala Ser Ser Thr Ala Lys 
35 

Ala Thr Ser Thr Thr Pro 
50 

Gly Trp Pro Arg Ser Ala 
65 70 
Thr Arg 

<210> 1369 
<211> 356 
<212> DNA 

<213> Homo sapiens 
<400> 1369 

cgccagtcca tctataagaa catcatccac agtgcagcac caatgggcga cgagatggct 
60 

catcacccgt acgtactgca ggctctcatg ctggggctgc tggagccgcg catgcggacg 
120 

cccctggacc cctacagcca ggagcagcgg gagcagctgc aggtcctacg ccaggctgcc 
180 

ttcgaggtgg agggggagtc ctcgggtgcc gggctaagtg ctgaccgtcg ccgttccctc 
240 

tgtgcccgag agttccgcaa actgggcttt tctaacagca acccagcaca ggacctggag 
300 

cgcgcgcccc ccggtctgct ggccctggac aacatgttgt acttctccag aaacgc 
356 

<210> 1370 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 1370 

Met Gly Asp Glu Met Ala His His Leu Tyr Val Leu Gin Ala Leu Met 
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Pro Ala Pro Leu Tyr 

10 

His Cys Pro Ser Ala 
25 

Ala Pro Ser Ser Ala 
40 

Pro Trp Ser Ser Pro 
55 

Pro Ser Ser Ala Pro 

75 



Cys Ser Ser Ser His 

15 

His Ser Ser Ala Arg 
30 

Ser Pro Thr Ser Leu 
45 

Pro Ser Thr Ala Ser 
60 

Pro Ser Pro Thr Ser 

80 
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1 

Leu Gly Leu Leu 

20 

Gin Glu Gin Arg 
35 

Val Glu Gly Glu 
50 

Ser Leu Cys Ala 
65 

Pro Ala Gin Asp 

Asn Met Leu Tyr 

100 



5 

Glu Pro Arg Met 

Glu Gin Leu Gin 

40 

Ser Ser Gly Ala 
55 

Arg Glu Phe Arg 

70 

Leu Glu Arg Val 
85 

Phe Ser Arg Asn 



10 

Arg Thr Pro Leu 
25 

Val Leu Arg Gin 

Gly Leu Ser Ala 

60 

Lys Leu Gly Phe 

75 

Pro Pro Gly Leu 
90 



15 

Asp Pro Tyr Ser 
30 

Ala Ala Phe Glu 
45 

Asp Arg Arg Arg 

Ser Asn Ser Asn 

80 

Leu Ala Leu Asp 
95 



<210> 1371 

<211> 648 

<212> DNA 

<213> Homo sapiens 



<400> 1371 

tcgcgagcac actccagcct 
60 

tgttcagcgg ttggattagc 
120 

cttatagaga agacatgttc 
180 

tttgccctct aagaagccta 
240 

ttgagagagc agtcagatta 
300 

ggaaagtcca tgccctcacc 
360 

atccgatagg cagtattgat 
420 

ttaagttata cctacaataa 
480 

tgcatggaaa tttgggattt 
540 

tatacctgga aatattcgga 
600 

ctctagaaga atgtgtcatt 
648 



ctgggctgcc tttttcaggt 
cagttctgca gactggctca 
caagtaccct ctttcctttg 
ctttcctctt ttcctctcct 
acccaacaac tcttggagtg 
agagtaatga ctaccatttc 
cagaagggga aatctagtgt 
aagacccagc cttagcccat 
ctagttagag gctttataaa 
acattctatt agcagaaatg 
gtcagtaatt ggaattactg 



tttgcaaact ggctatgaat 
cacccagacc atctggaccg 
tctgcttttc tcatgggtac 
cctctcccta tttctctttg 
ccttggtcac ctgagagcat 
tccaaaactc tcctcatgcc 
gttaaaattg ataaaccagc 
ggctgaatgt tgaatactgt 
ggtagaatca tgcagacaca 
caatgtagga agcttattgg 
acagatct 



<210> 1372 

<211> 101 

<212> PRT 

<213> Homo sapiens 



<400> 1372 

Met Phe Gin Val Pro Ser Phe Leu 

1 5 
Cys Pro Leu Arg Ser Leu Leu Ser 

20 

Phe Leu Phe Val Glu Arg Ala Val 



Cys Leu Leu Phe Ser Trp Val Leu 

10 15 
Ser Phe Pro Leu Leu Leu Ser Leu 
25 30 
Arg Leu Thr Gin Gin Leu Leu Glu 
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35 40 45 

Cys Leu Gly His Leu Arg Ala Trp Lys Val His Ala Leu Thr Arg Val 

50 55 60 

Met Thr Thr lie Ser Pro Lys Leu Ser Ser Cys His Pro lie Gly Ser 
65 70 75 80 

lie Asp Gin Lys Gly Lys Ser Ser Val Leu Lys Leu He Asn Gin Leu 

85 90 95 

Lys Leu Tyr Leu Gin 

100 

<210> 1373 
<211> 369 
<212> DNA 

<213> Homo sapiens 
<400> 1373 

caattggttt tccccaactt tctacttgca aagcaacttc ttagacctgg ggtcctctct 
60 

tgcaggcgcc ctgcatggca gagaactttt tccaccacaa ccttcgtgta acaggcagtt 
120 

acatgggttt catgggtcga catgggttcc gtgtcctgct tgccgggcct gagctgtttg 
180 

tcaggtgtac aaccgagaac cttgcagacc agaatccaag actccgcagc atgtgtgtgc 
240 

cggggcggga cacgagctgt tggaggagaa agccatcagt gtatttagag gcaaagggct 
300 

tcctaaatcg aggctgtgca ggcctcctga aagtccttac ccaagcttcc gaggtaaatc 
360 

ctctccgca 
369 

<210> 1374 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 1374 

Met Ala Glu Asn Phe Phe His His Asn Leu Arg Val Thr Gly Ser Tyr 

1 5 10 15 

Met Gly Phe Met Gly Arg His Gly Phe Arg Val Leu Leu Ala Gly Pro 

20 25 30 

Glu Leu Phe Val Arg Cys Thr Thr Glu Asn Leu Ala Asp Gin Asn Pro 

35 40 45 

Arg Leu Arg Ser Met Cys Val Pro Gly Arg Asp Thr Ser Cys Trp Arg 

50 55 60 

Arg Lys Pro Ser Val Tyr Leu Glu Ala Lys Gly Phe Leu Asn Arg Gly 
65 70 75 80 

Cys Ala Gly Leu Leu Lys Val Leu Thr Gin Ala Ser Glu Val Asn Pro 

85 90 95 

Leu Arg 



<210> 1375 
<211> 282 
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<212> DNA 

<213> Homo sapiens 

nacgcgJccg accgcgccac gcgcgggcac gccatcgact acatcgactt tcacctgcac 

ggctggcact ggcccgcctt caacatcgct gacatggcca tcgtgggcgg ggcgatcgcg 

ccggcggccc agccgcccac gagcgtggag aacccggccg ccacaaagga gccccagcga 

caccgggacg acccggaaac ccgcaacgca cacggCgcag gacaccaacc Cgaagagaac 
240 

ggcccccagc aCgagcggcc gcggcccggc ccccacgcta gc 

282 

<210> 1376 

<211> 59 

<212> PRT 

<213> Homo sapiens 

Xaa°Ila 3 phe Asp Arg Ala Thr Arg Gly His val He Asp Tyr lie Asp 

Phe His Leu His Gly Trp His Trp Pro Ala Phe Asn lie Ala Asp Met 

20 25 30 

Ala He Val Gly Gly Ala He Ala Leu Val Ala Gin Ser Phe Met Ser 

35 40 4S 

Val Glu Asn Pro Ala Ala Thr Lys Glu Ser Gin 
50 55 

<210> 1377 

<211> 6306 

<212> DNA 

«213> Homo sapiens 

cagclagala ggcgccccca gcccacccCc agCaaggggc cggccgcccg cacgagcgCg 

cgccccgcgc caccgcggac cggagccgaa aaagcccgac cggcgccacc caggagccgg 

acggcgcggg acacgcgcaa ccaggacccc gagcccgCaC ggagcgacac cgagcgcgcc 

gccccggccg gcgaagacca gcccccccgc ccagaccccc ccgaacttga tcttcctgaa 

ctagatgtga acgacttgga tacagacagc tttctgggtg gactcaagtg gtgcagtgac 

caatcagaaa taatatccaa tcagtacaac aatgagcctt caaacatatt tgagaagata 

gatgaagaga atgaggcaaa cttgctagca gtcctcacag agacactaga cagtctccct 

gtggatgaag acggattgcc ctcatttgat gcgctgacag atggagacgt gaccactgac 

aatgaggcta gtccttcctc catgcctgac ggcacccctc caccccagga ggcagaagag 
540 
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ccgtctctac 
600 

tgcagtggtc 
660 

gcaactgtra 
720 

aagccacaaa 
780 

cctcacacca 
840 

aagtcccaca 
900 

cctctgaccc 
960 

gaacgcacct 
1020 

cctcataaag 
1080 

aagaccgcgg 
1140 

ggcaataact 
1200 

tcctcagtcc 
1260 

tttggtgacc 
1320 

tcacaggagc 
1380 

gggcagattt 
1440 

agcaagcagg 
1500 

gagctgaaca 
1560 

accggtgaac 
1620 

ataaactcag 
1680 

ctgagctacc 
1740 

tcttctttta 
1800 

agaccccaaa 
1860 

tcaccatatt 
1920 

cattactatg 
1980 

agatcacgtt 
2040 

cagcacgaga 
2100 

agggccaagc 
2160 



ccaagaagcc 
tcagtaccca 
agactgagaa 
gacgtccctg 
aacccacaga 
cacagtcgca 
cagagtcacc 
taagtgtgga 
ccaaccaaga 
tgccaccacc 
ccaccaagaa 
tcactggtgg 
atgactattg 
tccaagactc 
gttcttccac 
cccctccttg 
agcacttcgg 
cgagggacag 
gactagccat 
cttgggatgg 
actctccacg 
ggatgcgctc 
ccaggtcaag 
agtcaagcca 
caagatcgcc 
ggctgaagag 
aaagggagag 



cttactggca 
gaaccatgca 
ttcatggagc 
ctcggagctt 
gaacagaaac 
gccacaacac 
aaatgacccc 
actctctgga 
taaccctttt 
atcaaagaag 
agggccggag 
acacgaggaa 
ccagtcaatt 
tagacaacta 
agattcagac 
cagcacaaga 
tcaccccagt 
tgatttcagt 
ggatggcctg 
cacgcaatcc 
tagagattct 
tcgttcaagg 
atcaaggtct 
ctacagacac 
ctacagccgt 
ggaagaacat 
gcagaggcag 



ccagccaaca 
aatcacaatc 
aataaagcga 
ctcaaatatc 
agcagcagag 
ttacaagcca 
aagggttccc 
actgcaggcc 
agggcttccc 
cccaggtaca 
caatccgagt 
aggaagacca 
aattccaaaa 
gaaaataaag 
cagtgctacc 
aaacagctcc 
caagctgttt 
aatgaacaat 
tttgatgaca 
tatccattgt 
gtgtcaccac 
tccttttctc 
ccaggcagta 
cgcacgcacc 
cggcccaggt 
cgcagagagt 
aaggcaattg 
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ctcagccaag 
acaggatcag 
agagtatttg 
tgaccacaaa 
acaaatgcac 
aaccaacaac 
catttgagaa 
taactccacc 
caaagctgaa 
gtgagtcttc 
tgtatgcaca 
agcggcccag 
cggaaatact 
atgtctcctc 
tgagagagac 
aagaccagga 
ttgacgacga 
tctccaaact 
gcgaagatga 
ccaatgtgcc 
ccaaatcctt 
gacacaggtc 
gatcctcttc 
gaaattctcc 
atgacagcta 
atgagaagcg 
aagagcgccg 



ttataatgaa 
aacaaaccct 
tcaacagcaa 
cgatgaccct 
ctccaaaaag 
tttatctctt 
caagactatt 
caccactcct 
gtcctcttgc 
tggtacacaa 
actcagcaag 
tctgcggctg 
cattaatata 
tgattggcag 
tttggaggca 
aatccgagcc 
agcagacaag 
acctatgctt 
aagtgataaa 
tccctcttgt 
attttctcaa 
gtgttcccga 
aagatcctgc 
cttgtatgtg 
cgaggaatat 
agagtctgag 
tgtgatttat 
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gtcggtaaaa ccagacccga cacaacacgg acagaactga gggaccgttt tgaagttttt 
ggtgaaattg aggagtgcac agtaaatctg cgggatgatg gagacagcta tggtttcatt 
acctaccgtt atacctgtga tgcttttgct gctcttgaaa atggatacac tttgcgcagg 
tcaaacgaaa ctgactttga gctgcacttt tgtggacgca agcaattttt caagtctaac 
tatgcagacc tagattcaaa ctcagatgac tttgaccctg cttccaccaa gagcaagcat 
gactctctgg attttgatag tttactgaaa gaagctcaga gaagcttgcg caggtaacat 
gttccctagc tgaggatgac agagggatgg cgaatacctc atgggacagc gcgtccttcc 
ctaaagacta ttgcaagtca tacttaggaa tttctcctac tttacactct ctgtacaaaa 
acaaaacaaa acaacaacaa tacaacaaga acaacaacaa caataacaac aatggtttac 
atgaacacag ctgctgaaga ggcaagagac agaatgatat ccagtaagca catgtttatt 
cltgggtgtc agctttgctt ttcctggagt ctcttggtga tggagtgtgc gtgtgtgcat 

2820 

gtatgtgtgt gtgtatgtat gtgtgtggtg tgtgtgcttg gtttagggga agtatgtgtg 
ggtacatgtg aggactgggg gcacctgacc agaatgcgca agggcaaacc atttcaaatg 
gcagcagttc catgaagaca cacttaaaac ctagaacttc aaaatgttcg tattctattc 

3000 

aaaaggaaaa atatatatat atatatatat atataaatta aaaaggaaag aaaactaaca 

3060 

accaaccaac caaccaacca accacaaacc accctaaaat gacagccgct gatgtctggg 
catcagcctt tgtactctgt ttttttaaga aagtgcagaa tcaacttgaa gcaagctttc 
tctcataacg taatgattat atgacaatcc tgaagaaacc acaggttcca tagaactaat 
atcctgtctc tctctctctc tctctctctc tctttttttt ttctttttcc ttttgccatg 
gaatctgggt gggagaggat actgcgggca ccagaatgct aaagtttcct aacattttga 
agtttctgta gttcatcctt aatcctgaca cccatgtaaa tgtccaaaat gttgatcttc 
cactgcaaat ttcaaaagcc ttgtcaatgg tcaagcgtgc agcttgttca gcggttcttt 
ccgaggagcg gacaccgggt tacattacta acgagagttg ggtagaactc tctgagatgt 
gttcagatag tgtaattgct acattctctg atgtagttaa gtatttacag atgttaaatg 
gagtattttt attttatgta tatactatac aacaatgttc ttttttgtta cagctatgca . 
ctgtaaatgc agccttcttt tcaaaactgc taaatttttc ttaatcaaga atattcaaat 
gtaattatga ggtgaaacaa ttattgcaca ctaacacatt tagaagctga acttactgct 
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tatatatatt 
3840 

gcaaaatgat 
3900 

aagaaatatc 
3960 

ttgtcgcttg 

4020 

tcatctaaaa 

4080 

atcaagaaat 
4140 

tttttaaaat 

4200 

taataattat 
4260 

cagtatttct 
4320 

tgcatcctgt 
4380 

gctgcagata 

4440 

attttctacc 
4500 

attcagcttt 
4560 

ggcgttgttc 
4620 

attttgatca 
4680 

tggagtgtgt 
4740 

tctggaagac 
4800 

accttgtaag 
4860 

ttatcaccag 
4920 

gattttttgg 
4980 

gaacttgttc 
5040 

ttgttctgta 
5100 

tctttctttc 
5160 

agcaataaat 
5220 

catgtgttct 
5280 

ttgccctgga 
5340 

agcactacag 
5400 



tgattgtaca 
gctttccgca 
ctagtcccct 
tttttctttg 
tttttctaga 
gtttttattt 
gctgttttgt 
agtatgattt 
ttcccttggc 
ataaatactg 
gcctatt tat 
taggatgcat 
tgcagaagca 
ttgatgacat 
tcaggatttc 
attcaagttt 
atgatacacc 
atggatttca 
catattgtgt 
cttcttattt 
acaggttctg 
ggttaaatgc 
tgaattttga 
tattttaaga 
ccattttgcc 
ttgttgacat 
acatcatatt 



aacaaaaaga 
catccatccc 
aaaggtatta 
aagttttata 
agatatcatg 
tctctatcaa 
tttaattttt 
ttacaataat 
agagtatgac 
atatttcatt 
tataaattat 
gacaattgtc 
gtgtttctac 
tgcttctgct 
atctgagtgt 
ctaaattgag 
tactactcaa 
cccccaggcc 
tctgagtgaa 
ctaagtagat 
cgttacaaca 
aggtatttta 
gtatcttctg 
aatcgagatt 
tttaaatttt 
gagtggaata 
gaggattaat 



cagtgtgtgt 
ttaggtgagc 
accacttctg 
cactggattt 
attttatgta 
cagtagtttt 
gtgattttaa 
taatgtgtgt 
gatggtattt 
cctttgttta 
gagatgatga 
aggttggagt 
ttgcactagc 
aaatttaata 
ggagtccctg 
attcgattac 
ttgttctttt 
aatgcagcta 
tccactgttt 
agaaagcaat 
gtaacacatc 
actgtgtgaa 
ttgtagaata 
tagtaaatcc 
tgtgaaccaa 
cttggtttct 
ttatcccccc 



gtctgttgag 
ttcaatctaa 
cgatattttt 
gttaggggaa 
aagtctctca 
gaaactagaa 
tttgatacaa 
ctgaagacta 
atctgtattt 
ctaaagagac 
aaataataaa 
gtaagtgctt 
atggcctctg 
aaaacttcag 
gaatggaatt 
tgtttggctg 
cctttctctc 
attttgatag 
gtcctgtcgg 
aaaaatacta 
tttaatccgc 
cgccaaacta 
ataataaaaa 
tattatgtgt 
tttcaaatac 
tttcttactt 
tacccccagc 



tgcaacaaga 
gcatcttgtc 
ccacattttc 
tgaaattttc 
atgggtaacc 
gtcaaaaatc 
aatgctgagg 
tctttgaagc 
tttacagtta 
atatttatca 
gccagtggaa 
catttgggaa 
acgtgaccat 
aaaaacctcc 
cagtaacatt 
acatgacttt 
gcccaacacg 
ctgcattcat 
atgcttgctt 
tgaaatgaaa 
ctaattcttg 
aagtttacag 
gactattaag 
tcaaggacca 
attctccctt 
accaaaagac 
ctgacaaata 
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ttgttaccat gaagatagtt ttcctcaatg 
5460 

cttttgtatc ttctgcagac actgtgggta 
5520 

atttttattt ttattttttt gggagagaat 
5580 

actggaggca aatttcggca tagatctgta 
5640 

tcatgccgtg gtaagtacca catctacaat 
5700 

tggatttttt tcttttttaa aagagatgta 
5760 

aattttttgc taaacgactc caagaacaac 
5820 

gagggaactt tgcactattg gggtatgatg 
5880 

catgccttta gatgtgagct tccagtaggt 
5940 

aatgagaact tcaatcactg tagtctaaga 
6000 

gtactataat gtgatgattc taaatttgta 
6060 

actgctgatt tgatggagct actttaagat 
6120 

aactatgctg aagagggaaa gtgagcgatt 
6180 

ctgccaattc tacatgtatt gttgtggttt 
6240 

ttttaaatgt gcagtacaca tcagcctcac 

6300 

atctaa 

6306 



gacttcaaat tgcatctaga attagtggag 
gcccatcaaa atgtaagctg tgctcctctc 
atttcaaatg aacacgtgca ccccatcatc 
ggatttttag aagaccgtgg gccattgcct 
tttggtaacc gaactggtgc tttagtaatg 
gcaaaataat tcttccagtg caacaaaatc 
agttgggctg tcaacattca aagcagcaga 
tttgggtcag ttgataaaag gaaacctttt 
aatgattatg tgtcctttct tgatggctgt 
cctgatctat agatgaccta gaatagccat 
cctatgtgac agacattttc aataatgtga 
ttgtaggtga aagtgtaata ctgttggttg 
agttgagccc ttgccgggcc ttttttccac 
tattcattgt atgaaaattc ctgtgatttt 
tgagctaata aagggaaacg aatgtttcaa 



<210> 1378 
<211> 798 
<212> PRT 

<213> Homo sapiens 



<400> 1378 
Met Ala Trp Asp 
1 

He Glu Cys Ala 

20 

Leu Pro Glu Leu 
35 

Asp Ser Phe Leu 
50 

He Ser Asn Gin 
65 

Asp Glu Glu Asn 

Asp Ser Leu Pro 

100 

Thr Asp Gly Asp 



Met Cys Asn Gin 
5 

Ala Leu Val Gly 

Asp Leu Ser Glu 

40 

Gly Gly Leu Lys 
55 

Tyr Asn Asn Glu 
70 

Glu Ala Asn Leu 
85 

Val Asp Glu Asp 
Val Thr Thr Asp 



Asp Ser Glu Ser 
10 

Glu Asp Gin Pro 
25 

Leu Asp Val Asn 

Trp Cys Ser Asp 

60 

Pro Ser Asn lie 
75 

Leu Ala Val Leu 
90 

Gly Leu Pro Ser 
105 

Asn Glu Aja Ser 



Val Trp Ser Asp 
15 

Leu Cys Pro Asp 
30 

Asp Leu Asp Thr 
45 

Gin Ser Glu He 

Phe Glu Lys lie 

80 

Thr Glu Thr Leu 
95 

Phe Asp Ala Leu 
110 

Pro Ser Ser Met 
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115 120 125 

Pro Asp Gly Thr Pro Pro Pro Gin Glu Ala Glu Glu Pro Ser Leu Leu 

130 135 140 

Lys Lys Leu Leu Leu Ala Pro Ala Asn Thr Gin Leu Ser Tyr Asn Glu 
145 150 155 160 

Cys Ser Gly Leu Ser Thr Gin Asn His Ala Asn His Asn His Arg lie 

165 170 175 

Arg Thr Asn Pro Ala He Val Lys Thr Glu Asn Ser Trp Ser Asn Lys 

180 185 190 

Ala Lys Ser He Cys Gin Gin Gin Lys Pro Gin Arg Arg Pro Cys Ser 

195 200 205 

Glu Leu Leu Lys Tyr Leu Thr Thr Asn Asp Asp Pro Pro His Thr Lys 

210 215 220 

Pro Thr Glu Asn Arg Asn Ser Ser Arg Asp Lys Cys Thr Ser Lys Lys 
225 230 235 240 

Lys Ser His Thr Gin Ser Gin Ser Gin His Leu Gin Ala Lys Pro Thr 

245 250 255 

Thr Leu Ser Leu Pro Leu Thr Pro Glu Ser Pro Asn Asp Pro Lys Gly 

260 265 270 

Ser Pro Phe Glu Asn Lys Thr He Glu Arg Thr Leu Ser Val Glu Leu 

275 280 285 

Ser Gly Thr Ala Gly Leu Thr Pro Pro Thr Thr Pro Pro His Lys Ala 

290 295 300 

Asn Gin Asp Asn Pro Phe Arg Ala Ser Pro Lys Leu Lys Ser Ser Cys 
305 310 315 320 

Lys Thr val Val Pro Pro Pro Ser Lys Lys Pro Arg Tyr Ser Glu Ser 

325 330 335 

Ser Gly Thr Gin Gly Asn Asn Ser Thr Lys Lys Gly Pro Glu Gin Ser 

340 345 350 

Glu Leu Tyr Ala Gin Leu Ser Lys Ser Ser Val Leu Thr Gly Gly His 

355 360 365 

Glu Glu Arg Lys Thr Lys Arg Pro Ser Leu Arg Leu Phe Gly Asp His 

370 375 380 

Asp Tyr Cys Gin Ser He Asn Ser Lys Thr Glu He Leu He Asn He 
385 390 395 400 

Ser Gin Glu Leu Gin Asp Ser Arg Gin Leu Glu Asn Lys Asp Val Ser 

405 410 415 

Ser Asp Trp Gin Gly Gin He Cys Ser Ser Thr Asp Ser Asp Gin Cys 

420 425 430 

Tyr Leu Arg Glu Thr Leu Glu Ala Ser Lys Gin Val Ser Pro Cys Ser 

435 440 445 

Thr Arg Lys Gin Leu Gin Asp Gin Glu He Arg Ala Glu Leu Asn Lys 

450 455 460 

His Phe Gly His Pro Ser Gin Ala Val Phe Asp Asp Glu Ala Asp Lys 
465 470 475 480 

Thr Gly Glu Leu Arg Asp Ser Asp Phe Ser Asn Glu Gin Phe Ser Lys 

485 490 495 

Leu Pro Met Phe He Asn Ser Gly Leu Ala Met Asp Gly Leu Phe Asp 

500 505 510 

Asp Ser Glu Asp Glu Ser Asp Lys Leu Ser Tyr Pro Trp Asp Gly Thr 

515 520 525 

Gin Ser Tyr Ser Leu Phe Asn Val Ser Pro Ser Cys Ser Ser Phe Asn 

530 535 540 

Ser Pro Cys Arg Asp Ser Val Ser Pro Pro Lys Ser Leu Phe Ser Gin 
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545 550 555 560 

Arg Pro Gin Arg Met Arg Ser Arg Ser Arg Ser Phe Ser Arg His Arg 

565 570 575 

Ser Cys Ser Arg Ser Pro Tyr Ser Arg Ser Arg Ser Arg Ser Pro Gly 

590 585 590 

Ser Arg Ser Ser Ser Arg Ser Cys Tyr Tyr Tyr Glu Ser Ser His Tyr 

c 95 600 605 

Arg His Arg Thr His Arg Asn Ser Pro Leu Tyr Val Arg Ser Arg Ser 

« 10 615 620 „ n „, t 

Arg Ser Pro Tyr Ser Arg Arg Pro Arg Tyr Asp Ser Tyr Glu Glu Tyr 

c 630 635 

Gin His Glu Arg Leu Lys Arg Glu Glu Tyr Arg Arg Glu Tyr Glu Lys 

645 650 655 

Arg Glu Ser Glu Arg Ala Lys Gin Arg Glu Arg Gin Arg Gin Lys Ala 

660 " 665 670 

lie Glu Glu Arg Arg Val lie Tyr Val Gly Lys lie Arg Pro Asp Thr 

675 680 685 

Thr Arg Thr Glu Leu Arg Asp Arg Phe Glu Val Phe Gly Glu lie Glu 

690 695 700 

Glu cys Thr Val Asn Leu Arg Asp Asp Gly Asp Ser Tyr Gly Phe He 

70S 710 715 720 

Thr Tyr Arg Tyr Thr Cys Asp Ala Phe Ala Ala Leu Glu Asn Gly Tyr 

725 730 735 

Thr Leu Arg Arg Ser Asn Glu Thr Asp Phe Glu Leu Tyr Phe Cys Gly 

740 745 750 

Arg Lys Gin Phe Phe Lys Ser Asn Tyr Ala Asp Leu Asp Ser Asn Ser 

755 760 765 

Asp Asp Phe Asp Pro Ala Ser Thr Lys Ser Lys Tyr Asp Ser Leu Asp 
770 775 780 

Phe Asp Ser Leu Leu Lys Glu Ala Gin Arg Ser Leu Arg Arg 
785 790 795 

<210> 1379 
<211> 590 
<212> DNA 

<213> Homo sapiens 

nnacgcgtcc ctgcccaacc cggctcagtt cagctggaga cagggccgac ccgcttgtcg 
gagtcgtcac gaggactgag gtgcgtcctg agatgcctgc ttgccaggtg ttagtgtcgg 
tttgctgggg ccgcggcgac agagcgccat agaccaggca gctgaaacag agttcaattt 
cttttaaagc ccgggggccg aaaaccccta aacaagggtt tgtgggggct cgtcccccgg 
glggacgtga gggcaatctg gtgtccctgc cgtgtggccg cgtcacccat ctctgccctc 
ggtgtccctg ccctgtggcc gcgtcaccca tctctgccct cggagtccct gccgtgtggc 
cgcgtcnacc cacccctgcc ctcggagccc ctgccgtgtg gccgtgtcna cccacctccg 

420 

ccctcggtgt ccctgccgtg tggccgagtc nacccacctc tgccctcggt gtccctgccg 

480 
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tgtggccgcg ccnacccacc tctgccctcg gtgtccccgc cgtgtggccg cgtcnaccca 

540 

tctctgcctt cggcgccccc gccgtgtggc cgcgtcaccc atctctgcag 
590 

<210> 1380 

<211> 141 

<212> PRT 

<213> Homo sapiens 

<400> 1380 



Asn 


Arg 


Val 


Gin 


Phe 


Leu 


Leu 


Lys 


Pro 


Gly 


Gly Arg 


Lys 


Pro 


Leu 


Asn 


1 








5 










10 








15 




Lys 


Gly Leu Trp Gly 


Leu 


Val 


Pro 


Trp 


Glu 


Asp Val 


Arg 


Ala 


He 


Trp 








20 










25 








30 






Cys 


Pro 


Cys 


Arg 


Val 


Ala 


Ala 


Ser 


Pro 


lie 


Ser Ala 


Leu 


Gly 


Val 


Pro 






35 










40 








45 








Ala 


Leu 


Trp 


Pro 


Arg 


His 


Pro 


Ser 


Leu 


Pro 


Ser Glu 


Ser 


Leu 


Pro 


Cys 




50 










55 








60 










Gly 


Arg 


Val 


Xaa 


Pro 


Ser 


Leu 


Pro 


Ser 


Glu 


Ser Leu 


Pro 


Cys 


Gly 


Arg 


65 










70 










75 








30 


Val 


Xaa 


Pro 


Pro 


Leu 


Pro 


Ser 


Val 


Ser 


Leu 


Pro Cys 


Gly 


Arg 


Val 


Xaa 










85 










90 








95 




Pro 


Pro 


Leu 


Pro 


Ser 


Val 


Ser 


Leu 


Pro 


Cys 


Gly Arg 


Val 


Xaa 


Pro 


Pro 








100 










105 








110 






Leu 


Pro 


Ser 


Val 


Ser 


Pro 


Pro 


Cys 


Gly 


Arg 


Val Xaa 


Pro 


Ser 


Leu 


Pro 






115 










120 








125 








Ser 


Val 


Ser 


Pro 


Pro 


Cys 


Gly 


Arg 


Val 


Thr 


His Leu 


Cys 


• 







130 135 140 



<210> 1381 
<211> 433 
<212> DNA 

<213> Homo sapiens 
<400> 1381 

ctgaccacct tagctaagca ttccctttct ggctgtagcc agatatgatg tgtgagtctg 
60 

cagatcatgc tggccccctt gacgaagcat gcactttctg gcctaggccg gatacgatgt 
120 

gtgaggccac ggagagtcca ggccggagca cactgaccgc cttggctaag cattcatttc 
180 

cgtgtcctgg ctgccaccag agaggaggca ggtcccacag atctgctctt gtttctgctg 
240 

gtctgaagcg gggtttcagt ttctgtgtgg aacaattcat taggggtttg atctcaaagc 
300 

ccaggcattg gccctgtacc tgttcctcac ggaagccgaa ctcctgctta tgggccccag 
360 

cctacaggca gccaaatggg ctagccccag ccaaggggct gtttggcgac ctctgaacca 

420 

cagctctcca egg 
433 

<210> 1382 
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<211> 123 
<212> PRT 
<213> Homo sapiens 



<400> 1382 
Met Met Cys Glu 
1 

Thr Phe Trp Pro 

20 

Gly Arg Ser Thr 
35 

Gly Cys His Gin 
50 

Ala Gly Leu Lys 

65 

Gly Leu He Ser 

Lys Pro Asn Ser 

100 

Leu Ala Pro Ala 
115 



Ser 


Ala 


Asp 


His 


5 








Arg 


Pro 


Asp 


Thr 


Leu 


Thr 


Ala 


Leu 








40 


Arg 


Gly Gly Arg 






55 




Trp 


Gly 


Phe 


Ser 




70 






Lys 


Pro 


Arg 


His 


85 








Cys 


Leu 


Trp 


Ala 


Lys 


Gly 


Leu 


Phe 








120 



Ala Gly Pro Leu 
10 

Met Cys Glu Ala 
25 

Ala Lys His Ser 

Ser His Arg Ser 

60 

Phe Cys Val Glu 
75 

Trp Pro Cys Thr 
90 

Pro Ala Tyr Arg 
105 

Gly Asp Leu 



Asp Glu Ala Cys 
15 

Thr Glu Ser Pro 
30 

Phe Pro Cys Pro 
45 

Ala Leu Val Ser 

Gin Phe He Arg 

80 

Cys Ser Ser Arg 
95 

Gin Pro Asn Gly 
110 



<210> 1383 

<211> 906 

<212> DNA 

<213> Homo sapiens 



nnaccggtgJ tttctgtatc aactgagaga accacatgtc aaggcagcaa agtgaccacg 
caccacagca cacctgcctc tggcttgcag .gccaagatgg cccctatgtc aaccagggtt 
ictgcagctg gtcctgggag acccacggcc tcctctctcc tgcccctgac caatacacca 
caaacgcctc acatgagctc acccacaccc ccaagagcca tggtgctcac aaagcaaaga 
ccaagccaga ctcaatcctg tggccccagg gtcagccgca gagcagacaa ctagaacctc 
acaagaagct gaacacaggc tgggtcacct ataaacaggg aggccatcct gaagggagga 
agcacccaac cagaggtgaa ctcaccttgg accattcgac aatgcagtcc aggcagaagt 
aatgggcaca gttctnccgg cgtccccacg gcctggtctc tgaatgcgtt gagacagatt 
gggcagctct ctgcatcatc atcagaattg aaagagccag cggcttccag tttcccctga 
gtacccgcta cctccagcaa tgtctccccg tcgtcttcag aatcctcgga accagatctg 
tcttccaggt cttcctcctc agacgccccc tcgtcttctc cgtctgtgcc atctccatgc 
t!gctgtcac tgtcgtcccc agagtcccca ctgctgccca cgctgctttc ttcaaagtca 

720 

cctgccgggt ccgcagggcc gacctgtggg tgtccatccg gccctgggct ccgggccaca 



1178 



BNSDOCIO: <WO 0058473A2 J_> 



WO 00/58473 PCT/USOO/0862 1 



agctcatcca ggctgtcgtc atccattgct gcacattgag ctcagctccg gaaacctcgt 
840 

gtcccgcagg cgctcgcgag cgctcgccgc cgctgcacga ccgagagtcg ctcctaggcc 
900 

cggccg 
906 



<210> 1384 

<211> 97 

<212> PRT 

<213> Homo sapiens 



<400> 1384 
Xaa Pro Val Phe 
1 

Lys Val Thr Thr 

20 

Met Ala Pro Met 
35 

Thr Ala Ser Ser 
50 

Met Ser Ser Pro 
65 

Pro Ser Gin Thr 
Asn 



Ser Val Ser Thr 

5 

His His Ser Thr 

Ser Thr Arg Val 

40 

Leu Leu Pro Leu 
55 

Thr Pro Pro Arg 
70 

Gin Ser Cys Gly 
85 



Glu Arg Thr Thr 
10 

Pro Ala Ser Gly 
25 

Ser Ala Ala Gly 

Thr Asn Thr Pro 

60 

Ala Met Val Leu 
75 

Pro Arg Val Ser 
90 



Cys Gin Gly Ser 
15 

Leu Gin Ala Lys 
30 

Pro Gly Arg Pro 
45 

Gin Thr Pro His 

Thr Lys Gin Arg 

80 

Arg Arg Ala Asp 
95 



<210> 1385 

<211> 210 

<212> DNA 

<213> Homo sapiens 



<400> 1385 

acgcgtgcac tgggtgtatg catggtaacg tacacgtgtg cactgtgtgt ggtgtgcatg 
60 

ncatggtgtg tgcacgtgtg cnactgtgta tgcatggtaa tgtgcacgtg tgcactgtgt 
120 

gcggcgtgta tgcatggtgt gtgcacgtgt gcactgtgtg tggggtgtat gncatggtgg 
180 

gtgcacatat gcactggggg gtgtgtatgc 
210 

<210> 1386 
<211> 70 
<212> PRT 

<213> Homo sapiens 
<400> 1386 

Thr Arg Ala Leu Gly Val Cys Met Val Thr Tyr Thr Cys Ala Leu Cys 

15 10 15 

Val Val Cys Met Xaa Trp Cys Val His Val Cys Xaa Cys Val Cys Met 

20 25 30 

Val Met Cys Thr Cys Ala Leu Cys Val Ala Cys Met His Gly Val Cys 
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35 40 
ir Cys Ala Leu Cys Val Gly Cys 
50 55 
Thr Gly Gly Cys Val Cys 
65 70 



45 

Met Xaa Trp Trp Val His lie Cys 

60 



<210> 1387 
<211> 521 
<212> DNA 

<213> Homo sapiens 



<400> 1387 
ggccgcaact 
60 

gtccaagccg 
120 

gccggtgagg 
180 

ggcggcaagg 
240 

gtgagggcgg 
300 

ggacatccct 
360 

gaaccacccg 
420 

cgatgagatc 
480 

cgtgggctaa 
521 



ccaccagcga 
aaggtgtttc 
acgaaggcgt 
agtccgaaga 
ggtatcccgc 
aggcgttgac 
gcatcagcag 
gatgttggcc 
gcgacgggcg 



aggcgatgtg 
cggttgcggc 
agttgccgcc 
cgaagactcc 
gatctgtcat 
ccaggggtgg 
gtgccagggg 
ttggagtggg 
agttcgcgac 



cgggcccatg 
aaacactccc 
gatggcagct 
gatagaggtg 
ccgcacgcag 

ggtggttcag 

cggattcccc 
aactcgggtc 
cgatgacgcg 



aagggaccaa 
caggaggcca 
ccgacagcac 
gtgaacatcg 
cgacgggtgc 
acgtgtgccg 
agcacctgac 
gaaggtgtac 
t 



aggccaggta 
gcacacagaa 
cgccggcgat 
gtgttccttt 
ggcattttct 
gcgcacgtct 
tcatatgcgt 
ccgatgaact 



<210> 1388 

<211> 103 

<212> PRT 

<213> Homo sapiens 



<400> 1388 

Gly Arg Asn Ser 

1 

Lys Gly Gin Val 

20 

Ser Pro Gly Gly 
35 

Ala Ala Asp Gly 
50 

Ser Glu Asp Glu 
65 

Val Arg Ala Gly 

Ala Ala Phe Ser 

100 

<210> 1389 
<211> 4013 



Thr Ser Glu Gly 
5 

Val Gin Ala Glu 

Gin His Thr Glu 

40 

Ser Ser Asp Ser 
55 

Asp Ser Asp Arg 
70 

Tyr Pro Ala lie 
85 

Gly His Pro 



Asp Val Arg Ala 
10 

Gly Val Ser Gly 
25 

Ala Gly Glu Asp 

Thr Ala Gly Asp 

60 

Gly Gly Glu His 
75 

Cys His Pro His 
90 



His Glu Gly Thr 
15 

Cys Gly Lys His 
30 

Glu Gly Val Val 
45 

Gly Gly Lys Glu 

Arg Cys Ser Phe 

80 

Ala Ala Thr Gly 
95 
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<212> DNA 
<213> Homo 

<400> 1389 
cctctgaaga 
60 

cgcacagcca 
120 

actgccatgc 
180 

tccctcttcc 
240 

ttcacctccc 
300 

tccctctact 
360 

tcctacccca 
420 

ccgttctggg 
480 

gagacgttct 
540 

atcacaaaca 
600 

cacgcctatc 
660 

gacgggagca 
720 

gcccagcgct 
780 

aacagcccac 
840 

tccaactcag 
900 

taccgtctcg 
960 

aaccaggtct 
1020 

gtcagcatag 
1080 

ggaggcgtgt 
1140 

cgtccttggc 
1200 

aagccctacc 
1260 

aggcccccac 
1320 

agttacacct 
1380 

tccttcctgc 

1440 

gcctttgcgg 
1500 



sapiens 

tggaaacatc 
catcaccacc 
acacccgctc 
cctatggggc 
cactcxtcaa 
tcacagacaa 
acccactccc 
acgatgctga 
atggtgaaca 
acgggggcta 
ctgcccagtg 
ggtcccatgc 
caggcaaccc 
tgatgcccca 
gcctccaagg 
agtgcctgca 
cctgcccttg 
gtcgctgggg 
gctgcagcta 
agttggccca 
cccgtgccct 
agcccgcctg 
tcaatgggct 
ctcagggccg 
ctcagcaccg 



aggaatgaca 
ccccacaacc 
cacagctgcc 
agacgccggg 
gccggcgact 
tggccagatc 
aacaggcttc 
cttctccact 
cagcctgcta 
caaggccagg 
gaccctcggg 
cctgtttctc 
ggtgctcatg 
gccagtgtgg 
gctgcagttc 
gtggctgaag 
ttcctggcag 
cctcggcagt 
cgggccctgg 
ggaactggag 
gtaccagcag 
gatgttcggg 
gggggacttc 
caccgcccag 
ctccagcagc 



acaccgtcac 
tcccagacca 
cccatcccca 
gacctggagt 
ggcttccccc 
atcttcccag 
acaggccggg 
ggtcggggga 
gtccagcagg 
tgggccctaa 
agcaacacct 
taccagagcg 
ggcttctcta 

gagaggtatc 

tacaggctac 
agccagcctc 
cagggacgac 
aggcagctgt 
ggagagtttc 
ccacagagct 
aggcggcccc 
gacccccaca 
ctgctggtcg 
actggctcag 
ctgggccccg 
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tgaagacaga 
ccatctccac 
tcctgcctga 
tcgtcaggag 
ttggctcctc 
agtcagacta 
accctgtggc 
ccacatttta 
ccgagtcttg 
aggtcacgtg 
accaagccat 
gtgggatgca 
gtggagatgg 
gccctgatag 
accgggaaga 
ggtggcccag 
gggacttacg 
gcagctccac 
gtgaaggctg 
ggtgctgccg 
acgtgggctg 
tcaccacctt 
gggcccaaga 
cccaggccac 
tcacggccca 



cggtgggaga 
cattcccagc 
gagaggagtt 
gaccgtggac 
tctccgtgat 
ccagattttc 
cctggtggct 
tcaggaatac 
gattagaaag 
ggtcaatgcc 
cctctccacg 
gtgggacgtg 
ctatttcgaa 
attcctgaat 
aaggcccaac 
ctggggctgg 
attccaaccc 
ctcttggcga 
gcacgtgcag 
ctggaatgac 
tgctacatac 
ggatggtgtc 
cgggaactcc 
caacttcatc 
atggcccctt 
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gagccccacg acgcaatccg tgtcctgctg 
1560 

catgaagacg gcggaggcca ggagacgttc 
1620 

ggctctgagg tctcggccag cttcgacggc 
1680 

aacaccctcc acgcctccgc cagcctcccg 
1740 

ctgggggtct ggaataacaa tccagaggac 
1800 

cccccaggga gccctgagga gatgcttttc 
1860 

acaggccccc ttggcaagag gaatgaccag 
1920 

tcacaactgc aaaaaaacag ctcctgggct 
1980 

agctcatgca tctatgacac cctggccctg 
2040 

gaagtcagta aaaactacga gcaggcgaac 
2100 

aatggtggtc gtgtgattga agcctacaag 
2X60 

aatgctgagg atgccaactt cacgctcaga 
2220 

aatgggacgt tgctgtggac acccaagtcg 
2280 

agaagtgcca agattggctt ggcatctgca 
2340 

aatgcagaga gccagtgttt gtacaatcag 
2400 

gtggctggct gcaagtgtga cgggggcacc 
2460 

gcctgtgagg agccgtgctt cccgagtgtc 
2520 

tgccctccaa acctgactgg ggatgggcgg 
2580 

tgtcagaacc agtcctgccc tgtgaattac 
2640 

cagactctgg gctgtcagcc catgtgcacc 
2700 

ctcctggctg ggaacaactt cagtccaact 
2760 

cagctctcgc tcagtgaaga ggaaaatgcc 
2820 

tacagactgg ggaccctgga catgcgggcc 
2880 

gattctgcag caccggcctc gggaagcccc 
2 94 0 

cagtaccgcc ctcggggccc ggtcattgac 
3000 

gtggaggcgt tcttatacca cgttccacgg 
3060 

ttccagccca tctccgggga agacgtgcgc 
3120 



gataaccaga 


ctgtgacatt 


tcagcctgac 


aacgccaccg 


gagtcctcct 


gagccgcaac 


tgggccaccg 


tctcggtgat 


cgcgctctcc 


cccgagtacc 


agaaccgcac 


ggaggggctc 


gacttcagga 


tgcccaatgg 


ctccaccatt 


cactttggaa 


tgacctggca 


gatcaacggg 


ctgccttcca 


acttcacccc 


tgttttctac 


gaacatttga 


tctccaactg 


tgacggagat 


cgcaacgcaa 


gcatcggact 


tcacacgagg 


gccaccctca 


atcagtaccc 


gccctccatc 


gggcagacca 


cgctgattca 


gtacaccagc 


gacagctgca 


ccgacttgga 


gctctttgag 


ctggagccat 


tcactctgga 


gattctagca 


ctccagccca 


ggactgtggt 


ctgccattgc 


accagcaggg 


tgggcaactc 


ctccctggag 


ctcggccgct 


actgcgaggg 


ctccgaggat 


cactgcgttc 


ctgggaaggg 


ctgcgaggcc 


cactgtgcgg 


ctctggggag 


ctctttcctg 


tgctacaatc 


aaggccactg 


ctacatctcc 


tgccccccag 


ccttcactga 


cagccgctgc 


gtcaacctag 


aacttccctt 


aagagtcatc 


tccauggcag 


-3 rrrr t~ 71 C*CI C* 
ay y n»o»\-yv« 


ctcootaaca 


tttctccgca 


acagccaagt 


ggaacgaatc 


atccaacact 


ggatggtcat 


ctcggagttc 


ttcctgaaca 


accagctgct 


ggccgcggcg 


aggagtgagg 


agcccaggaa 


cgacgtggtc 


gacgtgacag 


ccctgaacgc 


gagcacgctg 
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aaggcttact 
3180 

ggcttcacct 
3240 

cacctgccca 
3300 

gagcactgtg 
3360 

ctgggcggcc 
3420 

tccggggcca 
3480 

tgtggcctag 
3540 

ttttgggaga 
3600 

aatactggga 
3660 

ccataaagat 
3720 

agcctgtgca 
3780 

ggccctaagt 
3840 

tctatttaaa 
3900 

attttcttct 
3960 

agtgtggagg 
4013 



tcagatgcga 
gcgtgtcccc 
gtgggccccg 
agcacctgag 
tcttgctgct 
ggttctccta 
gctacctcaa 
ctggaaaagg 
atcaagacaa 
caaacatgca 
cgcgcgcgtg 
taagcaaaat 
taaagtctct 
ggtggccgaa 
ttaagtgctg 



tggctacaag 
gtgcagtagg 
ctgcagctgt 
cacgaaactc 
gggggtcggg 
tttcctgaac 
gactcacctc 
gaaggtgact 
gaccatacct 
tggatgggtc 
cacacacaca 
gcttctgcac 
ctgacttttt 
gggctggaca 
ggcagcagtg 



ggctacgacc 
ggctactgtg 
gtgtccttct 
gacgcgttct 
acgttcgtgg 
tcagctgagg 
atccctaccg 
gaaggctgtc 
tatccatagg 
ctcacgcaga 
cacacacaca 
acaaaactct 
gtgtctccaa 
cagacttctc 
gagcattagg 



tggtctacag 
accatggagg 
ccatctacac 
tcggcatctt 
tcctgcgctt 
ccttgccttg 
cacatttaag 
aggattcttc 
cgcaggtgca 
cacacccaca 
cgagttcata 
ctggtttact 
aaccaggaat 
ccaaccatca 
ggcagctgga 



cccccagagc 
ccagtgccag 
ggcctggggc 
ctttggggcc 
ctggggttgc 
aaggggcagc 
gcgccattgc 
aaggagaatg 
cagggggagg 
gaaggacact 
atgtggtgat 
tcaaattaac 
tccattcctg 
gagggcacag 
tec 



<210> 1390 

<211> 1156 

<212> PRT 

<213> Homo sapiens 



<400> 1390 

Pro Leu Lys Met Glu Thr Ser Gly Met Thr Thr Pro Ser Leu Lys Thr 

15 10 15 

Asp Gly Gly Arg Arg Thr Ala Thr Ser Pro Pro Pro Thr Thr Ser Gin 

20 25 30 

Thr lie lie Ser Thr He Pro Ser Thr Ala Met His Thr Arg Ser Thr 

35 40 45 

Ala Ala Pro He Pro He Leu Pro Glu Arg Gly Val Ser Leu Phe Pro 

50 55 60 

Tyr Gly Ala Asp Ala Gly Asp Leu Glu Phe Val Arg Arg Thr Val Asp 
65 70 75 80 

Phe Thr Ser Pro Leu Phe Lys Pro Ala Thr Gly Phe Pro Leu Gly Ser 

85 90 95 

Ser Leu Arg Asp Ser Leu Tyr Phe Thr Asp Asn Gly Gin lie He Phe 

100 105 HO 

Pro Glu Ser Asp Tyr Gin He Phe Ser Tyr Pro Asn Pro Leu Pro Thr 

115 120 12S 

Gly Phe Thr Gly Arg Asp Pro Val Ala Leu Val Ala Pro Phe Trp Asp 
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130 135 140 

Asp Ala Asp Phe Ser Thr Gly Arg Gly Thr Thr Phe Tyr Gin Glu Tyr 
145 150 155 l eo 

Glu Thr Phe Tyr Gly Glu His Ser Leu Leu Val Gin Gin Ala Glu Ser 

165 l™ 175 

Trp He Arg Lys He Thr Asn Asn Gly Gly Tyr Lys Ala Arg Trp Ala 

180 135 190 

Leu Lys val Thr Trp Val Asn Ala His Ala Tyr Pro Ala Gin Trp Thr 

195 200 205 

Leu Gly Ser Asn Thr Tyr Gin Ala lie Leu Ser Thr Asp Gly Ser Arg 

210 215 220 

Ser Tyr Ala Leu Phe Leu Tyr Gin Ser Gly Gly Met Gin Trp Asp Val 

230 235 240 

All Gin Arg Ser Gly Asn Pro Val Leu Met Gly Phe Ser Ser Gly Asp 

245 250 255 

Gly Tyr Phe Glu Asn Ser Pro Leu Met Ser Gin Pro Val Trp Glu Arg 

260 265 270 

Tyr Arg Pro Asp Arg Phe Leu Asn Ser Asn Ser Gly Leu Gin Gly Leu 
275 280 285 

Gin Phe Tyr Arg Leu His Arg Glu Glu Arg Pro Asn Tyr Arg Leu Glu 

290 ' 295 300 

Cvs Leu Gin Trp Leu Lys Ser Gin Pro Arg Trp Pro Ser Trp Gly Trp 
305 310 315 320 

Asn Gin val Ser Cys Pro Cys Ser Trp Gin Gin Gly Arg Arg Asp Leu 

325 330 335 

Arq Phe Gin Pro Val Ser lie Gly Arg Trp Gly Leu Gly Ser Arg Gin 

340 34S 350 

Leu Cys Ser Phe Thr Ser Trp Arg Gly Gly Val Cys Cys Ser Tyr Gly 

355 360 365 

Pro Trp Gly Glu Phe Arg Glu Gly Trp His Val Gin Arg Pro Trp Gin 

370 * 375 380 

Leu Ala Gin Glu Leu Glu Pro Gin Ser Trp Cys Cys Arg Trp Asn Asp 
385 390 395 400 

Lvs Pro Tyr Leu Cys Ala Leu Tyr Gin Gin Arg Arg Pro His Val Gly 

405 410 415 

Cys Ala Thr Tyr Arg Pro Pro Gin Pro Ala Trp Met Phe Gly Asp Pro 

420 425 430 

His lie Thr Thr Leu Asp Gly Val Ser Tyr Thr Phe Asn Gly Leu Gly 

435 440 445 

Asp Phe Leu Leu Val Gly Ala Gin Asp Gly Asn Ser Ser Phe Leu Leu 

450 455 460 

Gin Gly Arg Thr Ala Gin Thr Gly Ser Ala Gin Ala Thr Asn Phe He 

470 475 480 

Ala Phe Ala Ala Gin Tyr Arg Ser Ser Ser Leu Gly Pro Val Thr Val 

485 490 495 

Gin Trp Leu Leu Glu Pro His Asp Ala lie Arg Val Leu Leu Asp Asn 

500 505 510 

Gin Thr Val Thr Phe Gin Pro Asp His Glu Asp Gly Gly Gly Gin Glu 

51S 520 525 

Thr Phe Asn Ala Thr Gly Val Leu Leu Ser Arg Asn Gly Ser Glu Val 

530 535 540 

Ser Ala Ser Phe Asp Gly Trp Ala Thr Val Ser Val He Ala Leu Ser 
545 550 555 560 

Asn He Leu His Ala Ser Ala Ser Leu Pro Pro Glu Tyr Gin Asn Arg 
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565 570 575 

Thr Glu Gly Leu Leu Gly Val Trp Asn Asn Asn Pro Glu Asp Asp Phe 

580 585 590 

Arg Met Pro Asn Gly Ser Thr lie Pro Pro Gly Ser Pro Glu Glu Met 

595 600 605 

Leu Phe His Phe Gly Met Thr Trp Gin lie Asn Gly Thr Gly Leu Leu 

610 615 620 

Gly Lys Arg Asn Asp Gin Leu Pro Ser Asn Phe Thr Pro Val Phe Tyr 
625 630 635 640 

Ser Gin Leu Gin Lys Asn Ser Ser Trp Ala Glu His Leu lie Ser Asn 

645 650 655 

Cys Asp Gly Asp Ser Ser Cys lie Tyr Asp Thr Leu Ala Leu Arg Asn 

660 665 670 

Ala Ser He Gly Leu His Thr Arg Glu Val Ser Lys Asn Tyr Glu Gin 

675 680 685 

Ala Asn Ala Thr Leu Asn Gin Tyr Pro Pro Ser He Asn Gly Gly Arg 

690 695 700 

Val He Glu Ala Tyr Lys Gly Gin Thr Thr Leu He Gin Tyr Thr Ser 
705 710 715 720 

Asn Ala Glu Asp Ala Asn Phe Thr Leu Arg Asp Ser Cys Thr Asp Leu 

725 730 735 

Glu Leu Phe Glu Asn Gly Thr Leu Leu Trp Thr Pro Lys Ser Leu Glu 

740 * 745 750 

Pro Phe Thr Leu Glu He Leu Ala Arg Ser Ala Lys He Gly Leu Ala 

755 760 765 

Ser Ala Leu Gin Pro Arg Thr Val Val Cys His Cys Asn Ala Glu Ser 

770 775 780 

Gin Cys Leu Tyr Asn Gin Thr Ser Arg Val Gly Asn Ser Ser Leu Glu 
785 790 795 800 

Val Ala Gly Cys Lys Cys Asp Gly Gly Thr Phe Gly Arg Tyr Cys Glu 

805 810 815 

Gly Ser Glu Asp Ala Cys Glu Glu Pro Cys Phe Pro Ser Val His Cys 

820 825 830 

Val Pro Gly Lys Gly Cys Glu Ala Cys Pro Pro Asn Leu Thr Gly Asp 

835 840 845 

Gly Arg His Cys Ala Ala Leu Gly Ser Ser Phe Leu Cys Gin Asn Gin 

850 855 860 

Ser Cys Pro Val Asn Tyr Cys Tyr Asn Gin Gly His Cys Tyr He Ser 
865 870 875 880 

Gin Thr Leu Gly Cys Gin Pro Met Cys Thr Cys Pro Pro Ala Phe Thr 

885 890 895 

Asp Ser Arg Cys Phe Leu Ala Gly Asn Asn Phe Ser Pro Thr Val Asn 

900 905 910 

Leu Glu Leu Pro Leu Arg Val He Gin Leu Leu Leu Ser Glu Glu Glu 

915 920 925 

Asn Ala Ser Met Ala Glu Val Asn Ala Ser Val Ala Tyr Arg Leu Gly 

930 935 940 

Thr Leu Asp Met Arg Ala Phe Leu Arg Asn Ser Gin Val Glu Arg He 
945 950 955 960 

Asp Ser Ala Ala Pro Ala Ser Gly Ser Pro He Gin His Trp Met Val 

965 970 975 

lie Ser Glu Phe Gin Tyr Arg Pro Arg Gly Pro Val He Asp Phe Leu 

980 985 990 

Asn Asn Gin Leu Leu Ala Ala Val Val Glu Ala Phe Leu Tyr His Val 
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995 1000 1005 

Pro Arg Arg Ser Glu Glu Pro Arg Asn Asp Val Val Phe Gin Pro He 

1010 1015 1020 

Ser Gly Glu Asp Val Arg Asp Val Thr Ala Leu Asn Val Ser Thr Leu 
1025 1030 1035 1040 

Lys Ala Tyr Phe Arg Cys Asp Gly Tyr Lys Gly Tyr Asp Leu Val Tyr 

1045 1050 1055 

Ser Pro Gin Ser Gly Phe Thr Cys Val Ser Pro Cys Ser Arg Gly Tyr 

1060 1065 1070 

Cys Asp His Gly Gly Gin Cys Gin His Leu Pro Ser Gly Pro Arg Cys 

1075 1080 1085 

Ser Cys Val Ser Phe Ser He Tyr Thr Ala Trp Gly Glu His Cys Glu 

1090 1095 HOO 

His Leu Ser Met Lys Leu Asp Ala Phe Phe Gly He Phe Phe Gly Ala 
H05 IHO ll 15 1120 

Leu Gly Gly Leu Leu Leu Leu Gly Val Gly Thr Phe Val Val Leu Arg 

1125 H30 H35 

Phe Trp Gly Cys Ser Gly Ala Arg Phe Ser Tyr Phe Leu Asn Ser Ala 

1140 H45 H50 

Glu Ala Leu Pro 
1155 

<210> 1391 

<211> 481 

<212> DNA 

<213> Homo sapiens 

<400> 1391 

gtcgacggca tcgaggtcca tgacaaggca accgacctca accgcctgcg ccagaagatc 
60 

ggcattgtgt tccagcagtg gaacgccttc ccgcacctca ccgtgctgga aaacgtgatg 
120 

ctggcgccgc gcaaggtgct cggtaaaagc aagcagaagg ccgaggagct ggcggtccgg 
180 

caactgaccc acgtgggcct gagcgacaag ctcaagacct ttcccgcana gctttccggc 
240 

ggccagcaac agcgcatggc gattgcccgg gccctggcca tgtcgccgga ctacatgctg 
300 

ttcgacgaag ccacctcggc ccttgatccg cagttggtgg gcgaggtgct ggacaccatg 
360 

cgcatgctcg ccgaagacgg catgaccatg gtcctggtga cccatgaaat ccgctttgcc 
420 

cgcgatgtgt ccgatcgcgt ggcgttcttt cgcaacggcc tggtgcacga gatcggcgcg 
480 

c 

481 

<210> 1392 

<211> 160 

<212> PRT 

<213> Homo sapiens 

<400> 1392 

Val Asp Gly lie Glu Val His Asp Lys Ala Thr Asp Leu Asn Arg Leu 
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1 

Arg Gin Lys He 

20 

Leu Thr Val Leu 
35 

Lys Ser Lys Gin 
50 

Val Gly Leu Ser 
65 

Gly Gin Gin Gin 

Asp Tyr Met Leu 

100 

Val Gly Glu Val 
115 

Thr Met Val Leu 
130 

Asp Arg Val Ala 
145 



5 

Gly He Val Phe 

Glu Asn Val Met 

40 

Lys Ala Glu Glu 
55 

Asp Lys Leu Lys 
70 

Arg Met Ala He 
85 

Phe Asp Glu Ala 

Leu Asp Thr Met 

120 

Val Thr His Glu 
135 

Phe Phe Arg Asn 
150 



10 

Gin Gin Trp Asn 
25 

Leu Ala Pro Arg 

Leu Ala Val Arg 

60 

Thr Phe Pro Ala 
75 

Ala Arg Ala Leu 
90 

Thr Ser Ala Leu 
105 

Arg Met Leu Ala 

He Arg Phe Ala 

140 

Gly Leu Val His 
155 



15 

Ala Phe Pro His 

30 

Lys Val Leu Gly 
45 

Gin Leu Thr His 

Xaa Leu Ser Gly 

80 

Ala Met Ser Pro 
95 

Asp Pro Gin Leu 
110 

Glu Asp Gly Met 
125 

Arg Asp Val Ser 

Glu He Gly Ala 

160 



<210> 1393 

<211> 309 

<212> DNA 

<213> Homo sapiens 



<400> 1393 
cggccgccat 
60 

tacgaacccg 
120 

tgggcccttc 
180 

cgggacaacc 
240 

cccggctgcc 
300 

caagttgct 
309 



cggcgcgggc 
acgaacacgg 
tgcgccgtca 
ggtggcgtgg 
gggcgagccc 



cttgtgggat 
acaccgcaag 
gggcatcagg 
ggtgacccgc 
cggatctggt 



atggccatta 
cccgagtcgt 
tggcccgctg 
cgtaagaagg 
ggaccgccag 



ctgaggtgct 
tgtacggcgc 
cancggtgga 
ttncgcacca 
ttccgcgtcg 



ggccggctac 
ggtcaagatg 
gcgcctcatg 
ccatcgctga 
aggcgcccaa 



<210> 1394 

<211> 79 

<212> PRT 

<213> Homo sapiens 

<400> 1394 



Arg 


Pro 


Pro 


Ser 


Ala 


Arg 


Ala 


Leu 


Trp 


Asp 


Met 


Ala 


lie 


Thr 


Glu 


Val 


1 








5 










10 










15 




Leu 


Ala 


Gly 


Tyr 


Tyr 


Glu 


Pro 


Asp 


Glu 


His 


Gly 


His 


Arg 


Lys 


Pro 


Glu 








20 










25 










30 






Ser 


Leu 


Tyr 


Gly Ala 


Val 


Lys 


Met 


Trp 


Ala 


Leu 


Leu 


Arg 


Arg 


Gin 


Gly 






35 










40 










45 








He 


Arg 


Trp 


Pro 


Ala 


Ala 


Xaa 


Val 


Glu 


Arg 


Leu 


Met 


Arg 


Asp 


Asn 


Arg 




50 










55 










60 










Trp 


Arg 


Gly 


Val 


Thr 


Arg 


Arg 


Lys 


Lys 


Val 


Xaa 


His 


His 


His 


Arg 
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65 70 75 

<210> 1395 
<211> 347 
<212> DNA 

<213> Homo sapiens 
<400> 1395 

accggtgggg ttcgtggtgg cctggctact ttttggcgcg agcggtgtgg tgtgggccgt 
60 

tatgacggta gtcgtgggcg aaacggtgct tgtcgttgtg cgccgtcaac gtcgaagagc 
120 

ccagattctt aaaggcggtc gcgatgttgc ccgggcgaca agggccttgg ctggacgggt 
180 

gtcggtgggg gagatcccct cagttgcact agagcacgtg gccgatgacg tggaggtatt 
240 

ggctcaggct aggcgggctc atgcagtggg cggaagcgtt tccgacgccc tcattgccac 
300 

ctcccggcaa ccagggatgg ctggtctggt gccactagcc cacgcgt 
347 

<210> 1396 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 1396 

Met Thr Val Val Val Gly Glu Thr Val Leu Val Val Val Arg Arg Gin 

15 10 15 

Arg Arg Arg Ala Gin He Leu Lys Gly Gly Arg Asp Val Ala Arg Ala 

20 25 30 

Thr Arg Ala Leu Ala Gly Arg Val Ser Val Gly Glu He Pro Ser Val 

35 40 45 

Ala Leu Glu His Val Ala Asp Asp Val Glu Val Leu Ala Gin Ala Arg 

50 55 60 

Arg Ala His Ala Val Gly Gly Ser Val Ser Asp Ala Leu lie Ala Thr 
65 70 75 80 

Ser Arg Gin Pro Gly Met Ala Gly Leu Val Pro Leu Ala His Ala 

85 90 95 

<210> 1397 

<211> 308 

<212> DNA 

<213> Homo sapiens 

<400> 1397 

caattgcgcg ggttactgca ggcgaagatg cagatgatgt cggacaccaa tttcctcgac 
60 

ctggcccgcg tcgcgattgc cgccactatc cattctccgg aacgcgcgca agacatggtc 
120 

aaccgcttga gcaaacgcga agaaggcttc acgcaatggg tacgtgccgc acaggacgat 
180 

ggtcgactgt cctgcagcga cccggcgttc gctgcccacc agatacaaag cctgctcaag 
240 
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gcgttcgcct tttggccgca aatcaccctg ggccagccgg tgctggatgc cgccagccag 
300 

gccaacgt 
308 

<210> 1398 

<211> 93 

<212> PRT 

<213> Homo sapiens 



<400> 1398 




























Met 


Gin Met 


Met 


Ser 


Asp 


Thr 


Asn 


Phe 


Leu 


Asp 


Leu 


Ala 


Arg 


Val 


Ala 


1 






5 










10 










15 




He 


Ala Ala 


Thr 


lie 


His 


Ser 


Pro 


Glu 


Arg 


Ala 


Gin 


Asp 


Met 


Val 


Asn 






20 










25 










30 






Arg 


Leu Ser 


Lys 


Arg 


Glu 


Glu 


Gly 


Phe 


Thr 


Gin 


Trp 


Val 


Arg 


Ala 


Ala 




35 










40 










45 








Gin 


Asp Asp 


Gly 


Arg 


Leu 


Ser 


Cys 


Ser 


Asp 


Pro 


Ala 


Phe 


Ala 


Ala 


His 




50 








55 










60 










Gin 


lie Gin 


Ser 


Leu 


Leu 


Lys 


Ala 


Phe 


Ala 


Phe 


Trp 


Pro 


Gin 


He 


Thr 


65 








70 










75 










80 


Leu 


Gly Gin 


Pro 


Val 


Leu 


Asp 


Ala 


Ala 


Ser 


Gin 


Ala 


Asn 









85 90 



<210> 1399 

<211> 539 

<212> DNA 

<213> Homo sapiens 

<400> 1399 

gctagctaac atttattttt gtttttatta ttgttatcta gtggtaaaaa tttcttaagc 
60 

aatgaactga agtctagatt tttgagatgt agtcctttac tgattataaa gcaaatgcct 
120 

ttagatattt taacttcatc agtactatct gtagtaggag gctgatttta ctaaaattag 
180 

ataattatat acatctgttc ctattccttt ggtaggacct ttaagaaagt catgctgaat 
240 

ctgagaatgc caggacattt cacgtggtat gaatgtagga tattcattta cacatcgctg 
300 

cacagacagc ctctatataa cccaccctgt tggggtattg aattttttct tttcccgccc 
360 

tacttttaaa tcttgtcatg taatttcaac acataatttg tggcacttta gtttttttac 
420 

cctttatagt ttaataactt atacatgtac atgcttaaaa tgtcaaacaa tacaaatggg 
480 

aacaaagaaa attgcttcac catctgtgaa cccctccttt tgtagtcccc ttcacgcgt 
539 

<210> 1400 

<211> 90 

<212> PRT 

<213> Homo sapiens 
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<400> 1400 
Met Asn Val Gly 
1 

lie Thr His Pro 

20 

Phe Lys Ser Cys 
35 

Phe Phe Thr Leu 
50 

Cys Gin Thr lie 
65 

Asn Pro Ser Phe 



Tyr Ser Phe Thr 
5 

Val Gly Val Leu 

His Val He Ser 

40 

Tyr Ser Leu He 
55 

Gin Met Gly Thr 
70 

Cys Ser Pro Leu 



His Arg Cys Thr 
10 

Asn Phe Phe Phe 
25 

Thr His Asn Leu 

Thr Tyr Thr Cys 

60 

Lys Lys He Ala 
75 

His Ala 
90 



Asp Ser Leu Tyr 
15 

Ser Arg Pro Thr 
30 

Trp His Phe Ser 
4 5 ' 
Thr Cys Leu Lys 

Ser Pro Ser Val 

80 



<210> 1401 

<211> 653 

<212> DNA 

<213> Homo sapiens 



<400> 1401 
ttcgaggggt 
60 

cggctgtgca 
120 

ncattggggt 
180 

ccaacggtga 
240 

ttgaggtggg 
300 

caggccataa 
360 

accctattgg 
420 

aaacggcacc 
480 

acgtgtgttg 
540 

ggcatctacc 
600 

cacctgcagg 
653 



cacttggact 
ccgtcaccgc 
ttgatggccg 
ttaacccgat 
aaggaatcgt 
ccagcatcga 
tcgggctgct 
tcatcccgga 
gcgctaacgt 
tggcgaacca 
tgctcctcgt 



caagcttcgc 
aaggctggcg 
cgtttccctg 
cctgcgtcag 
cgtcgatccg 
ccgatcttcc 
cttcgctggc 
cttcctacaa 
cattcgggag 
gcgcaacctc 
tggcgtccta 



gaagtccggg 
tgggttnnct 
ctgctgggcg 
ttgcgtccta 
ctcggcgcca 
atcggacaag 
cccatcgggt 
ggcgtgattt 
gaatcgggcc 
gagcttgagc 
ttcatcatgc 



acctcggacg 
catcaccggc 
cgatcctcat 
cccggcgagt 
tcctggcatt 
gcgtcttgaa 
ggatcgtcac 
tcgttggggt 
tggtcgccgt 
ccgtcatcga 
ttgcaggacg 



accgattttt 
gcggcgatgg 
cgtcaccggc 
gagtgctctg 
actggtgtat 
tctggggctc 
cgcgatgatg 
cgccgttgga 
tacgatgctc 
gttcaaggaa 
cgt 



<210> 1402 

<211> 217 

<212> PRT 

<213> Homo sapiens 



<400> 1402 

Phe Glu Gly Ser Leu Gly Leu Lys 

1 5 
Arg Pro He Phe Arg Leu Cys Thr 

20 

Xaa Ser Ser Pro Ala Arg Arg Trp 



Leu Arg Glu Val Arg Asp Leu Gly 

10 15 
Val Thr Ala Arg Leu Ala Trp Val 
25 30 
Xaa Leu Gly Phe Asp Gly Arg Val 
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35 40 45 



Ser 


Leu 


Leu 


Leu 


Gly Ala 


He 


Leu 


He 


Val 


Thr 


Gly Pro 


Thr 


Val 


He 




50 








55 










60 








Asn 


Pro 


He 


Leu 


Arg Gin 


Leu 


Arg 


Pro 


Thr 


Arg 


Arg val 


Ser 


Ala 


Leu 


65 








70 










75 








80 


Leu 


Arg 


Trp 


Glu 


Gly He 


val 


Val 


Asp 


Pro 


Leu 


Gly Ala 


He 


Leu 


Ala 










85 








90 








95 




Leu 


Leu 


Val 


Tyr 


Gin Ala 


He 


Thr 


Ser 


He 


Asp 


Arg Ser 


Ser 


He 


Gly 








100 








105 








110 






Gin Gly 


val 


Leu 


Asn Leu Gly 


Leu 


Thr 


Leu 


Leu 


Val Gly 


Leu 


Leu 


Phe 






115 








120 








125 








Ala Gly 


Pro 


He 


Gly Trp 


He 


Val 


Thr 


Ala 


Met 


Met Lys 


Arg 


His 


Leu 




130 








135 










140 








He 


Pro 


Asp 


Phe 


Leu Gin Gly 


Val 


He 


Phe 


Val 


Gly Val Ala 


Val 


Gly 


145 








150 










155 








160 


Thr 


Cys 


Val 


Gly 


Ala Asn 


Val 


He 


Arg 


Glu 


Glu 


Ser Gly Leu Val 


Ala 










165 








170 








175 




val 


Thr 


Met 


Leu Gly He 


Tyr 


Leu 


Ala 


Asn 


Gin 


Arg Asn 


Leu 


Glu 


Leu 








180 








185 








190 






Glu 


Pro 


Val 


He 


Glu Phe 


Lys 


Glu 


His 


Leu 


Gin 


Val Leu 


Leu 


val 


Gly 






195 








200 








205 








Val 


Leu 


Phe 


He 


Met Leu 


Ala 


Gly Arg 















210 215 



<210> 1403 

<211> 393 

<212> DNA 

<213> Homo sapiens 



<400> 1403 
aagctttgca 
60 

tgtgccacat 
120 

tgttccttgg 
180 

gagcttcctt 

240 

gtcctagctt 
300 

ttttccacca 
360 

agagcctctt 
393 



gtttcttggt 
gaaatggaac 
ggtcatgatc 
ccatctcttt 
gtttccgaag 
actgatgtct 
gaagctgctt 



atccaaatcc 
acgggcaaac 
tccacaagtt 
cattatgacc 
ggctgtcaga 
agccagaaga 
catgttggga 



aggcgttctt 
atatctgatc 
gggcatatct 
tcaaagggag 
gcctccctgt 
actttttctg 
tec 



ggtctttttc 
caggaaacat 
cctttatcag 
atggcacgct 
taccatttct 
catcagtctc 



cacaacagtg 
tagecaagta 
ctgcttgcca 
agtcttggac 
tatcttatca 
aatatcaacc 



<210> 1404 

<211> 127 

<212> PRT 

<213> Homo sapiens 



<400> 1404 

Met Lys Gin Leu Gin Glu Ala Leu Val Asp He Glu Thr Asp Ala Glu 

15 10 15 

Lys Val Leu Leu Ala Arg His Gin Leu Val Glu Asn Asp Lys He Arg 
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20 

Asn Gly Asn Arg 
35 

Ser Lys Thr Ser 
50 

Glu Gly Ser Ser 
65 

Gly Asp His Asp 

Asp Met Phe Ala 

100 

Lys Asp Gin Glu 
115 



Glu Ala Leu Thr 

40 

Val Pro Ser Pro 
55 

Gly Lys Gin Leu 
70 

Pro Lys Glu His 
85 

Arg Val Pro Phe 

Arg Leu Asp Leu 

120 



25 

Ala Leu Arg Lys 

Phe Glu Val He 

60 

He Lys Glu lie 
75 

Thr Trp Leu Met 
90 

His Val Ala His 
105 

Asp Thr Lys Lys 



30 

Gin Ala Arg Thr 
45 

Met Lys Glu Met 

Cys Pro Thr Cys 

80 

Phe Pro Gly Ser 
95 

Thr Val Val Glu 

110 
Leu Gin Ser 
125 



<210> 1405 

<211> 421 

<212> DNA 

<213> Homo sapiens 



<400> 1405 

nnccgactgc acaaggccct gggcatcgaa 
60 

ggcgaaacca gcctgcaatg gctcggcccg 
120 

gaagagttcg ccgccgagca aaacctgcgt 
180 

gtcaacgtca gcggtggcca gcagatcctc 
240 

ctgatgaaat ccaccagcta cgacgtacac 
300 

ggcacggtgt tcgccaagtc gcaactggtg 
360 

ctgctgatcc gtcgcagctt ctcggattac 

420 

t 

421 



ctgcccggcg cactgcaggt catcgtcaaa 
gacgaatggc tgctgatcgt gcccagcggt 
gccgccctgg gcgagttgca tatccaggtc 
gaactcagcg gcccgaacgt gcgcgacgtg 
cccaacaact tcccggtggg caaggcggtg 
atccgccata ccgccgaaga cacctgggaa 
tggtggctgt ggttgcagga cgcggctgca 



<210> 1406 

<211> 140 

<212> PRT 

<213> Homo sapiens 



<400> 1406 

Xaa Arg Leu His Lys 

1 5 
Val lie Val Lys Gly 

20 

Trp Leu Leu He Val 
35 

Leu Arg Ala Ala. Leu 
50 

Gly Gly Gin Gin He 
65 

Leu Met Lys Ser Thr 



Ala Leu Gly lie Glu Leu 

10 

Glu Thr Ser Leu Gin Trp 

25 

Pro Ser Gly Glu Glu Phe 
40 

Gly Glu Leu His He Gin 
55 

Leu Glu Leu Ser Gly Pro 
70 75 
Ser Tyr Asp val His Pro 



Pro Gly Ala Leu Gin 

15 

Leu Gly Pro Asp Glu 
30 

Ala Ala Glu Gin Asn 
45 

Val Val Asn Val Ser 
60 

Asn Val Arg Asp Val 

80 

Asn Asn Phe Pro val 
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85 90 95 

Gly Lys Ala Val Gly Thr Val Phe Ala Lys Ser Gin Leu Val lie Arg 

100 105 110 

His Thr Ala Glu Asp Thr Trp Glu Leu Leu He Arg Arg Ser Phe Ser 

115 120 125 

Asp Tyr Trp Trp Leu Trp Leu Gin Asp Ala Ala Ala 
130 135 140 

<210> 1407 
<211> 1006 
<212> DNA 

<213> Homo sapiens 
<400> 1407 

nncggccggg agaagctgga gctcgtcctg tctaacctgc aggcagacgt cctggagttg 
60 

ccgctggagt ttgtctacac gggctccctg gtcatcgact cggccaacgc caagacactg 
120 

ctggaggcgg ccagcaagtt ccagttccac accttctgca aagtctgcgt gtcctttctt 
180 

gagaagcagc tgacggccag caactgcctg ggcgttgctg ccatggccga ggccatgcag 

240 

cgcagcgagc tctaccacat ngccaaggcc ttcgcgctgc agatcttccc cgaggtggcc 
300 

gcccaggagg agatcctcag catctccaag gacgacttca tcgcctacgt ctccaacgac 
360 

agcctcaaca ccaaggctga ggagctggtg tacgagacag tcatcaagtg gatcaagaag 
420 

gaccccgcga cacgcacaca gtacgcggct gagctcctgg ccgtggtccg cctccccttc 
480 

atccacccca gctacctgct caatgtggtt gacaatgaag agctgatcaa gtcatcagaa 
540 

gcctgccggg acctggtgaa cgaggccaaa cgctaccata tgctgcccca cgcccgccag 
600 

gagatgcaga cgccccgaac ccggccgcgc ctctctgcag gtgtggccga ggtcatcgtc 
660 

ttggttgggg gccgtcagat ggtggggatg acccagcgct cgctggtggc cgtcacctgc 
720 

tggaacccgc agaacaacaa gtggtacccc Ctggcctcgg tgccctttct aggcccggga 
780 

ttcttcagtg tagtgagtgc aggggccaac atctacctct caggtgggat ggaatcaggg 
840 

gtgccgccgg ctgatgtctg gtgctacatg tccctgcttg ataactggaa cctcgtctcc 
900 

agaatgccag tcccccgctg tcggccccat agcctcgtct acgatgggaa gatttacacc 
960 

ctcgggggac ttggcgtggc aggcaacgtg gaccacgtgg agagga 
1006 

<210> 1408 
<211> 335 
<212> PRT 

<213> Homo sapiens 
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Thr Ala Ser Asn Cys Leu Gly Val Ala Ala Met Ala Glu Ala Met Gin 

65 ™ 75 80 

.» c^r- mn Tyr His Xaa Ala Lys 

85 90 95 



<400> 1408 

Xaa Gly Arg Glu Lys Leu Glu Leu Val Leu Ser Asn Leu Gin Ala Asp 

! 5 10 15 

Val Leu Glu Leu Leu Leu Glu Phe Val Tyr Thr Gly Ser Leu Val lie 

20 25 30 

Asp Ser Ala Asn Ala Lys Thr Leu Leu Glu Ala Ala Ser Lys Phe Gin 

35 40 45 

Phe His Thr Phe Cys Lys Val Cys Val Ser Phe Leu Glu Lys Gin Leu 
50 55 60 

All 

Cvs Ser Glu Leu Tyr His Xaa Ala Lys Ala Phe Ala Leu Gin lie Phe 

85 90 95 

Pro Glu val Ala Ala Gin Glu Glu lie Leu Ser lie Ser Lys Asp Asp 

100 105 HO 

Phe lie Ala Tyr Val Ser Asn Asp Ser Leu Asn Thr Lys Ala Glu Glu 

11S 120 I 25 

Leu Val Tyr Glu Thr Val He Lys Trp lie Lys Lys Asp Pro Ala Thr 

130 135 140 

Arg Thr Gin Tyr Ala Ala Glu Leu Leu Ala Val Val Arg Leu Pro Phe 

145 150 155 

lie His Pro Ser Tyr Leu Leu Asn Val Val Asp Asn Glu Glu Leu lie 

165 170 I 75 

Lys Ser Ser Glu Ala Cys Arg Asp Leu Val Asn Glu Ala Lys Arg Tyr 

180 185 190 

His Met Leu Pro His Ala Arg Gin Glu Met Gin Thr Pro Arg Thr Arg 

195 200 205 

Pro Arg Leu Ser Ala Gly Val Ala Glu Val lie Val Leu Val Gly Gly 

210 215 220 

Arg Gin Met Val Gly Met Thr Gin Arg Ser Leu Val Ala Val Thr Cys 

Trp Asn Pro Gin Asn Asn Lys Trp Tyr Pro Leu Ala Ser Val Pro Phe 

245 250 255 

Leu Gly Pro Gly Phe Phe Ser Val Val Ser Ala Gly Ala Asn lie Tyr 

260 265 270 

Leu Ser Gly Gly Met Glu Ser Gly Val Pro Leu Ala Asp Val Trp Cys 

Tyr Met III Leu Leu Asp Asn Trp Asn Leu Val Ser Arg Met Pro Val 

290 295 300 

Pro Arg Cys Arg Pro His Ser Leu Val Tyr Asp Gly Lys lie Tyr Thr 
305 310 315 

Leu Gly Gly Leu Gly Val Ala Gly Asn Val Asp His Val Glu Arg 

325 330 335 



<210> 1409 

<211> 279 

<212> DNA 

<213> Homo sapiens 

nnnatglagc tcttggtttt ttcagaaaaa cgogcctttt gctatgctgg ccgccccgcg 

gcacgagata gcaccatgca actgatcgat atcggcgtca acctgaccaa cagcagtttc 
120 
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cacgaccaac 
180 

ctgacaggca 
240 

gcaagcggcg 
279 



aggccgcaat 
ccagcctggc 
cccacccgtt 



cgtcgagcgc 
ggtcagcgaa 
cgccacggcc 



gcgctggagg 
caagccctgg 
ggcgtgcac 



ccggcgttac 
aactgtgcca 



gcaaatgctg 
tcaactggat 



<210> 1410 

<211> 93 

<212> PRT 

<213> Homo sapiens 



<400> 1410 
Xaa Met Lys Phe 
1 

Gly Arg Pro Ala 

20 

Val Asn Leu Thr 
35 

Glu Arg Ala Leu 
50 

Ser Leu Ala Val 
65 

Ala Ser Gly Ala 



Leu Val Phe Ser 
5 

Ala Arg Asp Ser 

Asn Ser Ser Phe 

40 

Glu Ala Gly Val 
55 

Ser Glu Gin Ala 
70 

His Leu Phe Ala 
85 



Glu Lys Arg Ala 
10 

Thr Met Gin Leu 
25 

His Asp Gin Gin 

Thr Gin Met Leu 

60 

Leu Glu Leu Cys 
75 

Thr Ala Gly Val 
90 



Phe Cys Tyr Ala 
15 

lie Asp lie Gly 
30 

Ala Ala He Val 
45 

Leu Thr Gly Thr 

His Gin Leu Asp 

80 

His 



<210> 1411 

<211> 321 

<212> DNA 

<213> Homo sapiens 



<400> 1411 
nnncgtattt 
60 

tttcgtgaat 
120 

gattttcaat 
180 

ttagacgaag 
240 

gaacagcaaa 
300 

actacttttc 
321 



caggaatgaa 
ggttagaaat 
ctatttctta 
tcgatcctga 
tgcttgctgg 
gtcaaaagct 



gaacgaacct 
ggaagagcct 
ctattccgcg 
attgttacgt 
tatcgccgta 
t 



gaatggatgc 
agctgggctc 
ccaaaaagca 
acttatgaaa 
gatgctgtct 



ttgaatggcg 
atgtcgatta 
tgaaggataa 
aactgggcat 
ttgactcagt 



cttgagtgca 
ccctaaaatt 
gcctaagtcg 
tcctctcata 
gtctgtcgtt 



<210> 1412 

<211> 107 

<212> PRT 

<213> Homo sapiens 



<400> 1412 

Xaa Arg He Ser Gly Met Lys Asn Glu Pro Glu Trp Met Leu Glu Trp 

15 10 15 

Arg Leu Ser Ala Phe Arg Glu Trp Leu Glu Met Glu Glu Pro Ser Trp 
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20 


















30 




Tyr 


Ala 


His 


Val 


Asp 


Tyr 


Pro 


Lys 


He 


Asp 


Phe 


Gin Ser 


He 


Ser 


Tyr 






35 










40 








45 






Val 


Ser 


Ala 


Pro 


Lys 


Ser 


Met 


Lys 


Asp 


Lys 


Pro 


Lys Ser 


Leu 


Asp 


Glu 


50 








55 








60 








He 
80 


Asp 
65 


Pro 


Glu 


Leu 


Leu 


Arg 

70 


Thr 


Tyr 


Glu 


Lys 


Leu Gly 

75 


He 


Pro 


Leu 


Glu 


Gin 


Gin 


Met 


Leu 


Ala 


Gly 


He 


Ala 


Val 


Asp Ala 


Val 


Phe 


Asp 


Ser 








85 










90 








95 




val 


Ser 


Val 


Val 
100 


Thr 


Thr 


Phe 


Arg 


Gin 
105 


Lys 


Leu 











<210> 1413 
<211> 385 
<212> DNA 

<213> Homo sapiens 
<400> 1413 

atgacccatg acgtcagcga agccgtggcg attgccgacc gggtgatcct gatcgaagac 

ggcgaaatcg gcctcgacct gatcatcgac ctgccacgtc cgcgtgcccg tggttcacac 

cgcctggccg cgttggaagc cgaagtgata aaccgtgtgc tgtcataacc cngcacgaag 
180 

ccggaacccg aacatgttaa accgctgcct acgaaattgc gttgggctca ataactcata 

glggaacacc atcatgacta caaaagccat caacgtgcgt aaccagttaa aaggcaccar 
300 

caaggaaatc gtagtcggca acgtgctctc ggaaatcgac gtgcagaccg cctccgggat 
360 

cgtcacttct gtgatcacta cgcgt 
385 

<210> 1414 
<211> 55 
<212> PRT 

<213> Homo sapiens 

<400> 1414 m if _ T . 

Met Thr His Asp Val Ser Glu Ala Val Ala He Ala Asp Arg Val lie 

15 10 15 

Leu He Glu Asp Gly Glu He Gly Leu Asp Leu lie He Asp Leu Pro 

20 25 30 

Arg Pro Arg Ala Arg Gly Ser His Arg Leu Ala Ala Leu Glu Ala Glu 

35 40 45 

Val He Asn Arg Val Leu Ser 
50 55 

<210> 1415 
<211> 420 
<212> DNA 

<213> Homo sapiens 
<400> 1415 
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acgcgtgcag gcaaacatta atacgagtta acaccacaca ggatgagact gtttgtacct 
60 

gtaactgtcc ttgtcatctg tcttgcagat ttagaagagg aatcagaaag ctgggacaac 
120 

tctgaggctg aagaggagga gaaagcccct gtgttgccag agagtacaga agggcgggag 
180 

ctgacccagg gcccggcaga gtcctcctct ctctcaggct gtgggagctg gcagccccgg 
240 

aagctgccag tcttcaagtc cctccggcac atgaggcagg tcctgggtgc cccttctttc 
300 

cgcatgctgg cctggcacgt tctcatgggg aaccaggtga tctggaaaag cagagacgtg 
360 

gacctcgtcc agtcagcttt tgaagtactt cgggtgagaa catcttttcc ttaggtgtgc 
420 

<210> 1416 

<211> 123 

<212> PRT 

<213> Homo sapiens 

<400> 1416 

Met Arg Leu Phe Val Pro Val Thr Val Leu Val lie Cys Leu Ala Asp 

15 10 15 

Leu Glu Glu Glu Ser Glu Ser Trp Asp Asn Ser Glu Ala Glu Glu Glu 

20 25 30 

Glu Lys Ala Pro Val Leu Pro Glu Ser Thr Glu Gly Arg Glu Leu Thr 

35 40 45 

Gin Gly Pro Ala Glu Ser Ser Ser Leu Ser Gly Cys Gly Ser Trp Gin 

50 55 60 

Pro Arg Lys Leu Pro Val Phe Lys Ser Leu Arg His Met Arg Gin Val 
65 70 75 80 

Leu Gly Ala Pro Ser Phe Arg Met Leu Ala Trp His Val Leu Met Gly 

85 90 95 

Asn Gin Val lie Trp Lys Ser Arg Asp Val Asp Leu Val Gin Ser Ala 

100 105 110 

Phe Glu Val Leu Arg Val Arg Thr Ser Phe Pro 
115 120 

<210> 1417 

<211> 5058 

<212> DNA 

<213> Homo sapiens 

<400> 1417 

nngtacagcc ccaaggtcgc tccctctggg ccctttcttc cccattcttc ccagcagccc 
60 

aaagctctgg tgggacaggg gcagcccctg gggagggagg agaggaccca ggaacccggc 
120 

taggagggcg gcccacccat ttccagtgtg acctgttccc attcccccat gtctcctccc 
180 

atccctcccg ccactcagct caggctgatg agaagcagag caacgggtgt atcggtgttt 
240 

tctttcctgg tggggtagtg gggtggggct gaggagagaa aagggtgatt agcgtggggc 
300 
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cccgccctct cttgccctct tcccaggttc cctggcccct tcggagaaac gcacttggtt 
360 

cgggccagcc gcctgagggg acgggctcac gtctgctcct cacactgcag ctgctgggcc 
420 

gtggagcttc cccagggagc cagggggact tttgccgcag ccatgaaggg ggcacgctgg 

aggagggtcc cctgggtgtc cctgagctgc ctgtgtctct gcctccttcc gcatgtggtc 

ccaggaacca cagaggacac attaataact ggaagtaaaa ctcctgcccc agtcacctca 

Icaggctcaa caacagcgac actagaggga caatcaactg cagcttcttc aaggacctct 

latcaggaca tatcagcttc atctcagaac caccagacta agagcacgga gaccaccagc 

laagctcaaa ccgacaccct cacgcagatg atgacatcaa ctcttttttc ttccccaagt 
780 

gtacacaatg tgatggagac tgttacgcag gagacagctc ctccagatga aatgaccaca 
840 

tcatttccct ccagtgtcac caacacactc atgatgacat caaagactat aacaatgaca 
900 

acctccacag actccactct tggaaacaca gaagagacat caacagcagg aactgaaagt 

960 

tctaccccag tgacctcagc agtctcaata acagctggac aggaaggaca atcacgaaaa 

acttcctgga ggacctctat ccaagacaca tcagcttctt ctcagaacca ctggactcgg 
1080 

agcacgcaga ccaccaggga atctcaaacc agcaccctaa cacacagaac cacttcaact 
1140 

ccttctttct ctccaagtgt acacaatgtg acagggactg tttctcagaa gacatctcct 
1200 

tcaggtgaaa cagctacctc atccctctgt agtgtcacaa acacatccat gatgacatca 

gagaagataa cagtgacaac ctccacaggc tccactcttg gaaacccagg ggagacatca 

twgtacctg ttactggaag tcttatgcca gtcacctcag cagccttagt aacagttgat 

ccagaaggac aatcaccagc aactttctca aggacttcta ctcaggacac aacagctttt 
1440 

tctaagaacc accagactca gagcgtggag accaccagag catctcaaat caacaccctc 

iacaccctca caccggttac aacatcaact gttttatcct caccaagtgg attcaaccca 
1560 

agtggaacag tttctcagga gacattccct tctggtgaaa caaccatctc atccccttcc 
1620 

agtgtcagca atacattcct ggtaacatca aaggtgttca gaatgccaat ctccagagac 
1680 

tctactcttg gaaacacaga ggagacatca ctatctgtaa gtggaaccat ttctgcaatc 

acttccaaag tttcaaccat atggtggtca gacactctgt caacagcact ctcccccagt 
1800 

tctttacctc caaaaatatc cacagctttc cacacccagc agagtgaagg tgcagagacc 



1860 



acaggacggc ctcatgagag gagctcattc tctccaggtg tgtctcaaga aatatttact 
1920 
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ctacatgaaa caacaacatg gccttcctca ttctccagca aaggccacac aacttggtca 
1980 

caaacagaac tgccctcaac atcaacaggt gctgccacta ggcttgtcac aggaaatcca 
2040 

tctacagggg cagctggcac tattccaagg gtcccctcta aggtctcagc aataggggaa 
2100 

ccaggagagc ccaccacata ctcctcccac agcacaactc tcccaaaaac aacaggggca 
2160 

ggcgcccaga cacaatggac acaagaaacg gggaccactg gagaggctct tctcagcagc 
2220 

ccaagctaca gtgtgactca gatgataaaa acggccacat ccccatcttc ttcacctatg 
2280 

ccggatagac acacatcaca acaaattaca acggcaccat caacaaatca ttcaacaata 
2340 

cattccacaa gcacctctcc tcaggaatca ccagctgttt cccaaagggg tcacactcaa 
2400 

gccccgcaga ccacacaaga atcacaaacc acgaggtccg tctcccccat gactgacacc 
2460 

aagacagtca ccaccccagg ttcttccttc acagccagtg ggcactcgcc ctcagaaatt 
2520 

gttcctcagg acgcacccac cataagtgca gcaacaacct ttgccccagc tcccaccggg 
2580 

gatggtcaca caacccaggc cccgaccaca gcactgcagg caacacccag cagccatgat 
2640 

gccaccctgg ggccctcagg aggcacgtca ctttccaaaa caggtgccct tactctggcc 
2700 

aactctgtag tgtcaacacc agggggccca gaaggacaat ggacatcagc ctctgccagc 
2760 

acctcacctg acacagcagc agccatgacc catacccacc aggctgagag cacagaggcc 
2820 

cctggacaaa cacagaccag cgaaccggcc tcctcagggt cacgaaccac ctcagcgggc 
2880 

acagccaccc cttcctcatc cggggcgagt ggcacaacac cttcaggaag cgaaggaata 
2940 

tccacctcag gagagacgac aaggttttca tcaaacccct ccagggacag tcacacaacc 
3000 

cagccaacaa ccgaattgct gtccgcctca gccagtcatg gcgccatccc agtaagcaca 
3060 

ggaatggcgt cttcgatcgt ccccggcacc tttcatccca ccctctctga ggcctccact 
3120 

gcagggagac cgacaggaca gccaagccca acttctccca gcgcctctcc tcaggagaca 
3180 

gccgccattt cccggatggc ccagactcag aggacaagaa ccagcagagg gtccgacact 
3240 

accagcctgg cgtcccaggc aaccgacacc ttctcaacag tcccacccac acctccatcg 
3300 

atcacatcca gtgggcttac atctccacaa acccagaccc acactctgtc accttcagga 
3360 

tctggtaaaa ccttcaccac ggccctcatc agcaacgcca cccctcttcc tgtcacctac 
3420 

gcttcctcgg catccacagg tcacaccacc cctcttcatg tcaccgatgc ctcctcagta 
3480 

tccacaggtc acgccacccc ccctcctgtc accagccctt cctcagtatc cacaggcgac 
3540 
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accacgcccc ttcctgtcac tagcccttcc tcagcatcct caggccacgc cacctctctt 
cccgtcaccg acgcttcctc actctccaca ggtcacgcca cctctcttca tgtcaccgac 
gcttcctcag tatccacagg tcacgccacc cttcttcatg ccaccgacgc ttcctcagca 
tccacaggcc acaccacctc tcttcctgtc accgacgctt cctcagtatc cacaggtgac 
accacccctc Ctcctgtcac cgacacctcc tcagcatcca caggtgacac cacccctctt 
catgtcaccg acgcttcctc agcatccaca ggtcacgcca cccctcttca tgtcaccagc 
ctcccctcag tatccacagg tgacaccacg cctcttcctg tcactagccc ttcctcagca 
tccLggtc acgccacctc tcttcctgtc accgacgctt cctcagtgtc cacaggtcac 
gccacctctc tccctgtcac catcccttcc tcagcatcct ctggtgacgc cacctctctt 
cctgccacca gcctttcctc actctccaca ggtcacgcca cccctcttcc tgtcaccagc 
ccctcctcag catccacagg tcacgccacc cctcttcctg tcaccgacac ttcctcagta 
cctacaggtc acgccacctc tcttcttgtc accgacgctt cctcagtatc cacaggtcac 
gccacccctc ttcatgtcac cgatgcttcc tcagtatcca caggtgacac cacccctctt 
cctgtcacca gcccttcctc agcatccaca ggtgacacca cccctcttcc tgtcaccgac 
acttcctcag tatccacagg cgacaccacc cctcttcttg tcaccgacac ttcctcagta 
cccacaagcc acgccacctc tcttcctgtc accgacactt cctcagtatc cacaagccac 
gccacctctc ttcctgtcac cgacccttcc tcagcatcca caggtgacac cacccctctt 
cccgtcaccg acacttcctc agtatccaca ggtcacgcca cccctcttcc tgtcaccgac 
acttcctcag catccacagg tgacaccacc cctcttcctg tcaccgacac ttcctcagca 
cccacaggtc acgccacccc tcttcctgtc accgacactt cctcagcatc cacaggtcac 
gccacccctc ttcttgtcac cgacacttcc tcagcatcca caggtcacac cacccctctt 
catgtcacca gcccttcctc agcatccaca ggtcacgcca cccctcttcc tgtcaccagc 
ccctcctcag catccacaag tcacgccacc cctcttcctg tcaccgacac ttcctcagca 
cccacaggtc acgccacccc tcttcttgtc accgacactt cctcagcatc cacaggtcac 
gccacccctc ttcttgtcac cgacacttcc tcagcatcca caggccacgc caccccccct 



5040 

cctgtcaccg acacttcc 
5058 

<210> 1418 
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<211> 1532 
<212> PRT 

<213> Homo sapiens 
<400> 1418 

Met Lys Gly Ala Arg Trp Arg Arg Val Pro Trp Val Ser Leu Ser Cys 

15 10 15 

Leu Cys Leu Cys Leu Leu Pro His Val Val Pro Gly Thr Thr Glu Asp 

20 25 30 

Thr Leu lie Thr Gly Ser Lys Thr Pro Ala Pro Val Thr Ser Thr Gly 

35 40 45 

Ser Thr Thr Ala Thr Leu Glu Gly Gin Ser Thr Ala Ala Ser Ser Arg 

50 55 60 

Thr Ser Asn Gin Asp He Ser Ala Ser Ser Gin Asn His Gin Thr Lys 
65 70 75 80 

Ser Thr Glu Thr Thr Ser Lys Ala Gin Thr Asp Thr Leu Thr Gin Met 

85 90 95 

Met Thr Ser Thr Leu Phe Ser Ser Pro Ser Val His Asn Val Met Glu 

100 105 HO 

Thr Val Thr Gin Glu Thr Ala Pro Pro Asp Glu Met Thr Thr Ser Phe 

115 120 125 

Pro Ser Ser Val Thr Asn Thr Leu Met Met Thr Ser Lys Thr He Thr 

130 135 140 

Met Thr Thr Ser Thr Asp Ser Thr Leu Gly Asn Thr Glu Glu Thr Ser 
145 150 155 160 

Thr Ala Gly Thr Glu Ser Ser Thr Pro Val Thr Ser Ala Val Ser lie 

165 170 175 

Thr Ala Gly Gin Glu Gly Gin Ser Arg Lys Thr Ser Trp Arg Thr Ser 

180 185 190 

He Gin Asp Thr Ser Ala Ser Ser Gin Asn His Trp Thr Arg Ser Thr 

195 200 205 

Gin Thr Thr Arg Glu Ser Gin Thr Ser Thr Leu Thr His Arg Thr Thr 

210 215 220 

Ser Thr Pro Ser Phe Ser Pro Ser Val His Asn Val Thr Gly Thr Val 
225 230 235 240 

Ser Gin Lys Thr Ser Pro Ser Gly Glu Thr Ala Thr Ser Ser Leu Cys 

245 250 255 

Ser Val Thr Asn Thr Ser Met Met Thr Ser Glu Lys He Thr Val Thr 

260 265 270 

Thr Ser Thr Gly Ser Thr Leu Gly Asn Pro Gly Glu Thr Ser Ser Val 

275 280 285 

Pro Val Thr Gly Ser Leu Met Pro Val Thr Ser Ala Ala Leu Val Thr 

290 295 300 

Val Asp Pro Glu Gly Gin Ser Pro Ala Thr Phe Ser Arg Thr Ser Thr 
305 310 315 320 

Gin Asp Thr Thr Ala Phe Ser Lys Asn His Gin Thr Gin Ser Val Glu 

325 330 335 

Thr Thr Arg Val Ser Gin He Asn Thr Leu Asn Thr Leu Thr Pro Val 

340 345 350 

Thr Thr Ser Thr Val Leu Ser Ser Pro Ser Gly Phe Asn Pro Ser Gly 

355 360 365 

Thr Val Ser Gin Glu Thr Phe Pro Ser Gly Glu Thr Thr He Ser Ser 

370 375 380 

Pro Ser Ser Val Ser Asn Thr Phe Leu Val Thr Ser Lys Val Phe Arg 
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385 390 395 400 

Met Pro lie Ser Arg Asp Ser Thr Leu Gly Asn Thr Glu Glu Thr Ser 

405 410 415 

Leu Ser Val Ser Gly Thr lie Ser Ala lie Thr Ser Lys Val Ser Thr 

420 425 4 30 



lie Trp Trp Ser Asp Thr Leu Ser Thr Ala Leu Ser Pro Ser Ser Leu 
435 440 445 

Pro Pro Lys lie Ser Thr Ala Phe His Thr Gin Gin Ser Glu Gly Ala 
Glu Tnr Thr Gly Arg Pro His Glu Arg Ser Ser Phe Ser Pro Gly Val 



Ser Gin Glu lie Phe Thr Leu His Glu Thr Thr Thr Trp Pro Ser Ser 

485 490 495 

Phe Ser Ser Lys Gly His Thr Thr Trp Ser Gin Thr Glu Leu Pro Ser 

500 



505 510 
Thr Ser Thr Gly Ala Ala Thr Arg Leu Val Thr Gly Asn Pro Ser Thr 

515 520 525 

Gly Ala Ala Gly Thr lie Pro Arg Val Pro Ser Lys Val Ser Ala lie 

Gly III Pro Gly Glu Pro Tnr Thr Tyr Ser Ser His Ser Thr Thr Leu 
545 550 555 , I? 

Pro Lys Thr Thr Gly Ala Gly Ala Gin Thr Gin Trp Thr Gin Glu Thr 

565 570 575 

Gly Thr Thr Gly Glu Ala Leu Leu Ser Ser Pro Ser Tyr Ser Val Thr 

580 585 590 

Gin Met lie Lys Thr Ala Thr Ser Pro Ser Ser Ser Pro Met Leu Asp 

59 5 600 605 

Arg His Thr Ser Gin Gin lie Thr Thr Ala Pro Ser Thr Asn His Ser 



610 615 620 

Thr lie His Ser Thr Ser Thr Ser Pro Gin Glu Ser Pro Ala Val Ser 
62 5 630 635 



Gin Arg Gly His Thr Gin Ala Pro Gin Thr Thr Gin Glu Ser Gin Thr 

Thr Arg Ser Val Ser Pro Met Thr Asp Thr Lys Thr Val Thr Thr Pro 

660 665 670 

Gly Ser Ser Phe Thr Ala Ser Gly His Ser Pro Ser Glu lie Val Pro 

675 680 685 

Gin Asp Ala Pro Thr lie Ser Ala Ala Thr Thr Phe Ala Pro Ala Pro 



Thr Gly Asp Gly His Thr Thr Gin Ala Pro Thr Thr Ala Leu Gin Ala 



695 



Thr Pro Ser Ser His A^p Ala Thr Leu Gly Pro Ser Gly Gly Thr Ser 



710 



715 



720 



725 



730 



735 



Leu Ser Lys Thr Gly Ala Leu Thr Leu Ala Asn Ser Val Val Ser Thr 

740 745 50 

Pro Gly Gly Pro Glu Gly Gin Trp Thr Ser Ala Ser Ala Ser Thr Ser 
•75 760 765 

Pro Asp Thr Ala Ala Ala Met Thr His Thr His Gin Ala Glu Ser Thr 



775 780 



Glu Ala Ser Gly Gin Thr Gin Thr Ser Glu Pro Ala Ser Ser Gly Ser 

7fl c 790 795 

Arg Thr Thr Ser Ala Gly Thr Ala Thr Pro Ser Ser Ser Gly Ala Ser 

80S 810 15 

Gly Thr Thr Pro Ser Gly Ser Glu Gly lie Ser Thr Ser Gly Glu Thr 
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820 










825 










830 






Thr Arg 


Phe 
835 


Ser 


Ser 


Asn 


Pro 


Ser 

840 


Arg 


Asp 


Ser 


His 


Thr 
845 


Thr 


Gin 


Ser 


Thr Thr 


Glu 


Leu 


Leu 


Ser 


Ala 


Ser 


Ala 


Ser 


His 


Gly 


Ala 


He 


Pro 


Val 


S50 










855 










860 










Ser Thr 


Gly 


Mec 


Ala 


Ser 


Ser 


He 


Val 


Pro 


Gly 


Thr 


Phe 


His 


Pro 


Thr 


865 








870 










875 










880 


Leu Ser 


Glu 


Ala 


Ser 
885 


Thr 


Ala 


Gly 


Arg 


Pro 
890 


Thr 


Gly 


Gin 


Ser 


Ser 
895 


Pro 


Thr Ser 


Pro 


Ser 
900 


Ala 


Ser 


Pro 


Gin 


Glu 
905 


Thr 


Ala 


Ala 


He 


Ser 
910 


Arg 


Met 


Ala Gin 


Thr 
915 


Gin 


Arc? 


Thr 


Arq 


Thr 
920 


Ser 


Arg 


Gly 
* 


Ser 


Asp 
925 


Thr 


He 


Ser 


Leu Ala 


Ser 


Gin 


Ala 


Thr 


Asp 


Thr 


Phe 


Ser 


Thr 


Val 


Pro 


Pro 


Thr 


Pro 


930 










935 










940 










Pro Ser 


lie 


Thr 


Ser 


Ser 


Gly 


Leu 


Thr 


Ser 


Pro 


Gin 


Thr 


Gin 


Thr 


His 


945 








950 










955 










960 


Thr Leu 


Ser 


Pro 


Ser 
965 


Gly 


Ser 


Gly 


Lys 


Thr 
970 


Phe 


Thr 


Thr 


Ala 


Leu 
975 


He 


Ser Asn 


Ala 


Thr 
980 


Pro 


Leu 


Pro 


Val 


Thr 
985 


Tyr 


Ala 


Ser 


Ser 


Ala 
990 


Ser 


Thr 


Gly His 


Thr 


Thr 


Pro 


Leu 


His 


Val 


Thr 


Asp 


Ala 


Ser 


Ser 


Val 


Ser 


Thr 




995 










1000 








1005 






Gly His 


Ala 


Thr 


Pro 


Leu 


Pro 


Val 


Thr 


Ser 


Pro 


Ser 


Ser 


Val 


Ser 


Thr 


1010 








1015 








1020 








Gly Asp 


Thr 


Thr 


Pro 


Leu 


Pro 


Val 


Thr 


Ser 


Pro 


Ser 


Ser 


Ala 


Ser 


Ser 


1025 








1030 








1035 








104 


Gly His 


Ala 


Thr 


Ser 


Leu 


Pro 


Val 


Thr 


Asp 


Ala 


Ser 


Ser 


Leu 


Ser 


Thr 








1045 








1050 








1055 


Gly His 


Ala 


Thr 


Ser 


Leu 


His 


Val 


Thr 


Asp 


Ala 


Ser 


Ser 


Val 


Ser 


Thr 






1060 








1065 








1070 




Gly His 


Ala 


Thr 


Leu 


Leu 


His 


Val 


Thr 


Asp 


Ala 


Ser 


Ser 


Ala 


Ser 


Thr 




1075 








1080 








1085 






Gly His 


Thr 


Thr 


Ser 


Leu 


Pro 


Val 


Thr 


Asp 


Ala 


Ser 


Ser 


Val 


Ser 


Thr 


1090 








1095 








1100 








Gly Asp Thr Thr 


Pro 


Leu 


Pro 


Val 


Thr Asp 


Thr 


Ser 


Ser 


Ala 


Ser 


Thr 


1105 








1110 








1115 








112 


Gly Asp 


Thr 


Thr 


Pro 


Leu 


His 


val 


Thr Asp 


Ala 


Ser 


Ser 


Val 


Ser 


Thr 








1125 








1130 








1135 


Gly His Ala Thr 


Pro 


Leu 


His 


Val 


Thr 


Ser 


Leu 


Ser 


Ser 


Val 


Ser 


Thr 






1140 








1145 








1150 




Gly Asp 


Thr 


Thr 


Pro 


Leu 


Pro 


Val 


Thr 


Ser 


Pro 


Ser 


Ser 


Ala 


Ser 


Ser 




1155 








1160 








1165 






Gly His 


Ala 


Thr 


Ser 


Leu 


Pro 


Val 


Thr 


Asp 


Ala 


Ser 


Ser 


Val 


Ser 


Thr 


1170 








1175 








1180 








Gly His 


Ala 


Thr 


Ser 


Leu 


Pro 


Val 


Thr 


He 


Pro 


Ser 


Ser 


Ala 


Ser 


Ser 



1185 1190 1195 1200 

Gly Asp Ala Thr Ser Leu Pro Val Thr Ser Leu Ser Ser Leu Ser Thr 

1205 1210 1215 

Gly His Ala Thr Pro Leu Pro Val Thr Ser Leu Ser Ser Ala Ser Thr 

1220 1225 1230 

Gly His Ala Thr Pro Leu Pro Val Thr Asp Thr Ser Ser Val Ser Thr 

1235 1240 1245 

Gly His Ala Thr Ser Leu Leu Val Thr Asp Ala Ser Ser Val Ser Thr 
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1250 1255 1260 

Glv His Ala Thr Pro Leu His Val Thr Asp Ala Ser Ser Val Ser Thr 
1265 1270 1275 1280 

Glv Asp Thr Thr Pro Leu Pro Val Thr Ser Pro Ser Ser Ala Ser Thr 

1285 1290 1295 

Gly Asp Thr. Thr Pro Leu Pro Val Thr Asp Thr Ser Ser Val Ser Thr 

1300 1305 1310 

Gly Asp Thr Thr Pro Leu Leu Val Thr Asp Thr Ser Ser Val Ser Thr 

13 15 1320 1325 

Ser His Ala Thr Ser Leu Pro Val Thr Asp Thr Ser Ser Val Ser Thr 

1330 1335 1340 

Ser His Ala Thr Ser Leu Pro Val Thr Asp Pro Ser Ser Ala Ser Thr 

45 1350 1355 1360 

Glv Asp Thr Thr Pro Leu Pro Val Thr Asp Thr Ser Ser Val Ser Thr 

1365 1370 1375 

Gly His Ala Thr Ser Leu Pro Val Thr Asp Thr Ser Ser Ala Ser Thr 

1380 1385 1390 

Gly Asp Thr Thr Ser Leu Pro Val Thr Asp Thr Ser Ser Ala Ser Thr 

1395 1400 1405 

Gly His Ala Thr Pro Leu Pro Val Thr Asp Thr Ser Ser Ala Ser Thr 

1410 1415 1*20 

Gly His Ala Thr Pro Leu Leu Val Thr Asp Thr Ser Ser Ala Ser Thr 

1425 1430 1435 1440 

Gly His Thr Thr Pro Leu His Val Thr Ser Pro Ser Ser Ala Ser Thr 

1445 1450 1455 

Gly His Ala Thr Pro Leu Pro Val Thr Ser Pro Ser Ser Ala Ser Thr 

1460 1465 1470 

Ser His Ala Thr Ser Leu Pro Val Thr Asp Thr Ser Ser Ala Ser Thr 

1475 1480 1485 

Gly His Ala Thr Pro Leu Leu Val Thr Asp Thr Ser Ser Ala Ser Thr 

1490 1495 1500 

Gly His Ala Thr Pro Leu Leu Val Thr Asp Thr Ser Ser Ala Ser Thr 

icin 1S15 1520 

!505 1510 13X3 

Gly His Ala Thr Pro Leu Pro Val Thr Asp Thr Ser 

1525 1530 

<210> 1419 
<211> 309 
<212> DNA 

<213> Homo sapiens 



<1UU> 1417 

aaggctatgg gaattcaaaa gtatgtgtte tattccatcc acaactgtga caagcagcct 
gaggttccct tgatggaaat caagtattgt actggtaaat ttattcagga cagtggtctg 
gattatatca tcatccgctt gtgtggtttc acgcagggtc ttattgggca atatgctgtt 
cctataccag aagagaagtc cgcctgggga actgatgctc caacccggat tgcttacatg 
gatacccagg acgcagctcg accaacgttt atagctatgc ggaatgagaa ggccaacaag 



300 
aaactcatg 
309 
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<210> 1420 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 1420 

Lys Ala Met Gly He Gin Lys Tyr Val Phe Tyr Ser He His Asn Cys 

15 10 15 

Asp Lys Gin Pro Glu Val Pro Leu Met Glu He Lys Tyr Cys Thr Gly 

20 25 30 

Lys Phe He Gin Asp Ser Gly Leu Asp Tyr He lie He Arg Leu Cys 

35 40 45 

Gly Phe Met Gin Gly Leu He Gly Gin Tyr Ala Val Pro lie Leu Glu 

50 55 60 

Glu Lys Ser Val Trp Gly Thr Asp Ala Pro Thr Arg lie Ala Tyr Met 
65 70 75 80 

Asp Thr Gin Asp Val Ala Arg Leu Thr Phe lie Ala Met Arg Asn Glu 

85 90 95 

Lys Ala Asn Lys Lys Leu Met 

100 

<210> 1421 

<211> 385 

<212> DNA 

<213> Homo sapiens 

<400> 1421 

ccatggcggc atgggtggag agagaagctg gggagaagaa atgatgcaga gatctcgcca 
60 

ggccagggag ctgggctggg cagccaggag tagagaaaca acgctcccag aggaggggcg 
120 

gatgttagag caaagccgag cccagctgct ggcgaatgca tctgtgatgc ccatgagcag 
180 

ccaggatttc agctccgctc tacttcttga ctgctgcaga actcagcacc agctccagtg 
240 

ccctcagagc cctgattttt cacaaaccga ctcctccaag cctcccctgt gggcgggata 
300 

cacaagccag agtcgccttg tcacatctct tctctctcca ccaggtcatg ggcaaacctt 
360 

cctgacatac tttacgacat tacag 
385 

<210> 1422 

<211> 125 

<212> PRT 

<213> Homo sapiens 

<400> 1422 

Met Gly Gly Glu Arg Ser Trp Gly Glu Glu Met Met Gin Arg Ser Arg 

15 10 15 

Gin Ala Arg Glu Leu Gly Trp Ala Ala Arg Ser Arg Glu Thr Thr Leu 

20 25 30 

Pro Glu Glu Gly Arg Met Leu Glu Gin Ser Arg Ala Gin Leu Leu Ala 
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35 

Asn Ala Ser Val Met 
50 

Leu Leu Asp Cys Cys 
65 

Pro Asp Phe Ser Gin 

85 

Tyr Thr Ser Gin Ser 

100 

His Gly Gin Thr Phe 
115 



40 

Pro Met Ser Ser Gin Asp 

55 . 

Arg Thr Gin His Gin Leu 
70 75 
Thr Asp Ser Ser Lys Pro 

90 

Arg Leu Val Thr Ser Leu 

105 

Leu Thr Tyr Phe Thr Thr 
120 



45 

Phe Ser Ser Ala Leu 
60 

Gin Cys Pro Gin Ser 

80 

Pro Leu Trp Ala Gly 

95 

Leu Ser Pro Pro Gly 
110 

Leu Gin 
125 



<210> 1423 
<211> 336 
<212> DNA 

<213> Homo sapiens 



<400> 1423 
nntattcttc 
60 

ctctattttg 

120 

tgtgtcaccc 
180 

gcaggaaaac 
240 

gatgggatga 
300 

ctagacctag 
336 



aatccttcca 
tggaccatgt 
tgattgatct 
ttttctttac 
accgaacaag 
tcaacaaatt 



caatgtgcaa 
cggtgaccgg 
ggagcttcac 
tgactacggg 
gataattgat 
ggtttactgg 



caaatggcga 
atctttgttt 
aatcctaaag 
aatgtcgcca 
tcaaagacag 
gtagat 



ttgactggct 
gtaattccaa 
caatagcagt 
aagtggagag 
agcagccagc 



cactcgaaat 
cggttctgta 
agatccaata 
atgtgacatg 
tgcactggca 



<210> 1424 
<211> 112 
<212> PRT 

<213> Homo sapiens 



<400> 1424 
Xaa He Leu Gin 
1 

Leu Thr Arg Asn 

20 

Val Cys Asn Ser 
35 

Leu His Asn Pro 
50 

Phe Phe Thr Asp 
65 

Asp Gly Met Asn 

Ala Ala Leu Ala 

100 



Ser Phe His Asn 
5 

Leu Tyr Phe Val 

Asn Gly Ser Val 

40 

Lys Ala He Ala 
55 

Tyr Gly Asn Val 
70 

Arg Thr Arg He 
85 

Leu Asp Leu Val 



Val Gin Gin Met 
10 

Asp His Val Gly 
25 

Cys Val Thr Leu 

Val Asp Pro He 

60 

Ala Lys Val Glu 
75 

He Asp Ser Lys 
90 

Asn Lys Leu Val 
105 



Ala He Asp Trp 
15 

Asp Arg He Phe 
30 

He Asp Leu Glu 
45 

Ala Gly Lys Leu 

Arg Cys Asp Met 

80 

Thr Glu Gin Pro 
95 

Tyr Trp val Asp 

110 



<210> 1425 
<211> 672 
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<212> DNA 

<213> Homo sapiens 
<400> 1425 

accggtgttt tcgatcacct gggcgggttg agtgactatc gcagtcagat cggcccgatg 
60 

gcccggcatg tcgaagacct ggccttggcg ctacaggtca ttgccggtga agatggggtc 
120 

gatgccgggg cgattccgat gccgctgcgc cgtatgcaaa ctcaaacgct gaaggggttg 
180 

cgagtcgcct ggtacagcga tggtggcatt gagcccgttg acgcgctcac gcacaccaca 
240 

ttgcaggcgg tcgccgatct attggacgct gaaggcgcct tgatccgccc ggccttcccc 
300 

tcggcgttga gcaatgcccg tgacattacc gaacgctatt gggcaatgag tcaaagctcc 
360 

ggcgcgcagt cgatccagct gttttcagat tgggatcagt tccgtacagc catgctgggg 
420 

ttcatggccg actacgacat tatcctgtgc cctgtcgatg ccgcgccggc gacccaactg 
480 

ggagagacgc ggccagggct gttcagttcc ccccttccta atggcttggc gggttggcct 
540 

tgtgtggtgg tccgggccgg aacggatagc gcgggtttgc cggttggcgt gcagattgtc 
600 

gcgcgacctt ggcacgagcc tgtcgcgttg gcggcagcag cggccattga gcgcgcgctg 
660 

ccgttcacgc gt 
672 

<210> 1426 

<211> 224 

<212> PRT. 

<213> Homo sapiens 



<400> 1426 



Thr 


Gly 


val 


Phe 


Asp 


His 


Leu Gly 


Gly 


Leu 


Ser 


Asp 


Tyr 


Arg 


Ser 


Gin 


1 








5 










10 










15 




He 


Gly 


Pro 


Met 


Ala 


Arg 


His 


Val 


Glu 


Asp 


Leu 


Ala 


Leu 


Ala 


Leu 


Gin 








20 










25 










30 






Val 


He 


Ala 


Gly 


Glu 


Asp 


Gly Val 


Asp 


Ala 


Gly 


Val 


He 


Pro 


Met 


Pro 






35 










40 










45 








Leu 


Arg 


Arg 


Met 


Gin 


Thr 


Gin 


Thr 


Leu 


Lys 


Gly 


Leu 


Arg 


Val 


Ala 


Trp 




50 










55 










60 










Tyr 


Ser 


Asp 


Gly 


Gly 


He 


Glu 


Pro 


Val 


Asp 


Ala 


Leu 


Thr 


His 


Thr 


Thr 


65 










70 










75 










80 


Leu 


Gin 


Ala 


Val 


Ala 


Asp 


Leu 


Leu 


Asp 


Ala 


Glu 


Gly 


Ala 


Leu 


He 


Arg 










85 










90 










95 




Pro 


Ala 


Phe 


Pro 


Ser 


Ala 


Leu 


Ser 


Asn 


Ala 


Arg 


Asp 


He 


Thr 


Glu 


Arg 








100 










105 










110 






Tyr 


Trp 


Ala 


Met 


Ser 


Gin 


Ser 


Ser 


Gly 


Ala 


Gin 


Ser 


He 


Gin 


Leu 


Phe 






115 










120 










125 








Ser 


Asp 


Trp 


Asp 


Gin 


Phe 


Arg 


Thr 


Ala 


Met 


Leu 


Gly 


Phe 


Met 


Ala 


Asp 




130 










135 










140 










Tyr 


Asp 


He 


He 


Leu 


Cys 


Pro 


Val 


Asp 


Ala 


Ala 


Pro 


Ala 


Thr 


Gin 


Leu 
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145 






Gly Glu Thr 


Arg 


Pro 






165 


Ala Gly Trp 


Pro 


Cys 




180 




Leu Pro Val 


Gly 


Val 


195 






Ala Leu Ala 


Ala 


Ala 


210 






<210> 1427 






<211> 270 






<212> DNA 







150 155 160 

Glv Leu Phe Ser Ser Pro Leu Pro Asn Gly Leu 

170 175 
val val Val Arg Ala Gly Thr Asp Ser Ala Gly 

185 13° 
Gin He Val Ala Arg Pro Trp His Glu Pro Val 

200 205 
Ala Ala He Glu Arg Ala Leu Pro Phe Thr Arg 
215 220 



atggcttgct atctgaagca ggtggctgcc accgtctgca taaatgggcc cagcgcagcc 
tttgatgttc cactaagata cggggatctg gtggtgacac ccatgcgact ggcttcggaa 
Jtgatgcaag tccacccctc aggggctgta cgcttccgtc actgttcagt tccccagaat 
aaactcaact cacaaaagat acttccggtg gaaaaggccc aagggaagat cctcttcatt 



240 

gcaggagaga atgacgaaag cttggctagc 
270 

<210> 1428 
<211> 50 
<212> PRT 

<213> Homo sapiens 



Me° t °Ala Cys Tyr Leu Lys Gin Val Ala Ala Thr Val Cys lie Asn Gly 

1*5 10 
Pro Ser Ala Val Phe Asp Val Pro Leu Arg Tyr Gly Asp Leu Val Val 

20 25 
Thr Pro Met Arg Leu Ala Ser Glu Leu Met Gin Val His Pro Ser Gly 

Ala val Arg Phe Arg His Cys Ser Val Pro Gin Asn Lys Leu Asn Ser 

Gin Lys He Leu Pro Val Glu Lys Ala Gin Gly Lys lie Leu Phe lie 

65 ™ " 

Ala Gly Glu Asn Asp Glu Ser Leu Ala Ser 

85 9° 

<210> 1429 
<211> 384 
<212> DNA 

<213> Homo sapiens 

ncctlggggl ttatcgacat aaacgcgact gcgtaaggtt ggtgactcat cccccagcga 
60 
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catgaggcaa acgccatgac acccgagaac gcaccgccgc gaggcaagat catcatgatg 
120 

gcggtgatcg ccggcgcggc ggtcaccaac atttactgca cccagccggt gctgccgttg 
180 

atcgcctcgg acatgggcgt cgcagtgtcg acggtcaacc tggtggcagg cgcggccttg 
240 

ctggggcttg ccaccgggtt ggcgttttta ttgcccatgg gcgaccgctt tgaccggcgc 
300 

aagctggtac tcgggcagat cgcgctggcg ttctgctttg ccttggcggc ggcttttgcg 
360 

ccgaggatct gggcgttgat cggc 
384 

<210> 1430 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 1430 

Met Thr Ser Glu Asn Ala Pro Pro Arg Gly Lys lie lie Met Met Ala 

15 10 15 

Val He Ala Gly Ala Val Val Thr Asn He Tyr Cys Thr Gin Pro Val 

20 25 30 

Leu Pro Leu He Ala Ser Asp Met Gly Val Ala Val Ser Thr Val Asn 

35 40 45 

Leu Val Ala Gly Ala Ala Leu Leu Gly Phe Ala Thr Gly Leu Ala Phe 

50 55 60 

Leu Leu Pro Met Gly Asp Arg Phe Asp Arg Arg Lys Leu Val Leu Gly 
65 70 75 80 

Gin He Ala Leu Ala Phe Cys Phe Ala Leu Ala Ala Ala Phe Ala Pro 

85 90 95 

Arg He Trp Ala Leu He Gly 

100 

<210> 1431 
<211> 414 
<212> DMA 

<213> Homo sapiens 
<400> 1431 

aagcttcagg gcaggtgtcc cctgaagtca agcctgattc tgcatcatct tgtatagcac 
60 

aaactggcga cacctgtgac tttgcctttc ccagggtccc tgctctccgc tccaggtagg 
120 

ctcagcctga gggaggtgct ggcaggagcc tcggaggcag gaggggctgg cgtgcttcac 
180 

tccttcagct tgtcttggga gagctgtggg ctgcatcccc ctggctcctc gtcccacagg 
240 

cagccccgct gtgtgtctgg tcttgcaggt tggctgcagc ttctgggccc tgcttccagc 
300 

ccctcctccc atgatcctcc agccttggaa ggtgtaatag tttcccatgt tgctgatctt 
360 

cagtttgcct ccctctcctt ggctgttctt tctgctgttc catcctctgt gcac 

414 
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<210> 1432 

<211> 106 

<212> PRT 

<213> Homo sapiens 

Me2°Gly 4 Asn Tyr Tyr Thr Phe Gin Gly Trp Arg He Met Gly Arg Gly 

r. 10 15 



Ala Gly Ser Arg A^a Gin Lys Leu Gin Pro Thr Cys Lys Thr Arg His 

20 25 30 

Thr Ala Gly Leu Pro Val Gly Arg Gly Ala Arg Gly Met Gin Pro Thr 



35 



40 45 



Ala Leu Pro Arg Gin Ala Glu Gly Val Lys His Ala Ser Pro Ser Cys 

SO 55 60 

Leu Arg Gly Ser Cys Gin His Leu Pro Gin Ala Glu Pro Thr Trp Ser 

70 

Gly Glu Gin Gly Pro Trp Glu Arg Gin Ser His Arg Cys Arg Gin Phe 

85 90 95 

Val Leu Tyr Lys Met Met Gin Asn Gin Ala 

100 10 5 

<210> 1433 

<211> 294 

<212> DNA 

<213> Homo sapiens 

aaatrttcga tggaactggg cggcaatgca ccgtttattg tatttgatga tgcggatgtg 
gacgcggccg tcagcaatgc tgtggcttgc aagttccgct gtggtggaca aacgtgcatt 
tcggccaacc gaatctacgt gcacgaacaa gtgcacgacg agtttgtctc taagtttggc 
gagagagtca agaagcttcg cgtgggctac ggtctggacg aaaacatcaa cattggaccg 
cc.agtgaatg aggctagtca ggacaaagca gagtcacatg tccgtgcgat gcaa 

294 

<210> 1434 
<211> 98 
<212> PRT 

<213> Homo sapiens 



Lys Phe Ser Met Glu Leu Gly Gly Asn Ala Pro Phe lie Val Phe Asp 

Asp Ala Asp val Asp Ala Ala Val Ser Asn Ala Val Ala Cys Lys Phe 

20 25 30 

Arg Cys Gly Gly Gin Thr Cys He Ser Ala Asn Arg lie Tyr Val Hxs 

Glu Gin "l His Asp Glu Phe Val Ser Lys Phe Gly Glu Arg Val Lys 

c r\ 



50 55 60 



Lys Leu Arg Val Gly Tyr Gly Leu Asp Glu Asn lie Asn He Gly Pro 
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65 70 75 80 

Leu Val Asn Glu Ala Ser Gin Asp Lys Ala Glu Ser His Val Arg Ala 

85 90 95 

Met Gin 



<210> 1435 
<211> 1772 
<212> DNA 

<213> Homo sapiens 
<400> 1435 

ntttctggct tatgtggttt ccccgtgtgt gaggcgggat ccactccccg catagtctct 
60 

cgtggcgatg ggacacctgg aaagtgctgt gatgtctttg aatgtgttaa tgatacaaag 
120 

ccagcctgcg tatttaacaa tgtggaatat tatgatggag acatgtttcg aatggacaac 
180 

tgtcggttct gtcgatgcca agggggcgtt gccatctgct tcactgccca gtgtggtgag 
240 

ataaactgcg agaggtacta cgtgcccgaa ggagagtgct gcccagtgtg tgaaacccag 
300 

tgtatccttt taataacccc gctggctgct gccaatggcc tgatccttgc ccacggagac 
36 0 

cggtggcggg aagacgactg cacattctgc cagtgcgtca acggtgaacg ccactgcgtt 
420 

gcgaccgtct gcggacagac ctgcacaaac cctgtgaaag tgcctgggga gtgttgccct 
480 

gtgtgcgaag aaccaaccat catcacagtt gatccacctg catgtgggga gttatcaaac 
S40 

tgcactctga cagggaagga ctgcattaat ggtttcaaac gcgatcacaa tggttgtcgg 
600 

acccgtcagt gcataaacac cgaggaacta tgttcagaac gcaaacaagg ccgcaccttg 
660 

aactgtccct tcggtttcct tactgatgcc caaaactgtg agatctgtga gtgccgccca 
720 

aggcccaaga agtgcagacc cataatctgt gacaagtatt gcccacttgg attgctgaag 
780 

aataagcacg gctgtgacat ctgtcgctgt aagaaatgtc cagagctctc atgcagtaag 
840 

natctgcccc ttgggtttcc agcaggacag tcacggctgt cttatctgca agtgcagaga 
900 

ggcctccgct tcagctgggc cacccatcct gtcgggcact tgtctcaccg tggatggtca 
960 

tcatcacaaa aatgaggaga gctggcacga tgggtgccgg gaatgctact gtctcaatgg 
1020 

acgggaaatg tgtgccctga tcacctgccc ggtgcctgcc tgcggcaacc ccaccattca 
1080 

ccctggacag tgctgcccat catgcgcaga tgactttgtg gtgcagaagc cagagctcag 
1140 

tactccnnct ccatttgcca cgcccctgga ggagaatact ttgtggaagg agaaacgtgg 
1200 

aacactgacc cctgcactca gtgcacctgc cacagcggac gggcgctgtg tgagacagag 
1260 
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gtgtgcccac cgccgctctg ccagaacccc tcacgcaccc aggattcctg ctgcccacag 



1320 



tgtacagatc aaccttttcg gccttccttg tcccgcaata acagcgtacc taattactgc 



1380 



aaaaatgatg aaggggatat attcctggca gctgagtcct ggaagcctga cgtttgtacc 



1440 



agctgcatct gcattgatag cgtaattagc tgtttctctg agtcctgccc ttctgtatcc 



1500 



tgtgaaaaac ctgtcttgag aaaaggccag tgttgtccct actgcataga agacacaatt 



1560 



ccaaagaagg tggtgtgcca cttcagtggg aaggcctatg ccgacgagga gcggtgggac 



1620 

cttgacagct gcacccactg ctactgcctg cagggccaga ccttctgctc gaccgtcagc 

1680 > - - 

tgcccccctc tgccctgtgt tgagcccatc aacgtggaag gaagttgctg cccaatgtgt 

1740 

ccagaaatgt atgtcccagt cccttcacgc gt 
1772 

<210> 1436 
<211> 322 
<212> PRT 

<213> Homo sapiens 

Xaa°Ser 4 Gly Leu Cys Gly Phe Pro Val Cys Glu Val Gly Ser Thr Pro 

15 10 15 

Arq lie Val Ser Arg Gly Asp Gly Thr Pro Gly Lys Cys Cys Asp Val 

20 25 30 

Phe Glu Cys Val Asn Asp Thr Lys Pro Ala Cys Val Phe Asn Asn Val 

35 40 45 

Glu Tyr Tyr Asp Gly Asp Met Phe Arg Met Asp Asn Cys Arg Phe Cys 

50 55 60 

Arg Cys Gin Gly Gly Val Ala He Cys Phe Thr Ala Gin Cys Gly Glu 
65 ^0 ^0 

lie Asn Cys Glu Arg Tyr Tyr Val Pro Glu Gly Glu Cys Cys Pro Val 

85 9° 95 

Cys Glu lie Gin Cys He Leu Leu He lie Pro Leu Ala Ala Ala Asn 

100 105 11° 

Gly Leu He Leu Ala His Gly Asp Arg Trp Arg Glu Asp Asp Cys Thr 
115 120 125 

Phe Cys Gin Cys Val Asn Gly Glu Arg His Cys Val Ala Thr val Cys 

130 135 140 

Gly Gin Thr Cys Thr Asn Pro Val Lys Val Pro Gly Glu Cys Cys Pro 

•, ca 155 160 

145 150 A " 

Val Cys Glu Glu Pro Thr He He Thr Val Asp Pro Pro Ala Cys Gly 

165 l™ 175 

Glu Leu Ser Asn Cys Thr Leu Thr Gly Lys Asp Cys He Asn Gly Phe 

180 185 I 90 

Lys Arg Asp His Asn Gly Cys Arg Thr Cys Gin Cys He Asn Thr Glu 

195 200 205 

Glu Leu Cys Ser Glu Arg Lys Gin Gly Cys Thr Leu Asn Cys Pro Phe 

210 215 220 

Gly Phe Leu Thr Asp Ala Gin Asn Cys Glu He Cys Glu Cys Arg Pro 
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225 

Arg Pro Lys Lys Cys 

245 

Gly Leu Leu Lys Asn 

260 

Cys Pro Glu Leu Ser 
275 

Gly Gin Ser Arg Leu 
290 

Ser Trp Ala Thr His 
305 

Ser Ser 



230 235 
Arg Pro He He Cys Asp 

250 

Lys His Gly Cys Asp He 

265 

Cys Ser Lys Xaa Leu Pro 
280 

Ser Tyr Leu Gin Val Gin 
295 

Pro Val Gly His Leu Ser 
310 315 



240 

Lys Tyr Cys Pro Leu 

255 

Cys Arg Cys Lys Lys 
270 

Leu Gly Phe Pro Ala 
285 

Arg Gly Leu Cys Phe 
300 

His Arg Gly Trp Ser 

320 



<210> 1437 

<211> 372 

<212> DNA 

<213> Homo sapiens 



<400> 1437 

cgggaactgt 
60 

aggccatgac 
120 

cccgtaccct 
180 

cggtccatgt 
240 

acagttctgg 
300 

cgcggcttct 
360 

cgccgcacgc 
372 



gctcgcccac 
cggagccatc 
catgacctcg 
cgatgctgag 
ccctgccgca 
ccccgagttc 



catccggtga 
ccgagcagca 
atgcaacttc 
cagttcgacc 
catggggtcc 
cgtcgcggag 



ccggtgtcgg 
ggtgcacggc 
cacggtggtc 
ggttgcgcag 
tgggacttgg 
aatcttccga 



gcagtggcaa 
ccgggccgtt 
caccgatcac 
cgagttcctg 
ccggggcctg 
gggcacagtt 



ctcaacaccc 
gactcgtgga 
atcgaccgct 
tcccgtgggc 
ggtggccaga 
cgagttgttc 



<210> 1438 

<211> 62 

<212> PRT 

<213> Homo sapiens 



Met Ser Met Leu 
1 

Val Gly Thr Val 

20 

Gly Ala Trp Val 
35 

Asn Leu Pro Arg 
50 



Ser Ser Ser Thr 
5 

Leu Ala Leu Pro 

Ala Arg Arg Gly 

40 

Ala Gin Phe Glu 
55 



Gly Cys Ala Ala 
10 

His Met Gly Ser 
25 

Phe Ser Pro Ser 

Leu Phe Cys Arg 

60 



Ser Ser Cys Pro 
15 

Trp Asp Leu Ala 
30 

Ser Val Ala Glu 
45 

Thr Arg 



<210> 1439 

<211> 471 

<212> DNA 

<213> Homo sapiens 
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<400> 1439 

accggtttgc tttccacaag gagagctaaa atgccggttg ctaagcagca tacatgccgc 
60 

tgcttctttc cacaatgtag acttaaaaaa atcgccgtaa acattttacc acatgattga 
120 

gtcaggtgtg gggagtcgca gtaaacattt taccatgtga ttgagtcatg ggtggggagt 
180 

cgcggaaata cacagggcag gcagttcgct atcacgatgt tctctctcat ttctgtcttt 
240 

ggtctgtctt cctgggtaat gtcacatgga gacccagggg atctgccatc agctgtgtgc 
300 

agtgggttaa caagacgacg gggaacttca gagtgcaggc agtcctcatc tttggcagat 
360 

tctgtatttg cacattcacc cactcactga aatgcatttg taaccccaaa atcaatacag 
420 

cggtttcaca gtcattttcc gacacgggca gaggggtgaa gatactgagt c 
471 

<210> 1440 
<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 1440 



Met 


Gly Gly 


Glu 


Ser Arg Lys Tyr Thr Gly Gin 


Ala 


Val Arg Tyr His 


l 








5 






10 






15 


Asp 


Val 


Leu 


Ser 


His Phe Cys 


Leu 


Trp 


Ser 


Val 


Phe 


Leu Gly Asn Val 






20 






25 








30 


Thr 


Trp 


Arg 
35 


Pro 


Arg Gly Ser 


Ala 

40 


He 


Ser 


Cys 


Val 


Gin Trp Val Asn 
45 


Lys 


Thr 


Thr 


Gly 


Asn Phe Arg 


Val 


Gin 


Ala 


val 


Leu 


He Phe Gly Arg 


50 






55 










60 




Phe 


Cys 


He 


Cys 


Thr Phe Thr 


His 


Ser 


Leu 


Lys 


Cys 


He Cys Asn Pro 


65 




70 








75 




80 


Lys 


lie 


Asn 


Thr 


Ala Val Ser 


Gin 


Ser 


Phe 


Ser 


Asp 


Thr Gly Arg Gly 








85 






90 






95 


Val 


Lys 


He 


Leu 
100 


Ser 















<210> 1441 
<211> 376 
<212> DNA 

<213> Homo sapiens 
<400> 1441 

nnngagtcgc ggggaccttc atggactctc tcgtgctccg tagctcacac tcaccgcacg 
60 

gcagctcaca ttcaccacac gggaactcac tctcaccaca cggcagctca ctctctctgc 
120 

accgcagctc acactcaccg cacggcagct cactctcacc gcacggcagc ccacactcac 
180 

cacacagcag ctcactctta ccggacgggg aacctaaact taccggacgg gaagcctcac 
240 
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tctcaccgca cggaaagctc acactcaccg caccgcagcc actctcaccg cacggcagct 
300 

caccctcacc gcaccgcagc tcactctcac cggacgggag ctcactctca ccacacggca 
360 

cctcactctc acgcgt 
376 

<210> 1442 
<211> 125 
c212> PRT 

<213> Homo sapiens 
<400> 1442 



Xaa 


Glu 


Ser 


Arg 


Gly 


Pro 


Ser 


Trp 


Thr 


Leu 


Ser 


Cys 


Ser 


Val 


Ala 


His 


1 








5 










10 










15 




Thr 


His 


Arg 


Thr 


Ala 


Ala 


His 


lie 


His 


His 


Thr 


Gly 


Thr 


His 


Ser 


His 






20 










25 










30 






His 


Thr 


Ala 


Ala 


His 


Ser 


Leu 


Cys 


Thr 


Ala 


Ala 


His 


Thr 


His 


Arg 


Thr 






35 










40 










45 








Ala 


Ala 


His 


Ser 


His 


Arg 


Thr 


Ala 


Ala 


His 


Thr 


His 


His 


Thr 


Ala 


Ala 




50 










55 










60 










His 


Ser 


Tyr 


Arg 


Thr Gly 


Asn 


Leu 


Asn 


Leu 


Pro 


Asp 


Gly Lys 


Pro 


His 


65 










70 










75 










80 


Ser 


His 


Arg 


Thr 


Glu 


Ser 


Ser 


His 


Ser 


Pro 


His 


Arg 


Ser 


His 


Ser 


His 








85 










90 










95 




Arg 


Thr 


Ala 


Ala 


His 


Ser 


His 


Arg 


Thr 


Ala 


Ala 


His 


Ser 


His 


Arg 


Thr 






100 










105 










110 






Gly 


Ala 


His 


Ser 


His 


His 


Thr 


Ala 


Pro 


His 


Ser 


His 


Ala 










115 










120 










125 









<210> 1443 

<211> 286 

<212> DNA 

<213> Homo sapiens 

<400> 1443 

atggcagccc tgcgtcccaa ggagctgcca caactaatgg tcgccatcgg caatgcgagc 
60 

ataaaacgga caacacgctg cctgatcgaa tggcaactcc acaccacgac ccgtcctgcg 
120 

gaagccgcta cgacttcctg ggctgacatc gactgcgaca agaaaacctg gacgatccca 
180 

gcggagcgta tgaaaaagcg acgtgcccat gtcataccgc taaccgagca cgcacttgcc 
240 

ttgcttgaga caatcaaacc ctacagcggn cacagagagt acgcgt 
286 

<210> 1444 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 1444 

Met Ala Ala Leu Arg Pro Lys Glu Leu Pro Gin Leu Met Val Ala lie 
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1 5 
Gly Asn Ala Ser He Lys Arg Thr 

20 

Leu His Thr Met Thr Arg Pro Ala 

35 40 
Asp He Asp Cys Asp Lys Lys Thr 

50 55 
Lys Lys Arg Arg Ala His Val He 
65 70 
Leu Leu Glu Thr He Lys Pro Tyr 

85 





10 










15 




Thr 


Arg 


Cys 


Leu 


He 


Glu 


Trp 


Gin 


25 










30 






Glu 


Ala 


Ala 


Thr 


Thr 


Ser 


Trp 


Ala 










45 








Trp 


Thr 


lie 


Pro 


Ala 


Glu 


Arg 


Met 








60 










Pro 


Leu 


Thr 


Glu 


His 


Ala 


Leu 


Ala 






75 










80 


Ser 


Gly His 


Arg 


Glu 


Tyr 


Ala 






90 










95 





<210> 1445 
<211> 294 
<212> DNA 

<213> Homo sapiens 



<400> 1445 
naccggttca 
60 

atgtacctgt 
120 

actccctacc 
180 

gaggtttatg 
240 

agggtggacc 
294 



ccggggaggc 
atggcacctt 
gggagacggt 
agctggccnt 
ccgacaacac 



cttcgatggg 
cgtcgttccg 
ctccaagcgg 
cccccgagga 
cgtcgacaag 



ggcaaggtca 
gacttcgacg 
accactactt 
gtcgtgttcg 
ctgccaacac 



gcatggttgg 
cattcatctc 
ggttctttcg 
ccatgcaaag 
tcggcgagcg 



cccgattccc 
cggcaagcag 
agccggctca 
cgcctcgttg 
cctg 



<210> 1446 
<211> 98 
<212> PRT 

<213> Homo sapiens 



<400> 1446 
Xaa Arg Phe Thr 
1 

Gly Pro He Pro 

20 

Asp Ala Phe He 
35 

Lys Arg Thr Thr 
50 

Leu Ala Xaa Pro 
65 

Arg Val Asp Pro 
Arg Leu 



Gly Glu Ala Phe 
5 

Met Tyr Leu Tyr 
Ser Gly Lys Gin 

40 

Thr Trp Phe Phe 
55 

Arg Gly Val Val 
70 

Asp Asn Thr Val 
85 



Asp Gly Gly Lys 
10 

Gly Thr Phe Val 
25 

Thr Pro Tyr Arg 

Arg Ala Gly Ser 

60 

Phe Ala Met Gin 
75 

Asp Lys Leu Pro 
90 



Val Ser Met Val 
15 

Val Pro Asp Phe 
30 

Glu Thr Val Ser 
45 

Glu Val Tyr Glu 

Ser Ala Ser Leu 

80 

Thr Leu Gly Glu 
95 



<210> 1447 
<211> 363 
<212> DNA 

<213> Homo sapiens 
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<400> 1447 

nnncagaacc agaagatcaa cctgcatgac ggctcgttct ccgacgttgg cggcatggtg 
60 

ggtaatatct ccattgccca gggtgtcacg atcgagaacg ccgtcggcgg ttcgggcaac 
120 

gacctgctga tcggcaacga tgcggccaac gaactgcgcg gcggtgccgg caacgatatc 
180 

ctccacgggg ctggcggtgc cgaccaggtt tgggttggtt cgggcaacaa taccttcgtg 
240 

ttcgccgccg tttccgactc ggcgccgaaa gcggccgacc ggatcatgga cttcaccagt 
300 

ggccaggaca agatcgatct gtccgggatc acccatggtt cgggcctgac cttcgtcaac 

360 

gcg 

363 

<210> 1448 
<211> 121 
<212> PRT 

<213> Homo sapiens 



<400> 1448 






















Xaa 


Gin Asn 


Gin 


Lys He Asn 


Leu 


His 


Asp 


Gly Ser 


Phe 


Ser 


Asp 


Val 


1 






5 






10 








15 




Gly 


Gly Met 


Val 
20 


Gly Asn He 


Ser 


He 
25 


Ala 


Gin Gly 


Val 


Thr 
30 


He 


Glu 


Asn 


Ala Val 
35 


Gly 


Gly Ser Gly 


Asn 
40 


Asp 


Leu 


Leu He 


Gly 
45 


Asn 


Asp 


Ala 


Ala 


Asn Glu 


Leu 


Arg Gly Gly Ala 


Gly 


Asn 


Asp He 


Leu 


Tyr 


Gly 


Ala 




50 




55 








60 










Gly 


Gly Ala 


Asp 


Gin Val Trp 


Val 


Gly 


Ser 


Gly Asn 


Asn 


Thr 


Phe 


Val 


65 






70 








75 








80 


Phe 


Ala Ala 


val 


Ser Asp Ser 
85 


Ala 


Pro 


Lys 
90 


Ala Ala 


Asp 


Arg 


He 
95 


Met 


Asp 


Phe Thr 


Ser 
100 


Gly Gin Asp 


Lys 


He 
105 


Asp 


Leu Ser 


Gly 


He 
110 


Thr 


His 


Gly 


Ser Gly 
115 


Leu 


Thr Phe Val 


Asn 
120 


Ala 















<210> 1449 
<211> 541 
<212> DNA 

<213> Homo sapiens 
<400> 1449 

aggcgctacc agattatggg ctgcccgacc tcaatgacat gcgcttgagc ctgcatgaat 
60 

cactcagcca atcgcgcttg gcgattgaac gctttatcca ggcgtacgag cctcggttgg 
120 

ggaatgtacg tgtcaggagg agggagggtg cctacaaccc tttggtactg gcgtttgtga 
180 

ttgaggcaac cgtcgtcatc gatggtgtca tccaacctgt ggtgtttaac gcacacctgg 
240 
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tggggggggg gacgggccga gtgtgttacc tgatgttctt tgagctcttt taccagagtg 
300 

aactcagcgc attgcgcacg cttgggcggc gtttttctga acgcaacccc gccctggcac 
360 

cctttcttgc cgattccagg ccaggacccg gacgtcgagg gtctattgaa agtctttgcc 
420 

tttctccccg ggcgcctgcg ccagaagctt gctgacgagc ttctgaggtt gacccattca 
480 

ttgatgcact cggtgtggcc caattacatg cggccattgc cggccttcag tattttgcag 

540 

t 

541 

<210> 1450 
<211> 138 
<212> PRT 

<213> Homo sapiens 
<400> 1450 



Met 


Arg 


Leu 


Ser 


Leu His Glu Ser Leu 


Ser 


Gin 


Ser 


Arg 


Leu 


Ala 


He 


1 






5 


10 










15 


Val 


Glu 


Arg 


Phe 


He 


Gin Ala Tyr Glu Pro 


Arg 


Leu 


Gly 


Asn 


Val 


Arg 






20 


25 










30 






Arg 


Arg 


Arg 
35 


Glu 


Gly Ala Tyr Asn Pro 

40 


Leu 


Val 


Leu 


Ala 
45 


Phe 


Val 


He 


Glu 


Ala 


Thr 


Val 


Val He Asp Gly Val 


He 


Gin 


Pro 


Val 


val 


Phe 


Asn 




50 






55 






60 








Phe 


Ala 


His 


Leu Val Gly Gly Gly Thr Gly Arg 


Val 


Cys 


Tyr 


Leu 


Met 


65 








70 




75 










80 


Phe 


Glu 


Leu 


Phe 


Tyr Gin Ser Glu Leu 
85 


Ser 
90 


Ala 


Leu 


Arg 


Thr 


Leu 
95 


Gly 


Arg 


Arg 


Phe 


Ser 


Glu Arg Asn Pro Ala 


Leu 


Ala 


Pro 


Phe 


Leu 


Ala 


Asp 




100 


105 










110 






Ser 


Arg 


Pro 


Gly 


Pro Gly Arg Arg Gly 


Ser 


He 


Glu 


Ser 


Leu 


Cys 


Leu 




115 




120 








125 








Ser 


Pro 
130 


Arg 


Ala 


Pro Ala Pro Glu Ala 
135 


Cys 















<210> 1451 
<211> 326 
<212> DNA 

<213> Homo sapiens 
<400> 1451 

aggcctctgg cgagttgatc tacagcttcg gacccggtgc tatggctact ggcgtcaagt 
60 

acacgaacac agtttgcact cctgtgggcg actacgaggt ggtgctgacg gattcttggg 
120 

gtgatggctg gaacccgggt tcttacctga acatgtacga cagctcggac aacttgatcc 
180 

aggagttcac gatggattac gacgcctctt ctcgtaacat taaggagaag cacggcttct 
240 

tcacggtggc ttccaccacg agcagcggca ctgtctggaa gattatggcg aacaagaagg 
300 
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tggacaagga gtggaactct gtggac 
326 

<210> 1452 

<211> 95 

<212> PRT 

<213> Homo sapiens 

<400> 1452 



Met 


Ala 


Thr 


Gly 


Val 


Lys 


Tyr Thr 


Asn Thr 


Val Cys Thr 


Pro 


Val 


Gly 


l 








5 






10 






15 




Asp 


Tyr 


Glu 


Val 


Val 


Leu 


Thr Asp Ser Trp Gly Asp Gly Trp 


Asn 


Pro 




20 








25 




30 






Gly Ser 


Tyr 


Leu 


Asn 


Met 


Tyr Asp 


Ser Ser 


Asp Asn Leu 


He 


Gin 


Glu 






35 








40 




45 








Phe 


Thr 


Met 


Asp 


Tyr 


Asp 


Ala Ser 


Ser Arg 


Asn He Lys 


Glu 


Lys 


His 




50 










55 




60 








Gly 


Phe 


Phe 


Thr 


val 


Ala 


Ser Thr 


Thr Ser 


Ser Gly Thr 


Val 


Trp 


Lys 


65 










70 






75 






80 


He 


Met 


Ala 


Asn 


Lys 


Lys 


Val Asp 


Lys Glu 


Trp Asn Ser 


val 


Asp 












85 






90 






95 





<210> 1453 
<211> 326 
<212> DNA 

<213> Homo sapiens 
<400> 1453 

cggccgcgcg gccccacgtg caccgcgtgc atggtccctc gaggacgcgc atctgcagcc 
60 

cccgctcccc gcaaacctcc aggccggaga gctccggcca aggccgctgc atcacatgat 
120 

acaggagggg catgcacacg ctcacgtgca cacagcctca aacacgctca tccgtacata 
180 

caggagtgtg tgaacgcact gaggtgcaca ggacaaagac acagacacct gtttgcacac 
240 

cgactcgcct atagaaatgt gcaaaccacc cgtgcgcaca ggcccctcca cccatgcagg 
300 

cgtgtgcaca tcacccacac ggacac 
326 

<210> 1454 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 1454 

Met Val Pro Arg Gly Arg Ala Ser Ala Ala Pro Ala Pro Arg Lys Pro 

15 10 15 

Pro Gly Arg Arg Ala Pro Ala Lys Ala Ala Ala Ser His Asp Thr Gly 

20 25 30 

Gly Ala Cys Thr Arg Ser Arg Ala His Ser Leu Lys His Ala His Pro 

35 40 45 

Tyr He Gin Glu Cys Val Asn Ala Leu Arg Cys Thr Gly Gin Arg His 
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50 

Arg His Leu Phe 
65 

Arg Ala His Arg 
Thr Asp 



55 

Ala His Arg Leu 
70 

Pro Leu His Pro 
85 



60 

Ala Tyr Arg Asn 

75 

Cys Arg Arg Val 
90 



Val Gin Thr Thr 

80 

His lie Thr His 
95 



<210> 1455 

<211> 314 

<212> DNA 

<213> Homo sapiens 



<400> 1455 
gatccagtca 
60 

gttgctatgg 
120 

tggtggacct 
180 

gaggcatttc 
240 

atcgacatcc 
300 

ccttccaaac 
314 



aaaaagcatg 
ctacagtgaa 
tggacccttc 
ataatcttca 
gtaaagccac 
tgac 



tggggttgct 
tgctatgata 
agtgggacct 
tcctgcatgt 
aagatacttg 



cacgctggtt 
gcagaatatg 
ggctgtttta 
gtacaactat 
actggatttt 



ggaaaggtac 
gctgccgttt 
ctcttccagg 
ttgattcacc 
tgtataactg 



tttgttgggt 
ggaaaaactt 
ggaatcagca 
aaatccctgt 
cttcctgcct 



<210> 1456 

<211> 104 

<212> PRT 

<213> Homo sapiens 



<400> 1456 
Asp Pro Val Lys 
1 

Thr Leu Leu Gly 

20 

Tyr Gly Cys Arg 
35 

Gly Pro Gly Cys 
50 

Asn Leu His Pro 
65 

lie Asp lie Arg 

Cys Phe Leu Pro 

100 



Lys Ala Cys Gly 
5 

Val Ala Met Ala 

Leu Glu Lys Leu 

40 

Phe Thr Leu Pro 
55 

Ala Cys Val Gin 
70 

Lys Ala Thr Arg 
85 

Pro Ser Lys Leu 



Val Ala His Ala 
10 

Thr Val Asn Ala 
25 

Trp Trp Thr Leu 

Gly Glu Ser Ala 

60 

Leu Phe Asp Ser 
75 

Tyr Leu Thr Gly 
90 



Gly Trp Lys Gly 
15 

Met lie Ala Glu 
30 

Asp Pro Ser Val 

45 

Glu Ala Phe His 

Pro Asn Pro Cys 

80 

Phe Leu Tyr Asn 
95 



<210> 1457 

<211> 437 

<212> DNA 

<213> Homo sapiens 



<400> 1457 
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nattcaccag aatccccaga atcccccaaa tactacattg cactttaggg ttcctttcta 

gcacatgcac cgctaaaatc ggcgcccaga accttctctg cccctctccc atgggatgca 

icgtcagcgg agaaacagac caagtctgca ctagcctgtc cctacaccct ccccaggaaa 
180 

aggcccccct gcgccaagtc aacagctccc agaggaagcc cactgactgc tctcttcagg 

240 

gtgggggaca caggaagtcc acgcttgcac ggaggggacg ggcacaccta ccgtgactgc 

cagagcccat tttgggagtc tgattggaat ttatacagca ggagcactgg gcactcggac 

aactccagcc cacaaccaag tcactgggct gcctacccac tgcccaagtg cctcaagtca 
420 

acacattcct gcactgn 
437 

<210> 1458 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 1458 

Met Ser Ala Glu Lys Gin Thr Lys Ser Ala Leu Ala Cys Pro Tyr Thr 

1 5 10 15 

Leu Pro Arg Lys Arg Ser Pro Cys Ala Lys Ser Thr Ala Pro Arg Gly 

20 25 30 

Ser Pro Leu Thr Ala Leu Phe Arg Val Gly Asp Thr Gly Ser Pro Arg 

35 40 45 

Leu His Gly Gly Asp Gly His Thr Tyr Arg Asp Cys Gin Ser Pro Phe 

50 55 60 

Trp Glu Ser Asp Trp Asn Leu Tyr Ser Arg Ser Thr Gly His Ser Asp 
65 ^O 75 80 

Asn Ser Ser Pro Gin Pro Ser His Trp Ala Ala Tyr Pro Leu Pro Lys 

85 90 95 

Cys Leu Lys Ser Thr His Ser Cys Thr 

100 105 

<210> 1459 
<211> 295 
<212> DNA 

<213> Homo sapiens 
<400> 1459 

ngagaggtca ccggccacga gattcccgcg gaggtcgcgc cccgccgcgc gggcgacccg 
60 

gccgtactca tcgcttcttc ggagaagatc aagcgggagc tgggctggaa cccgacgcgc 
120 

acggatctgc gccgcatcgt cgaggacgcc tgggccttta cggctggggg ggccgaacgg 
180 

taaacccttg gtaaggcgac gcagttatcc tcgatctcct cccagagcag gcggcagccc 
240 

gccactgcgg tgtcgagcat gccctcccac tccccgatcg ccatgagccg gcgan 
295 



1221 



BNS0OC1D <WO „0058473A2_L> 



WO 00/58473 PCT/USOO/0862 1 



<210> 1460 
<211> 60 
<212> PRT 

<213> Homo sapiens 
<400> 1460 

Xaa Glu Val Thr Gly His Glu lie Pro Ala Glu Val Ala Pro Arg Arg 

15 10 15 

Ala Gly Asp Pro Ala Val Leu He Ala Ser Ser Glu Lys He Lys Arg 

20 25 30 

Glu Leu Gly Trp Asn Pro Thr Arg Thr Asp Leu Arg Arg He Val Glu 

35 40 45 

Asp Ala Trp Ala Phe Thr Ala Gly Gly Ala Glu Arg 
50 55 60 

<210> 1461 
<211> 432 
<212> DNA 

<213> Homo sapiens 
<400> 1461 

nnaagcttac gtgaaatgaa acgtcaatgg caacaggcga caatcgtgcc agagaaattg 
60 

gttgaagcac agtcaattgc gggttctaaa tgcgaacacg cctggcgctt acaacgttca 
120 

gaaaatgact gggtaggctt tgaaaaaaat tggaaagagg ttgttgcatt atcccgtgaa 
180 

gaagcacaaa ttcgcggtga agcgcttaat ctaacgcctt atgatgcgat gcttgataag 
240 

tttgaaccag gcacgacaac ggtttcgctc aatactttgt tttcaaaggt aaagacgtgg 
300 

ttacctacgt taattgaaaa agcgttagaa aagcagcaat cagaatctat cattatgcca 
360 

tcaggcacct tttccacggc gaatcaaaaa gcccttggat tagaaataat gaaattgtta 
420 

aaattcgact tt 
432 

<210> 1462 
<211> 144 
<212> PRT 

<213> Homo sapiens 



<400> 1462 
























Xaa Ser Leu 


Arg 


Glu 


Met Lys 


Arg 


Gin 


Trp 


Gin Gin 


Ala 


Thr 


He 


Val 


1 




5 








10 








15 




Pro Glu Lys 


Leu 


Val 


Glu Ala 


Gin 


Ser 


He 


Ala Gly 


Ser 


Lys 


Cys 


Glu 




20 








25 








30 






His Ala Trp 


Arg 


Leu 


Gin Arg 


Ser 


Glu 


Asn 


Asp Trp 


Val 


Gly 


Phe 


Glu 


35 








40 








45 








Lys Asn Trp 


Lys 


Glu 


Val Val 


Ala 


Leu 


Ser 


Arg Glu 


Glu 


Ala 


Gin 


He 


50 






55 








60 










Arg Gly Glu 


Ala 


Leu 


Asn Leu 


Thr 


Pro 


Tyr 


Asp Ala 


Met 


Leu 


Asp 


Lys 
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65 70 75 80 

Phe Glu Pro Gly Thr Thr Thr Val Ser Leu Asn Thr Leu Phe Ser Lys 

8 5 90 95 

Val Lys Thr Trp Leu Pro Thr Leu He Glu Lys Ala Leu Glu Lys Gin 

100 105 HO 

Gin Ser Glu Ser He lie Met Pro Ser Gly Thr Phe Ser Thr Ala Asn 

115 120 125 

Gin Lys Ala Leu Gly Leu Glu He Met Lys Leu Leu Lys Phe Asp Phe 
130 135 140 

<210> 1463 
<211> 421 
<212> DNA 

<213> Homo sapiens 
<400> 1463 

nacgcgttcc agagcaagct ggacctgacc gccttcgaat tcttctccga caaggccctg 
60 

gccaaagtca tgggccgtgg cgacgtaccg gcaccgttcg aaaccgaatg cccgttctac 
120 

gcgctgctgg aattcgaagc caccaccgaa gaagtcgcca accacgccct ggaaaccttc 
180 

gagcactgcg ttgagcaggg ctgggtgctg gacggcgtga tgagccagag cgaaacccaa 
240 

ctgcacaacc tgtggaaact gcgcgagtac atctcggaga ctatttccca ctggacgccc 
300 

tacaagaacg acatctccgt gaccgtttcc aaagtccccg cgttcttgaa ggaaattgac 
360 

gcgatcgtcg tgagcattac ccggacttcg aaattgttgg tcggccacat cggcgacgca 

420 

a 

421 

<210> 1464 
<211> 140 
<212> PRT 

<213> Homo sapiens 
<400> 1464 

Xaa Ala Phe Gin Ser Lys Leu Asp Leu Thr Ala Phe Glu Phe Phe Ser 

15 10 15 

Asp Lys Ala Leu Ala Lys Val Met Gly Arg Gly Asp Val Pro Ala Pro 

20 25 30 

Phe Glu Thr Glu Cys Pro Phe Tyr Ala Leu Leu Glu Phe Glu Ala Thr 

35 40 45 

Thr Glu Glu Val Ala Asn His Ala Leu Glu Thr Phe Glu His Cys Val 

50 55 60 

Glu Gin Gly Trp Val Leu Asp Gly Val Met Ser Gin Ser Glu Thr Gin 
65 70 75 80 

Leu His Asn Leu Trp Lys Leu Arg Glu Tyr He Ser Glu Thr He Ser 

85 90 95 

His Trp Thr Pro Tyr Lys Asn Asp He Ser Val Thr Val Ser Lys Val 

100 105 H° 

Pro Ala Phe Leu Lys Glu He Asp Ala He Val Val Ser He Thr Arg 
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115 120 125 

Thr Ser Lys Leu Leu Val Gly His lie Gly Asp Ala 
130 135 140 

<210> 1465 
<211> 424 
<212> DNA 

<213> Homo sapiens 
<400> 1465 

gtgcacggtc tttgagctgc aattcccagg aatcaggggc cataggcggt agatggcatg 
60 

cagcctctcg ggcgggaaag tggtctacag tgcctgcttg cccgggcagg cagctcgtag 
120 

gcttatatgc ttagtggtta tggcccctac cactgttttt gaccgcgcta ccattcgcca 
180 

caacctcacc gaattcaaac tccggtggat ttcccacgcc gagcagtgga aggcggaaaa 
240 

ccgtcctgca acagagtcta aagccgctga gacggactgc tcagtacatg gggatctctg 
300 

gaccttggcc acggaagttt tcggtcaagc acccgaattc gacttcccat atatgaaact 
360 

cactcggcag gaatgtaggt tcctttttct gccgagaaac gacatcagct tgagctgctt 

420 

cacg 

424 

<210> 1466 
<211> 124 
<212> PRT 

<213> Homo sapiens 
<400> 1466 

Met Ala Cys Ser Leu Ser Gly Gly Lys Val Val Tyr Ser Ala Cys Leu 

15 10 15 

Pro Gly Gin Ala Ala Arg Arg Leu He Cys Leu Val Val Met Ala Pro 

20 25 30 

Thr Thr Val Phe Asp Arg Ala Thr He Arg His Asn Leu Thr Glu Phe 

35 40 45 

Lys Leu Arg Trp He Ser His Ala Glu Gin Trp Lys Ala Glu Asn Arg 

50 55 60 

Pro Ala Thr Glu Ser Lys Ala Ala Glu Thr Asp Cys Ser Val His Gly 
65 70 75 80 

Asp Leu Trp Thr Leu Ala Thr Glu Val Phe Gly Gin Ala Pro Glu Phe 

85 90 95 

Asp Phe Pro Tyr Met Lys Leu Thr Arg Gin Glu Cys Arg Phe Leu Phe 

100 105 HO 

Leu Pro Arg Asn Asp He Ser Leu Ser Cys Phe Thr 
115 120 

<210> 1467 

<211> 441 

<212> DNA 

<213> Homo sapiens 
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<400> 1467 

nacgcgcgac ggcgaatgag cggcggaggc atgacaacga gcgcaccgtt ccgcagcttg 
60 

gtgccgtgca tcatggctca agtgccgcgc aactttcggc tgctcgagga gctggagaaa 
120 

ggcgaaaagg ggctaggaaa tggctcgtgc tcttacggcc ttgcgaacag tgatgacatt 
180 

cgtacgtatg cgcctgtgct gatggtcatg acaacgtgga atgccacgat cctaggcccg 
240 

gccaactcgg tgcatgagaa ccgcatatac tgcctgcgcc tcgtgtgtgg cgactcgtac 
300 

cctcttgtgc cgcctgagat ttggttccag acgcgcatca acttgccgtg cgtcgatgcc 
360 

cacacgggcc gcgtcatgcc cgatcagttc tcgcccctct tgcattggcg tgatgagtac 
420 

actatggaaa gctgctgcat g 

441 

<210> 1468 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 1468 

Met Ala Gin Val Pro Arg Asn Phe Arg Leu Leu Glu Glu Leu Glu Lys 

15 10 15 

Gly Glu Lys Gly Leu Gly Asn Gly Ser Cys Ser Tyr Gly Leu Ala Asn 

20 25 30 

Ser Asp Asp lie Arg Thr Tyr Ala Pro Val Leu Met Val Met Thr Thr 

35 40 45 

Trp Asn Ala Thr lie Leu Gly Pro Ala Asn Ser Val His Glu Asn Arg 

50 55 60 

lie Tyr Cys Leu Arg Leu Val Cys Gly Asp Ser Tyr Pro Leu Val Pro 
65 70 75 80 

Pro Glu He Trp Phe Gin Thr Arg He Asn Leu Pro Cys Val Asp Ala 

85 90 95 

His Thr Gly Arg Val Met Pro Asp Gin Phe Ser Pro Leu Leu His Trp 

100 105 HO 

Arg Asp Glu Tyr Thr Met Glu Ser Cys Cys Met 
115 120 

<210> 1469 
<211> 468 
<212> DNA 

<213> Homo sapiens 
<400> 1469 

nngctcgatc tagtctatgg gctaaatgat cgaccgaacc cttttattgc ttttttagcg 
60 

gcgcttcaac atcttttagc gattttagtg ccaattgtca ccnctggatt attgatttgt 
120 

ctggcattag gcgtgtctcg cgaagacacc aatatgattc tttctatgtc attaattatt 
180 
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tcagggatcg 

240 

attgttcaag 
300 

gtggctgctg 
360 

ggttcattta 
420 

cctctcgtta 
468 



cgactttctt 
gaactagctt 
gcacacctgt 
tcgaaatggg 
caggaatcgt 



gcaatgtaaa 
taatttcatt 
cgaacaagtt 
cgtatctcaa 
cgttctgttg 



aaagttggtc 
ggtcctatca 
atggctgcga 
attttacctt 
attggtctac 



catttggcgc 
ttggtatagg 
tttttggtgt 
gggtaaaaaa 
cattaatg 



tggattactc 
tagctcaatg 
cgtaatcgca 
gctgattact 



<210> 1470 
<211> 156 
<212> PRT 

<213> Homo sapiens 



<400> 1470 
Xaa Leu Asp Leu 
1 

Ala Phe Leu Ala 

20 

Val Thr Xaa Gly 
35 

Asp Thr Asn Met 
50 

Thr Phe Leu Gin 
65 

He val Gin Gly 

Gly Ser Ser Met 

100 

Ala He Phe Gly 
115 

Ser Gin He Leu 
130 

Gly He Val Val 
145 



Val Tyr Gly Leu 
5 

Ala Leu Gin His 
Leu Leu He Cys 

40 

lie Leu Ser Met 
55 

Cys Lys Lys Val 
70 

Thr Ser Phe Asn 
85 

val Ala Ala Gly 

Val Val He Ala 

120 

pro Trp Val Lys 
135 

Leu Leu He Gly 
150 



Asn Asp Arg Pro 
10 

Leu Leu Ala He 
25 

Leu Ala Leu Gly 

Ser Leu He He 

60 

Gly Pro Phe Gly 
75 

Phe He Gly Pro 
90 

Thr Pro Val Glu 
105 

Gly Ser Phe He 

Lys Leu He Thr 

140 

Leu Pro Leu Met 
155 



Asn Pro Phe He 
15 

Leu Val Pro He 
30 

Val Ser Arg Glu 
45 

Ser Gly He Ala 

Ala Gly Leu Leu 

80 

He He Gly He 
95 

Gin Val Met Ala 
110 

Glu Met Gly Val 
125 

Pro Leu Val Thr 



<210> 1471 

<211> 341 

<212> DNA 

<213> Homo sapiens 



<400> 1471 

gcgtggatgg 
60 

gttatcgatc 
120 

tacgcttatc 
180 

tcgctggtgg 
240 

attgtcccgc 
300 



ggatcctgaa 
agccgctgac 
tgccgtttat 
aggcctcact 
tcaccaaagg 



aaacaatggc 
gattttgcac 
ggtactgccc 
ggatctcggt 
cggcattatc 



gtgctgaata 
accaatctgg 
atttatacgg 
gcccgtccgc 
gcggggtcga 



acttcttgct 
cggtgtatat 
cgctgacgcg 
tgaaaacgtt 
tgctggtgtt 



gtggctcggc 
cggcattgtg 
cattgattac 
tttcaatgtg 
tatcccggcg 
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gtcggtgagt ttgtcatccc ggaactgctc ggcggcggcc g 

341 

<210> 1472 
<211> 113 
<212> PRT 

<213> Homo sapiens 

<400> 1472 

Ala Trp Met Gly He Leu Lys Asn Asn Gly Val Leu Asn Asn Phe Leu 

15 10 15 

Leu Trp Leu Gly Val He Asp Gin Pro Leu Thr He Leu His Thr Asn 

20 25 30 

Leu Ala Val Tyr He Gly He Val Tyr Ala Tyr Leu Pro Phe Met Val 

35 40 45 

Leu Pro He Tyr Thr Ala Leu Thr Arg He Asp Tyr Ser Leu Val Glu 

50 55 60 

Ala Ser Leu Asp Leu Gly Ala Arg Pro Leu Lys Thr Phe Phe Asn Val 
65 70 75 80 

He Val Pro Leu Thr Lys Gly Gly He He Ala Gly Ser Met Leu Val 

85 90 95 

Phe He Pro Ala Val Gly Glu Phe Val He Pro Glu Leu Leu Gly Gly 

100 105 HO 

Gly 



<210> 1473 
<211> 352 
<212> DNA 

<213> Homo sapiens 
<400> 1473 

tccggaactg ctcaatgtct gtccagcaca taagatccat gcttgaagaa tgagtctcaa 
60 

gaaactgacg gaaatgttca aactccagtt tgttgttaag cagatcacta aacttaaaat 
120 

gcttgtattc tgcaggaaca ttatcccaat attctgttcg tttagagacg ttagagagtg 
180 

ataaaatgcc agttccaatt tcacaagtgg tgtcctcagc tttcttggaa aatgtctctt 
240 

tatgcaaagc ctgtagcttt ctgaagtatg tggagtctaa ctgtcgagtt tcttccacca 
300 

gctccacctt tttataagca atttggtccg attttaccat ctttgtccat gg 

352 

<210> 1474 
<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 1474 

Met Val Lys Ser Asp Gin He Ala Tyr Lys Lys Val Glu Leu Val Glu 

15 10 15 

Glu Thr Arg Gin Leu Asp Ser Thr Tyr Phe Arg Lys Leu Gin Ala Leu 
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20 










25 










30 




He 


nib 


T v/Q 
by 5 


Glu 


Thr 


Phe 


Ser 


Lys 


Lys 


Ala 


Glu 


Asp 


Thr 


Thr 


Cys 


Glu 




35 










40 










45 








Gly 


Thr 


Gly 


He 


Leu 


Ser 


Leu 


Ser 


Asn 


Val 


Ser 


Lys 


Arg 


Thr 


Glu 


Tyr 


50 










55 










60 










Trp 


Asp 


Asn 


Val 


Pro 


Ala 


Glu 


Tyr 


Lys 


His 


Phe 


Lys 


Phe 


Ser 


Asp 


Leu 


65 








70 










75 










80 


Leu 


Asn 


Asn 


Lys 


Leu 


Glu 


Phe 


Glu 


His 


Phe 


Arg 


Gin 


Phe 


Leu 


Glu 


Thr 






85 










90 










95 




His 


Ser 


Ser 


Ser 


Met 


Asp 


Leu 


Met 


Cys 


Trp 


Thr 


Asp 


He 


Glu 


Gin 


Phe 






100 










105 










110 






Arg 

































<210> 1475 

<211> 389 

<212> DNA 

<213> Homo sapiens 

<400> 1475 

accggtgccg gagccgatct ccacgatggt cttggcgccg gtgcggccga accactcatc 
60 

gacatcgata agctcatcgc ttaagacgcg gcccagctcg ggccagcatt gctcaaaaag 
120 

ctggtgctgg ttgtccgtga gcgtgccgcg ggggaaaggg acctttgccc aggcgcgggt 
180 

agtccaggtc attatcaaag accgcattga agtccgtttg cggcgggcga cccggcggca 
240 

tttctccggc agggggtgtt ttgagaatta tccgtgctat acatcgcgcc ctatttttcc 
300 

ctgtccaggc atggcaagca atatgccgcg ccgggtattt tccccgccgt atggggaggg 
360 

ggataaccgg agcttgacgg ggtggtgtc 
389 

<210> 1476 

<211> 121 

<212> PRT 

<213> Homo sapiens 



<400> 1476 






















He 


Ser 


Met 


Val 


Leu 


Ala 


Pro 


Val 


Arg 


Pro 


Asn 


His 


Ser Ser 


Thr 


Ser 


1 








5 










10 








15 




Ser 


Ser 


Leu 


Lys 
20 


Thr 


Arg 


Pro 


Ser 


Ser 
25 


Gly 


Gin His 


Cys 


Ser 
30 


Lys 


Ser 


Trp 


Cys 


Trp 


Leu 


Ser 


val 


Ser 


Val 


Pro 


Arg 


Gly Lys 


Gly 


Thr 


Phe 


Ala 






35 










40 








45 




Val 




Gin 


Ala 


Arg 


Val 


Val 


Gin 


Val 


He 


He 


Lys 


Asp Arg 


He 


Glu 


Arg 




50 








55 








60 






Phe 


Glu 


Leu 


Arg 


Arg 


Ala 


Thr 


Arg 


Arg 


His 


Phe 


Ser 


Gly Arg 


Gly 


Cys 


65 






70 










75 








80 


Asn 


Tyr 


Pro 


Cys 


Tyr 


Thr 


Ser 


Arg 


Pro 


He 


Phe Pro 


Cys 


Pro 


Gly 


Met 






85 










90 








95 




Ala 


Ser 


Asn 


Met 


Pro 


Arg 


Arg 


Val 


Phe 


Ser 


Pro Pro 


Tyr 


Gly 


Glu 


Gly 
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100 105 HO 

Asd Asn Arg Ser Leu Thr Gly Trp Cys 
115 120 

<210> 1477 
<211> 500 
<212> DNA 

<213> Homo sapiens 
<400> 1477 

tacagcgaga atctgcacga tacccacttc ctcaaaacct attgcgttgg cttcgagcaa 
60 

ttcctccctt atttgctggg ccaaacggac ggccaaccta aagatgccca atgggcatcg 
120 

gcgctgtgtg gtattgatgc cgaaatcatc cgggcactgg cccgccaaat ggcggccaac 
180 

cgcacgcaaa tcattgcggg ctggtgcgtg caacgtatgc aacacggcga acaatgggcg 
240 

tggatgacgg tagtgctggc ggcgatgctt ggccaaatcg gcttaccggg cggcgggttc 
300 

ggttttggtt ggccctccaa cggcgcaggt acccccgagc cgcaaggggt gatcctgagc 
360 

ggtttctccg gttcccccgc tacgccggca cgccatgcca agggggattt caaaggttac 
420 

agcagtacca ttccgatcgc gcgctttatc gatgccatgc tggagccggg caaggagatc 
480 

gattggaatg gcaaacgcgt 
500 

<210> 1478 
<211> 166 
<212> PRT 

<213> Homo sapiens 



<400> 1478 



Tyr 


Ser 


Glu 


Asn 


Leu 


His 


Asp 


Thr 


His 


Phe 


Leu 


Lys 


Thr 


Tyr 


Cys 


Val 


1 








5 










10 










15 




Gly 


Phe 


Glu 


Gin 


Phe 


Leu 


Pro 


Tyr 


Leu 


Leu 


Gly 


Gin 


Thr 


Asp 


Gly 


Gin 






20 










25 










30 






Pro 


Lys 


Asp 


Ala 


Gin 


Trp 


Ala 


Ser 


Ala 


Leu 


Cys 


Gly 


He 


Asp 


Ala 


Glu 




35 










40 










45 








He 


He 
50 


Arg 


Ala 


Leu 


Ala 


Arg 
55 


Gin 


Met 


Ala 


Ala 


Asn 
60 


Arg 


Thr 


Gin 


He 


He 


Ala 


Gly 


Trp 


Cys 


Val 


Gin 


Arg 


Met 


Gin 


His 


Gly 


Glu 


Gin 


Trp 


Ala 


65 








70 










75 










80 


Trp 


Met 


Thr 


Val 


Val 


Leu 


Ala 


Ala 


Met 


Leu 


Gly 


Gin 


He 


Gly 


Leu 


Pro 








85 










90 










95 




Gly 


Gly 


Gly 


Phe 
100 


Gly 


Phe 


Gly 


Trp 


Pro 
105 


Ser 


Asn 


Gly 


Ala 


Gly 

110 


Thr 


Pro 


Glu 


Pro 


Gin 
115 


Gly 


Val 


lie 


Leu 


Ser 
120 


Gly 


Phe 


Ser 


Gly 


Ser 
125 


Pro 


Ala 


Thr 


Pro 


Ala 
130 


Arg 


His 


Ala 


Lys 


Gly 
135 


Asp 


Phe 


Lys 


Gly 


Tyr 
140 


Ser 


Ser 


Thr 


He 


Pro 


He 


Ala 


Arg 


Phe 


He 


Asp 


Ala 


Met 


Leu 


Glu 


Pro 


Gly 


Lys 


Glu 


lie 
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1t - n 155 160 

145 150 

Asp Trp Asn Gly Lys Arg 

165 

<210> 1479 
<211> 421 
<212> DNA 

<213> Homo sapiens 
<400> 1479 

acgcgtgtgg agctggcacc atgaaagcac gatgtgcatc actcatagag gcaggcacac 
60 

ttaagtatgt tctttacatt gaaacagaaa ggaaagaaga taggaaaaat ggtgccagca 
120 

cgctgggctt ettttgtttg ctgttttggg tggggtgtgc tagtgcagtg tccggtgtac 
gcttttgtcc tcaaacaggc ttgttccccg gtcagagttt cattattgtt gctggtaaac 

240 

aaatgccaag tttgacaaaa aacagtgaaa taaagcaaaa gattttgaaa aatgcttcat 
catgtcagaa ggaaagaacc cttttcacgg gtgcctgccc acatttcctt gcccagcctg 

agaccctatt gactttgaat tatcttttgc tgttttattt ctatgaaaat tatatacgcg 

420 
t 

421 

<210> 1480 
<211> 133 
<212> PRT 

<213> Homo sapiens 

Met°Lys 4 Ala Arg Cys Ala Ser Leu lie Glu Ala Gly Thr Leu Lys Tyr 

1 5 10 15 

Val Leu Tyr lie Glu Thr Glu Arg Lys Glu Asp Arg Lys Asn Gly Ala 

2 0 25 30 

Ser Thr Leu Gly Phe Phe Cys Leu Leu Phe Trp Val Gly Cys Ala Ser 

35 40 45 

Ala val Ser Gly Val Arg Phe Cys Pro Gin Thr Gly Leu Phe Pro Gly 

50 55 60 

Gin Ser Phe He lie Val Ala Gly Lys Gin Met Pro Ser Leu Thr Lys 
65 70 75 80 

Asn Ser Glu lie Lys Gin Lys lie Leu Lys Asn Ala Ser Ser Cys Gin 

85 90 95 

Lys Glu Arg Thr Leu Phe Thr Gly Ala Cys Pro His Phe Leu Ala Gin 

100 105 H° 

Pro Glu Thr Leu Leu Thr Leu Asn Tyr Leu Leu Leu Phe Tyr Phe Tyr 

U5 120 125 

Glu Asn Tyr He Arg 
130 

<210> 1481 
<211> 545 
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<212> DNA 

<213> Homo sapiens 
<400> 1481 

gtcgggtcgc cgcccagtct cgtgccgaca tgcagttcct ggcccgggag gtcgcatcca 
60 

cccggatgca gatgggcgag ttggccacgc gcgattattt gcgctcggag ctacgcgacg 
120 

agttgcgctc cctgctcgag gagatcgagg cctcaccggc ctcccactaa ctgacccggt 
180 

tcgcgacgag cgagttgtcg catcgggcca acggtgtgta gacaagtcag catgagcacc 
240 

gagaacccag tggttaaggc cattgccgat gcgttgtcgc acgtcaatga ccccgagatc 
300 

aaacgcccca ttaccgatct caacatgatt gatgagatta ccgtcgacga gcaaggacgc 
360 

gctttcgtcc gcatcctgct gaccgtcgcc gggtgtcccc tcaagaccga gctgcgtgag 
420 

caggccaccg aggctgtgcg cagcgttgac ggggtgacca gtgtttccgt cgaactcggc 
480 

accatgaccg acgaacagcg cgatgctctc aaagttcagc tgcgcggtga cgtccccgaa 

540 

cgcgt 

545 

<210> 1482 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<400> 1482 



Met 


Ser 


Thr 


Glu 


Asn 


Pro 


Val 


Val 


Lys 


Ala 


He 


Ala 


Asp 


Ala 


Leu 


Ser 


1 








5 










10 










15 




His 


Val 


Asn 


Asp 


Pro 


Glu 


He 


Lys 


Arg 


Pro 


He 


Thr 


Asp 


Leu 


Asn 


Met 








20 










25 










30 






lie 


Asp 


Glu 


He 


Thr 


Val 


Asp 


Glu 


Gin 


Gly 


Arg 


Ala 


Phe 


Val 


Arg 


He 




35 










40 










45 








Leu 


Leu 


Thr 


val 


Ala 


Gly 


Cys 


Pro 


Leu 


Lys 


Thr 


Glu 


Leu 


Arg 


Glu 


Gin 




50 










55 










60 










Ala 


Thr 


Glu 


Ala 


Val 


Arg 


Ser 


Val 


Asp 


Gly 


Val 


Thr 


Ser 


Val 


Ser 


Val 


65 










70 










75 










80 


Glu 


Leu Gly 


Thr 


Met 


Thr 


Asp 


Glu 


Gin 


Arg 


Asp 


Ala 


Leu 


Lys 


Val 


Gin 










85 










90 










95 




Leu 


Arg 


Gly Asp 


Val 


Pro 


Glu 


Arg 



















100 



<210> 1483 

<211> 625 

<212> DNA 

<213> Homo sapiens 

<400> 1483 

gtacggcttc gagagggcta cagtgtccga gaggtcacac tggccaaagg agggtcccaa 
60 
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ctggaggtaa agctggtgct gctgtggaaa 
120 

gcatcctggc ccctggagcc tgagggccct 
180 

ggcggctacg acattttgca tgatgtgtcc 
240 

tatcgtaccc atgttatccg gcgtttctgg 
300 

cagatgcttg cccaccttca gtccttctcc 
360 

agcaccaaga gcggagtgcc actcttctac 
420 

tccctccagc ccagtggttc tgactcatcc 
480 

agtgctgtcc atggatgcaa attcctggca 
540 

aatcctggag catgacacac caatccccaa 
600 

ctactacgga gagaagacaa cgcgt 
625 



cacaacatgc gcattgagta tgtggctatg 
cgagtaacac gggtggaagt gacgatggaa 
cgtgcactaa ggcagcccat tcgttcattg 
aacacgctgc agagcatcaa ccagacagac 
tcagtgcctg agcatttcac gcttcctgac 
atccctccag gctccaccac cccggtgctc 
catgcccagt ttgctgccta ctggaagccc 
gcgatggctg cacatgcatc gcctggtgct 
gcacttgcac accccgggca gcaatgggcg 



<210> 1484 
<211> 184 
<212> PRT 

<213> Homo sapiens 



<400> 1484 
Val Arg Leu Arg 
1 

Gly Gly Ser Gin 

20 

Met Arg lie Glu 
35 

Gly Pro Arg Val 
50 

lie Leu His Asp 
65 

Tyr Arg Thr His 

Asn Gin Thr Asp 

100 

Pro Glu His Phe 
115 

Phe Tyr lie Pro 
130 

Ser Gly Ser Asp 
145 

Ser Ala Val His 

Ser Pro Gly Ala 

180 



Glu Gly Tyr Ser 
5 

Leu Glu Val Lys 

Tyr Val Ala Met 

40 

Thr Arg Val Glu 
55 

Val Ser Cys Ala 
70 

Val He Arg Arg 
85 

Gin Met Leu Ala 

Thr Leu Pro Asp 

120 

Pro Gly Ser Thr 
135 

Ser Ser His Ala 
150 

Gly Cys Lys Phe 
165 

Asn Pro Gly Ala 



Val Arg Glu Val 
10 

Leu Val Leu Leu 
25 

Ala Ser Trp Pro 

Val Thr Met Glu 

60 

Leu Arg Gin Pro 

75 

Phe Trp Asn Thr 
90 

His Leu Gin Ser 
105 

Ser Thr Lys Ser 

Thr Pro Val Leu 

140 

Gin Phe Ala Ala 
155 

Leu Ala Ala Met 

170 



Thr Leu Ala Lys 
15 

Trp Lys His Asn 
30 

Leu Glu Pro Glu 
45 

Gly Gly Tyr Asp 

He Arg Ser Leu 

80 

Leu Gin Ser He 
95 

Phe Ser Ser Val 
110 

Gly Val Pro Leu 
12S 

Ser Leu Gin Pro 

Tyr Trp Lys Pro 

160 

Ala Ala His Ala 
175 



<210> 1485 
<211> 2058 
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<212> DNA 

<213> Homo sapiens 
<400> 1485 

ntatgttcag cgttcaacga tattggctac cactatggtg ccatggtcgt cgatgctgcg 
60 

ctgtccctgc cacagtcacg acccagacta tttatcattg gtgtcagaaa cgatattttt 

120 

gttggcgata ttacttccga atcaccgtct aaaatgtggc ataccagaac tttattgaat 
180 

gcctacagca acctgaaaga tgatgccaag tccaattggg tatggtggga ccttcctatg 
240 

ccagcccaga gaaaatctgc cttcgccgat ttgattgaag aaaatcctag cagcgttaag 
300 

cggcataccc ggaaggaaac acagcagctc ttggatatga tgactgatgt taacttagct 
360 

aaggttgagg ctgcaaaaaa gctatcgatc gagtctaagg aaaatgttgt agggacaatt 
420 

tataaaagaa ctcgcaccga tagctttgga gttaaagcgc agcgtgctga agtgcggttt 
480 

gatgacgttg ccggttgtct tcgcacccct ggaggggggt caagtcggca agtcataatg 

540 

gtcgttgaca acgggactgt aaaaacgagg ttgatctcaa gtagagaaac tgcaaggctt 
600 

atggggttac ccgacgaata catattgcca aaaaattata atgaggcgta tcacttaacg 
660 

ggtgacggtg ttgtagtgcc ggttgtatcc cacatagcca ctcatatttt tgacccagtg 
720 

atggagcgtg tgtttgagga tgcggcggga ctgcttaagc aaatcgcata gcatcgtttt 
780 

ggcaggaaga tatgagcgtt attccgtgta aaaaggacct tcagctaaaa aaattgattg 
840 

aaccctatgc agaagccttg aaagttgagg cccataagct aggagagcat ggattaactg 
900 

aagctgaatt ttatgatagc ggcctctttc ggggggctat cgagcgaatt cgaggacagt 
960 

cctccgcgac catgcgggag aaaagaaatt tcgttaagca tgttttaaat tacatgcagg 
1020 

ataacgacca cattgctgat tgggagtcgg ctggtgaatc gaatcgccat gattatatgg 
1080 

taactctcaa ttctgggcgc aaagctgcca ttgagctgaa agggtgcctt gatggcaata 
1140 

acactaacac ctttgatcgc ccccctcagg cagaagaatt cgttatctgg agtgtatgca 
1200 

caaaccctgg tgctgaccct cagcataatg tttggcctgg gcttcacacc agactaagtg 
1260 

ctgaaatcat ttcacgggag caaaggattg atggaatggt catttgggac tgggcttgtg 
1320 

gaacagtcgg aaggccatgc cccaaaatag caactgaacc tgagcgggct gtaacatttg 
1380 

ggccgcccaa attgccgcca ccatgtttgt atcttttacc ctcgacgatt ccaagcccaa 
1440 

gaaacaaccc gtctccaaga gctcagcaga ttgaagacgt gcagctaacc aaagcgtttc 
1500 
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acgattgttt tgggtgccgg tctgaagaag ttaatttcgt taactttgat gttggttatc 



1560 



atggtaaaga taccgtccgt aaaacgacta tcattcgaaa cggcatggtg gagcgtgaat 



1620 



cggaaatgac ggcaataagg cggtcttaat ttgtgcatgc ctatgctgca tgaatccgca 



1680 



tgatcgtttg aggatcgttt ttgctgaggc ccgccagttc tggtgggctt ttgcttatgt 



1740 



catgcacctg catgaaaacc gctacataaa gcgggcaggc gtggcgggga tacgagcgcg 



1800 



cgcaacgggg tgaaatggtg aatatcaggg gcaatctccg gcacgctggc ggcttgaatc 



1860 



gggtagggtg agtgagaggc agcaataaag aagcgccccg cagaatgctg ctggggcgct 



1920 

gtgagaggtg gtcttgttgt cgcggtgcgg tgggtcagtc gtagcgattg tcttctgtca 
1980 

gccccagcgt gtacggctca aagcggatca cttcttcgcc cagccagtca ttaagctccc 

2040 

gcagtcgctt ctgcaggc 
2058 

<210> 1486 
<211> 256 
<212> PRT 

<213> Homo sapiens 
<400> 1486 

Xaa Cys Ser Ala Phe Asn Asp lie Gly Tyr His Tyr Gly Ala Met Val 

1 5 10 15 

Val Asp Ala Ala Leu Phe Leu Pro Gin Ser Arg Pro Arg Leu Phe He 

20 25 30 

lie Gly val Arg Asn Asp He Phe Val Gly Asp lie Thr Ser Glu Ser 

35 40 45 

Pro Ser Lys Met Trp His Thr Arg Thr Leu Leu Asn Ala Tyr Ser Asn 

50 55 60 

Leu Lys Asp Asp Ala Lys Ser Asn Trp Val Trp Trp Asp Leu Pro Met 
65 70 75 80 

Pro Ala Gin Arg Lys Ser Ala Phe Ala Asp Leu lie Glu Glu Asn Pro 

8S 90 95 

Ser Ser Val Lys Trp His Thr Arg Lys Glu Thr Gin Gin Leu Leu Asp 

100 105 n° 

Met Met Thr Asp Val Asn Leu Ala Lys Val Glu Ala Ala Lys Lys Leu 

115 120 125 

Ser He Glu Ser Lys Glu Asn Val Val Gly Thr He Tyr Lys Arg Thr 

130 135 140 

Arg Thr Asp Ser Phe Gly Val Lys Ala Gin Arg Ala Glu Val Arg Phe 
145 150 155 160 

Asp Asp Val Ala Gly Cys Leu Arg Thr Pro Gly Gly Gly Ser Ser Arg 

165 170 175 

Gin Val lie Met Val Val Asp Asn Gly Thr Val Lys Thr Arg Leu He 

180 185 190 

Ser Ser Arg Glu Thr Ala Arg Leu Met Gly Leu Pro Asp Glu Tyr He 

195 200 205 

Leu Pro Lys Asn Tyr Asn Glu Ala Tyr His Leu Thr Gly Asp Gly Val 

1234 
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210 215 220 

Val Val Pro Val Val Ser His He Ala Thr His He Phe Asp Pro Val 
225 230 235 240 

Met Glu Arg Val Phe Glu Asp Ala Ala Gly Leu Leu Lys Gin He Ala 

245 250 255 

<210> 1487 
<211> 823 
<212> DNA 

<213> Homo sapiens 
<400> 1487 

acgcgtgagg ggaggggatg ctgggcagat cttgtgaggg aaaattcagg aaggacctct 
60 

ccgagcaggt gacatttcag ctaaggctgg gaaggatgag gagaagtcag gaactccagg 
120 

catcagggaa tgctggggaa aaaaagcact ccaggcccag ggatcagcaa agcacaggat 
180 

gcctggggga acacacagcc tcagagcatt tgaggaacag aaaaggcaac gtgactaagc 
240 

ttcctggggc ggtgaggtca ggcagggagg tgggtgcgag gtcatggggc cgcaggcaaa 

300 

cggccctccc tcccagtgcc ccacatgcag gccctggagc accaggagcg gggaggctcc 
360 

gtggtgtgtc ttcctgcaag tggcctgcct ttgggagcat cagccctttc tcctggggac 
420 

tgggagaggc cggcagtgag ggaagaatgg ccctcggtcg tgcgtagaga atgtagggga 
480 

cacagggcct ctcacggacc cagatcctga tcttgtcaga tctgcacgcc cgtgggaggg 
540 

tgctggcggc agaaacgcgt tgccataagc cttctcccca ctgcaggcag gtgtggtcag 
600 

gggacctccc tggagaacaa ggtgggggaa tttggcagct ttctcagcat ggcgtccatc 
660 

ccccctacat tcctggggca cccactgtag gccaggccct gtgccggatc tgatgataca 
720 

gtgatgacta agtcacagtc cctgcctctg aggcccccat gatgtgccgg gacagccaag 

780 

caacccaata tgttaaaatc cagtgtcagg acccnaggag aag 
823 

<210> 1488 
<211> 149 
<212> PRT 

<213> Homo sapiens 
<400> 1488 

Met Leu Gly Arg Ser Cys Glu Gly Lys Phe Arg Lys Asp Leu Ser Glu 

15 10 15 

Gin Val Thr Phe Gin Leu Arg Leu Gly Arg Met Arg Arg Ser Gin Glu 

20 25 30 

Leu Gin Ala Ser Gly Asn Ala Gly Glu Lys Lys His Ser Arg Pro Arg 

35 40 45 

Asp Gin Gin Ser Thr Gly Cys Leu Gly Glu Hi« Thr Ala Ser Glu His 
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50 

Leu Arg Asn Arg 
65 

Ser Gly Arg Glu 

Leu Pro Pro Ser 

100 

Arg Leu Arg Gly 
115 

Ser Pro Phe Ser 
130 

Ala Leu Gly Arg 
145 



55 

Lys Gly Asn Val 
70 

Val Gly Ala Arg 
85 

Ala Pro His Ala 

Val Ser Ser Cys 

120 

Trp Gly Leu Gly 
135 

Ala 



60 

Thr Lys Leu Pro 
75 

Ser Trp Gly Arg 
90 

Gly Pro Gly Ala 
105 

Lys Trp Pro Ala 

Glu Ala Gly Ser 

140 



Gly Ala Val Arg 

80 

Arg Gin Thr Ala 
95 

Pro Gly Ala Gly 
110 

Phe Gly Ser He 
125 

Glu Gly Arg Met 



<210> 1489 

<211> 342 

<212> DNA 

<213> Homo sapiens 



<400> 1489 
nnccagttca 
60 

gcgattgcct 
120 

gccttcgccc 
180 

attgacgaca 

240 

cgcgtacccg 
300 

aaagaatttc 
342 



ccgtcaagct 
gcgccgtggg 
cggtcggcgg 
cccacaaccc 
cgccgcgcat 
acgaagaaat 



ggccgcggcc 
tgccggcatc 
acgtttgcag 
caatcccaat 
cctggcggtg 
cggggcttac 



ggcgaacaca 
aaccaggacg 
cgcaagcagg 
tcaatgcgcc 
ggcgacatgg 
gcacacacgc 



atgtgcgcaa 
ccatcgtgcg 
ccgccagcgg 
cggcgatcga 
gcgaagtcgg 



tgcgctggcc 
cggcctcgaa 
cgcgcccgtc 
cgtgctggcc 
cgcacaggga 



<210> 1490 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 1490 

Xaa Gin Phe Thr Val Lys Leu Ala 

1 5 
Asn Ala Leu Ala Ala He Ala Cys 

20 

Asp Ala He Val Arg Gly Leu Glu 

35 40 
Leu Gin Arg Lys Gin Ala Ala Ser 

50 55 
His Asn Pro Asn Pro Asn Ser Met 
65 70 
Arg Val Pro Ala Pro Arg He Leu 

85 

Gly Ala Gin Gly Lys Glu Phe His 

100 

Thr Arg 



Ala 


Ala 


Gly Glu His 


Asn Val 


Arg 




10 




15 




Ala 


Val 


Gly Ala Gly 


He Asn 


Gin 


25 






30 




Ala 


Phe 


Ala Pro Val 


Gly Gly Arg 






45 






Gly 


Ala 


Pro Val He 


Asp Asp 


Thr 






60 






Arg 


Pro 


Ala He Asp 


Val Leu 


Ala 




75 




80 


Val 


Val 


Gly Asp Met Gly Glu 


Val 




90 




95 




Glu 


Glu 


He Gly Ala 


Tyr Ala 


His 


105 






110 
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<210> 1491 

<211> 333 

<212> DNA 

<213> Homo sapiens 



<400> 1491 
ncctcgttgt 
60 

atgggggtag 
120 

tgggggtcag 
180 

attgtcgatg 
240 

gagctaaact 
300 

ttggtgttgc 
333 



cctcatagag 
attacctttc 
gtcccactcc 
tcaacgaacg 
tcgatctatc 
catccccagc 



ggctacggca 
ttcccagctc 
caaaggagta 
cctcggggtg 
ggtatacgac 
agacaaacgt 



tcgcgtttga 
gactgggctg 
gccatcaccc 
actccgaccg 
atcttcggga 
gat 



actgttcgga 
gatatcaggt 
acgagtcggc 
accggatatt 
tgttcgcgcg 



gtacctggac 
gtccaccaca 
ggtcaatacg 
ggggatttca 

gggtgctacc 



<210> 1492 

<211> 91 

<212> PRT 

<213> Homo sapiens 



<400> 1492 
Met Gly Val Asp 
1 

Val Ser Thr Thr 

20 

Thr His Glu Ser 
35 

Gly Val Thr Pro 
50 

Asp Leu Ser Val 
65 

Leu Val Leu Pro 



Tyr Leu Ser Ser 
5 

Trp Gly Ser Gly 

Ala Val Asn Thr 

40 

Thr Asp Arg He 
55 

Tyr Asp He Phe 
70 

Ser Pro Ala Asp 



Gin Leu Asp Trp 
10 

Pro Thr Pro Lys 
25 

He Val Asp Val 

Leu Gly He Ser 

60 

Gly Met Phe Ala 

75 

Lys Arg Asp 
90 



Ala Gly Tyr Gin 
15 

Gly Val Ala He 
30 

Asn Glu Arg Leu 
45 

Glu Leu Asn Phe 

Arg Gly Ala Thr 

80 



<210> 1493 
<211> 1316 
<212> DNA 

<213> Homo sapiens 
<400> 1493 

nggtaccagg gcaaagaagg ctgggccccc 
60 

cccttgcccc cgaagccagg ccctggctca 
120 

ggtgtttccc ggcagcagaa cgcggtgggc 
180 

gacgggcggt ttgaaggccg cccggtgccc 
240 



gcctcctacc taaagaagaa cagtggggag 
ccctcccacc cgggtgccct tgacttggat 
agggagaagg agctgctcag cagccagagg 
gacggtgacg ccaagcagag atcaccaaag 
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atgaggcaga gaccccctcc tcgccgggac atgaccattc ctcgaggcct caacctgccg 



300 



aagccgccca tcccgcccca agtggaggaa gagtattaca ccatcgccga attccagaca 



360 



accatcccag acggcaccag cttccaggca ggcctgaagg tcgaggtgat cgagaaaaac 



420 



ttgagtggct ggtggtacat tcagattgaa gataaggaag ggtgggcccc ggccaccttc 



480 



attgacaagt acaagaagac gagcaacgcg tcgagaccca actttctggc tcccctgccc 



540 



cacgaggtga cccagctccg gctgggggaa gcagcagcgc tggagaacaa cacgggcagc 



600 



gaagccacgg gcccctcccg gcccctgcct gacgcaccgc atggtgtcat ggactcgggg 



660 



tcgccatggt ctaaagactg gaagggcagt aaggatgtcc tgaggaaggc atcttcagac 



720 



atgtctgcgt cagcaggcta cgaggagatc tcagaccccg acatggagga gaagcccagc 



780 



ctccctccgc ggaaagaatc catcatcaag tcggaggggg agctgctgga gcgggagcgg 



840 



gagcggcaga ggacggagca gctccggggc cccactccca agcctccggg cgtgattttg 



900 



ccgatgatgc cagccaaaca catccctcca gcccgggaca gcaggaggcc agagcccaaa 



960 



cctgacaaaa gcagactgtt ccagctgaaa aatgacatgg ggctggagtg tggccacaag 



1020 



gtcttggcca aggaagtgaa gaagcccaac ctccggccca tctccaaatc caaaactgac 



1080 



ctgccagagg agaagccaga tgccactccc cagaatccct tcttgaagtc cagacctcag 



1140 



gttaggccaa aaccagctcc ttcccccaaa acggagccac ctcagggcga agaccaagtc 



1200 



gacatctgca acctcaggag taagctcagg cctgccaagt cccaagacaa gtccttgttg 



1260 

gatggggagg gcccccaggc agtagggggc caagacgtgg ccttcagccg aagctt 
1316 

<210> 1494 

<211> 438 

<212> PRT 

<213> Homo sapiens 

Xaa°Tyr 4 Gln Gly Lys Glu Gly Trp Ala Pro Ala Ser Tyr Leu Lys Lys 

1 5 10 15 

Asn Ser Gly Glu Pro Leu Pro Pro Lys Pro Gly Pro Gly Ser Pro Ser 

20 25 30 

His Pro Gly Ala Leu Asp Leu Asp Gly Val Ser Arg Gin Gin Asn Ala 

35 40 45 

Val Gly Arg Glu Lys Glu Leu Leu Ser Ser Gin Arg Asp Gly Arg Phe 

50 " 55 60 

Glu Gly Arg Pro Val Pro Asp Gly Asp Ala Lys Gin Arg Ser Pro Lys 
65 70 75 80 

Met Arg Gin Arg Pro Pro Pro Arg Arg Asp Met Thr He Pro Arg Gly 
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85 










90 










95 




Leu 


Asn 


Leu 


Pro 
100 


Lys 


Pro 


Pro 


He 


Pro 
105 


Pro 


Gin 


Val 


Glu 


Glu 
110 


Glu 


Tyr 


Tyr 


Thr 


He 


Ala 


Glu 


Phe 


Gin 


Thr 


Thr 


He 


Pro Asp 


Gly 


He 


Ser 


Phe 




115 










120 










125 








Gin 


Ala 


Gly 


Leu 


Lys 


Val 


Glu 


Val 


He 


Glu 


Lys 


Asn 


Leu 


Ser Gly 


Trp 




130 










135 










140 










Trp 


Tyr 


He 


Gin 


He 


Glu 


Asp 


Lys 


Glu 


Gly 


Trp 


Ala 


Pro 


Ala 


Thr 


Phe 


145 










150 










155 










160 


He 


Asp 


Lys 


Tyr 


Lys 
165 


Lys 


Thr 


Ser 


Asn 


Ala 
170 


Ser 


Arg 


Pro 


Asn 


Phe 
175 


Leu 


Ala 


Pro 


Leu 


Pro 


His 


Glu 


Val 


Thr 


Gin 


Leu 


Arg 


Leu 


Gly Glu Ala 


Ala 








180 










185 










190 






Ala 


Leu 


Glu 


Asn 


Asn 


Thr 


Gly Ser 


Glu 


Ala Thr Gly 


Pro 


Ser 


Arg 


Pro 






195 










200 










205 








Leu 


Pro 
210 


Asp 


Ala 


Pro 


His 


Gly 
215 


Val 


Met 


Asp 


Ser 


Gly 
220 


Leu 


Pro 


Trp 


Ser 


Lys 


Asp 


Trp 


Lys 


Gly 


Ser 


Lys 


Asp 


Val 


Leu 


Arg 


Lys 


Ala 


Ser 


Ser 


Asp 


225 










230 










235 










240 


Met 


Ser 


Ala 


Ser 


Ala Gly Tyr Glu Glu 


He 


Ser 


Asp 


Pro 


Asp 


Met 


Glu 










245 










250 










255 




Glu 


Lys 


Pro 


Ser 
260 


Leu 


Pro 


Pro 


Arg 


Lys 
265 


Glu 


Ser 


He 


He 


Lys 
270 


Ser 


Glu 


Gly 


Glu 


Leu 


Leu 


Glu Arg Glu Arg Glu 


Arg Gin Arg 


Thr 


Glu 


Gin 


Leu 






275 










280 










285 








Arg 


Gly 


Pro 


Thr 


Pro 


Lys 


Pro 


Pro Gly 


Val 


He 


Leu 


Pro 


Met 


Met 


Pro 




290 










295 










300 










Ala 


Lys 


His 


He 


Pro 


Pro 


Ala 


Arg Asp 


Ser 


Arg 


Arg 


Pro 


Glu 


Pro 


Lys 


305 










310 










315 










320 


Pro 


Asp 


Lys 


Ser 


Arg 
325 


Leu 


Phe 


Gin 


Leu 


Lys 
330 


Asn 


Asp 


Met 


Gly 


Leu 

335 


Glu 


Cys 


Gly 


His 


Lys 
340 


Val 


Leu 


Ala 


Lys 


Glu 
345 


Val 


Lys 


Lys 


Pro 


Asn 
350 


Leu 


Arg 


Pro 


He 


Ser 
355 


Lys 


Ser 


Lys 


Thr 


Asp 
360 


Leu 


Pro 


Glu 


Glu 


Lys 
365 


Pro 


Asp 


Ala 


Thr 


Pro 

370 


Gin 


Asn 


Pro 


Phe 


Leu 
375 


Lys 


Ser 


Arg 


Pro 


Gin 
380 


Val 


Arg 


Pro 


Lys 


Pro 


Ala 


Pro 


Ser 


Pro 


Lys 


Thr 


Glu 


Pro 


Pro Gin Gly 


Glu 


Asp 


Gin 


Val 


385 










390 










395 










400 


Asp 


He 


Cys 


Asn 


Leu Arg 


Ser 


Lys 


Leu 


Arg 


Pro 


Ala 


Lys 


Ser 


Gin 


Asp 










405 










410 










415 




Lys 


Ser 


Leu 


Leu 


Asp Gly Glu Gly 


Pro 


Gin 


Ala 


val 


Gly Gly Gin 


Asp 








420 










425 










430 






Val 


Ala 


Phe 


Ser 


Arg 


Ser 























435 



<210> 1495 

<211> 329 

<212> DNA 

<213> Homo sapiens 

<400> 1495 

agatctctgt cccgtagagg tgccacctca tcctccatga gagctgtgct ttgctttctt 
60 
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ctggaggctg caaggaggat ggcccccatc acggcggacc tacatgctgg gagtccggga 



120 



gagggcaggc cgcggacatg gggcatgtgg cgatgtgttt caccacccac tcccgcctga 



180 



agtgccactg tgagcccaac ccacggtgcc aggctgggct gcactccagg ctcctgcagc 

agacccacct cctcagcctc cttcccctga aggctgggca tggcctggac aaagggtgtc 
300 

ctcctctgct gtgccatgct gacgtggca 
329 

<210> 1496 
<211> 105 
<212> PRT 

<213> Homo sapiens 

<400> 1496 „ 

Met Ala Gin Gin Arg Arg Thr Pro Phe Val Gin Ala Met Pro Ser Leu 

! 5 10 15 

Gin Gly Lys Glu Ala Glu Glu Val Gly Leu Leu Gin Glu Pro Gly Val 

20 25 30 

Gin Pro Ser Leu Ala Pro Trp Val Gly Leu Thr Val Ala Leu Gin Ala 

35 40 45 

Glv val Gly Gly Glu Thr His Arg His Met Pro His Val Arg Gly Leu 

50 55 60 

Pro Ser Pro Gly Leu Pro Ala Cys Arg Ser Ala Val Met Gly Ala lie 
65 " 70 75 80 

Leu Leu Ala Ala Ser Arg Arg Lys Gin Ser Thr Ala Leu Met Glu Asp 

85 90 95 

Glu Val Ala Pro Leu Arg Asp Arg Asp 

100 105 

<210> 1497 
<211> 345 
<212> DNA 

<213> Homo sapiens 
<400> 1497 

naacttcttg cactcactca ggcgcacggt tggcggccga cttggaagcc gctgcagcac 

ttgacgcggg gcgatctcga agcgttcggt cttggcctga cggtcgatgg ctgcggcgtg 
120 

ccgttgatcg cgcgaatgcg acgggtgggg cagggcgtgc ggccgacacc accgcaagaa 

cgcaactcac ggcagatgaa tctgttttga aacgcaagga agggtaatga caggcaccga 

caagaagcgg atcccgcagc tgctgcgtgt tgagctcact gaacttaccg gcccgatcga 
300 

gcagccttac gcgcccgatg cacgtcattc tttcgggcca cgcgt 
345 

<210> 1498 
<211> 104 
<212> PRT 



1240 



BNSDOCID: <WO 005B473A2J_> 



WO 00/58473 PCT/USOO/0862 1 



<213> Homo sapiens 



<400> 1498 
Met Thr Cys lie 
1 

Ser Glu Leu Asn 

20 

Cys His Tyr Pro 
35 

Cys Val Leu Ala 
50 

Phe Ala Arg Ser 
65 

Arg Thr Leu Arg 

Ser Ala Ala Asn 

100 



Gly Arg Val Arg 
5 

Thr Gin Gin Leu 
Ser Leu Arg Phe 

40 

Val Val Ser Ala 
55 

Thr Ala Arg Arg 
70 

Asp Arg Pro Ala 
85 

Arg Ala Pro Glu 



Leu Leu Asp Arg 
10 

Arg Asp Pro Leu 
25 

Lys Thr Asp Ser 

Ala Arg Pro Ala 

60 

Ser His Arg Pro 
75 

Ser Ser Ala Ala 
90 



Ala Gly Lys Phe 
15 

Leu Val Gly Ala 
30 

Ser Ala Val Ser 

45 

Pro Pro Val Ala 

Ser Gly Gin Asp 

80 

Ala Ala Ser Lys 
95 



<210> 1499 
<211> 402 
<212> DNA 
<213> Homo 

<400> 1499 
aaatatattc 
60 

agtttccgtc 
120 

tttgaagata 
180 

gatgcacaat 
240 

tttaatgcgg 
300 

attatggata 
360 

aatctgggga 
402 



sapiens 

tgccagagtt 
tatgcgagag 
tcgaactgcg 
cacaaagcaa 
agtatttatt 
accatgtggt 
ttcatccagc 



tgaacacgac 
caatgaagaa 
ttatcatgat 
attaatagat 
tgaaaaattg 
ggtgggcgta 
acaaccggcc 



accatgctct 
ttacgcaaac 
cctcgccgtt 
acgctggggc 
aagaataaaa 
ggcaatattt 
tcgactttaa 



ggcatttggg 
atgaccatct 
ttggttgcat 
cagaaccctt 
aggttggcac 
atgcgaccga 
gc 



catgtcgggg 
aatcattcag 
cctttggctg 
aagcgagaac 
caaagttgca 
aagtctgttt 



<210> 1500 
<211> 134 
<212> PRT 

<213> Homo sapiens 



<400> 1500 






















Lys Tyr lie 


Leu 


Pro 


Glu Phe Glu His 


Asp 


Thr 


Met 


Leu 


Trp 


His 


Leu 


1 




5 




10 










15 




Gly Met Ser Gly Ser Phe Arg Leu Cys 


Glu 


Ser 


Asn 


Glu 


Glu 


Leu 


Arg 




20 




25 










30 






Lys His Asp 


His 


Leu 


He He Gin Phe 


Glu 


Asp 


He 


Glu 


Leu Arg 


Tyr 


35 






40 








45 








His Asp Pro 


Arg 


Arg 


Phe Gly Cys He 


Leu 


Trp 


Leu 


Asp 


Ala 


Gin 


Ser 


50 






55 






60 










Gin Ser Lys 


Leu 


He 


Asp Thr Leu Gly 


Pro 


Glu 


Pro 


Leu 


Ser 


Glu 


Asn 
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65 70 75 80 

Phe Asn Ala Glu Tyr Leu Phe Glu Lys Leu Lys Asn Lys Lys Val Gly 

BS 90 95 

Thr Lys val Ala lie Met Asp Asn His Val Val Val Gly Val Gly Asn 

100 105 HO 

He Tyr Ala Thr Glu Ser Leu Phe Asn Leu Gly He His Pro Ala Gin 

115 120 125 

Pro Ala Ser Thr Leu Ser 
130 

<210> 1501 
<211> 362 
<212> DNA 

<213> Homo sapiens 
<400> 1501 

nnacgcgtgc atgctgcagg catcatccat cgcgatctga agccccaaaa catcttcctg 

gtgccgagcg cgcgcgagcg cgacttcgtg aagatcttcg acttcggcgc atgccagatg 

gtcacaccga aggtatcgaa cggcgtgccc gagctgaaga cgagcgcggg aaatctcttc 

ggcacggtgc cgtacatggc gccggagtgc ttcgaggacg gctcgcaccg gctggatgcg 

cgcgcggaca tctactccac gggcatcatc atgtaccgct gcgtgacggg gacgctcccc 
300 

ttcaaggcga acaccgtctt cgagatgctc atccatctgc gcgagggccg cccatcaagc 

360 

tt 

362 

<210> 1502 
<211> 120 
<212> PRT 

<213> Homo sapiens 

<400> 1502 
Xaa Arg Val His Al< 
1 5 
Asn He Phe Leu Va! 

20 

Phe Asp Phe Gly AL 
35 

Val Pro Glu Leu Ly 
50 

Tyr Met Ala Pro Gl 
65 

Arg Ala Asp He Ty 

85 

Gly Thr Leu Pro Ph 

100 

Leu Arg Glu Gly Ar 

115 120 



Ala Gly 


He 


He 


His 


Arg 


Asp Leu 


Lys 


Pro 


Gin 










10 








15 




Pro 


Ser 


Ala 


Arg 


Glu 


Arg 


Asp Phe 


Val 


Lys 


He 








25 








30 






Cys 


Gin 


Met 


Val 


Thr 


Pro 


Lys Val 


Ser 


Asn Gly 




40 








45 








Thr 


Ser 


Ala Gly 


Asn 


Leu 


Phe Gly 


Thr 


val 


Pro 




55 










60 






Ala 


Cys 


Phe 


Glu 


Asp 


Gly 


Ser 


His Arg 


Leu 


Asp 


70 










75 








80 


Ser 


Thr 


Gly 


He 


lie 


Met 


Tyr Arg 


Cys 


Val 


Thr 








90 








95 




Lys 


Ala 


Asn 


Thr 


Val 


Phe 


Glu Met 


Leu 


He 


His 






105 








110 






Pro 


Ser 


Ser 
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<210> 1503 
<211> 623 
<212> DNA 

<213> Homo sapiens 
<400> 1503 

gccggcgtga ggcagagaaa 
60 

gaccgggtac accgcacctg 
120 

gggctcatga cgacccctcc 
180 

gtgagtcctg aacagcagct 
240 

ccgacgatcg gggcagaccc 
300 

ctgcatgatg gggaacaccg 
360 

attcacggtt accgaaaccc 
420 

agtcacgtca tgtttggcgg 

480 

gtgcgcctgg ccccggggcc 
540 

gtcgaggtga gtctcaaatt 
600 

ggcactttga cgaggacacg 
623 



cgtcctcgcc ctgtcattcc 
gttgcgccag gtgtctgagg 
tgaacactgt tcaaagggcg 
tctcgaatat gaccgacgtc 
aatgcttgca gtgacggctg 
ccacgaggtc atcgatgcga 
ggtcctcgac gaggccctca 
actcacccat aaggccgcgg 
cctcgaccgg atcttcctgg 
ggctcgtcag gtgcaaatcg 
cgt 



accctgaaga gactgacgac 
aggtctgaca gttaccgcaa 
acggcttacc attcctcgct 
atgtctggca cccctacgcc 
ccaacggagt ctggctgcag 
tggcctcgtg gtggtgccag 
accgtcaaag ctcccagttc 
ttgacgccgt catatcccta 
ctgattccgg gtctgtcggc 
ctcgcaccgc agcgcgcggc 



<210> 1504 
<211> 165 
<212> PRT 

<213> Homo sapiens 



<400> 1504 

Met Thr Thr Pro Pro 

1 5 
Leu Ala Val Ser Pro 

20 

Val Trp His Pro Tyr 
35 

Val Thr Ala Ala Asn 
50 

Arg His Glu Val He 
65 

Gly Tyr Arg Asn Pro 

85 

Gin Phe Ser His Val 

100 

Asp Ala Val He Ser 
115 

He Phe Leu Ala Asp 
130 

Leu Ala Arg Gin Val 



Glu 


His 


Cys 


Ser 


Lys 










10 


Glu 


Gin 


Gin 


Leu 


Leu 








25 




Ala 


Pro 


Thr 


He 


Gly 






40 






Gly 


Val 


Trp 


Leu 


Gin 




55 








Asp 


Ala 


Met 


Ala 


Ser 


70 










Val 


Leu 


Asp 


Glu 


Ala 










90 


Met 


Phe Gly 


Gly 


Leu 








105 




Leu 


Val 


Arg 


Leu 


Ala 






120 






Ser Gly Ser 


Val 


Gly 




135 








Gin 


He 


Ala 


Arg 


Thr 



Gly Asp Gly Leu Pro Phe 

15 

Glu Tyr Asp Arg Arg His 

30 

Ala Asp Pro Met Leu Ala 
45 

Leu His Asp Gly Glu His 
60 

Trp Trp Cys Gin He His 
75 SO 
Leu Asn Arg Gin Ser Ser 

95 

Thr His Lys Ala Ala Val 

110 

Pro Gly Pro Leu Asp Arg 
125 

Val Glu Val Ser Leu Lys 
140 

Aia Ala Arg Gly Gly Thr 
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145 150 
Leu Thr Arg Thr Arg 

165 



155 



160 



<210> 1505 

<211> 556 

<212> DNA 

<213> Homo sapiens 



<400> 1505 

nngcgcgccg gtccctcaac 
60 

gtttcaatcg gtttgccgaa 
120 

acgggggccc cgaaactcgc 
180 

gcttccngca cgacgaagct 
240 

ctcaccgacg gtgtctccca 
300 

cagctcagcc aaggggccga 
360 

gggaaggtcg tcgacggcat 
420 

atcgctgcgg ctaccgggaa 
480 

ggacagcttg ctgatggcat 
540 

atccgccagt acgcgt 
556 



accaccctga cttcgaaata 
cagatggcca ggatggccgg 
tgacggcact aaaccttctt 
cagcggggga gctcagcggt 
gctctccgga gggctcacaa 
tgggctggcc agcggggtgg 
cgggcagctg tcggctggtt 
aatcgatccc tcccagctcg 
cgaccagttc accggcaatc 



tctggagaat gtctacgttg 
cgcctcggcg aaactggacg 
cccccggcgc aaccaccttg 
tgtcagctaa cggcggcaag 
ccttgtctca caagggccag 
cgacctacac cgatggcacg 
tgacgacgat ggatgagaag 
acaaactcgc cggtggggcc 
tggtgggtta tcgtactgag 



<210> 1506 
<211> 169 
<212> PRT 

<213> Homo sapiens 



<400> 1506 
Met Ser Thr Leu 
1 

Pro Ala Pro Arg 

20 

Gly Thr Lys Pro 
35 

Thr Lys Leu Ser 
50 

Leu Thr Asp Gly 
65 

His Lys Gly Gin 

Val Ala Thr Tyr 

100 

Gin Leu Ser Ala 
115 

Thr Gly Lys lie 



Val Ser He Gly 
5 

Arg Asn Trp Thr 

Ser Ser Pro Gly 

40 

Gly Gly Ala Gin 
55 

Val Ser Gin Leu 
70 

Gin Leu Ser Gin 
85 

Thr Asp Gly Thr 

Gly Leu Thr Thr 

120 

Asp Pro Ser Gin 



Leu Pro Asn Arg 
10 

Thr Gly Ala Pro 
25 

Ala Thr Thr Leu 

Arg Leu Ser Ala 

60 

Ser Gly Gly Leu 
75 

Gly Ala Asp Gly 
90 

Gly Lys Val Val 
105 

Met Asp Glu Lys 
Leu Asp Lys Leu 



Trp Pro Gly Trp 
15 

Lys Leu Ala Asp 
30 

Ala Ser Xaa Met 
45 

Asn Gly Gly Lys 

Thr Thr Leu Ser 

80 

Leu Ala Ser Gly 
95 

Asp Gly He Gly 
110 

He Ala Ala Ala 
125 

Ala Gly Gly Ala 
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130 135 140 

Gly Gin Leu Ala Asp Gly He Asp Gin Phe Thr Gly Asn Leu Val Gly 
145 150 155 160 

Tyr Arg Thr Glu lie Arg Gin Tyr Ala 

165 



<210> 1507 

<211> 667 

<212> DNA 

<213> Homo sapiens 



<400> 1507 

agatctctca agatgtgctc attatcatga 
60 

ccagttacct ccacttgtcc tgcccttggc 
120 

gtgagacttg ggtggggaca cagtggaaca 
180 

ctcctccccc cgccaccgag agctgcaggc 
240 

aagggcagaa tgtacaggaa cagagtgaga 
300 

gcactagagg aaggcaaagg ggagcctcct 
360 

tggtggtggc tgcacagtgg cccacacccg 
420 

ccgtgcaccc tggcagccca gatgactgca 
460 

cgcaccggta cctggggacc gggggccctc 

540 

tggactacag ccgtgctgag tggaggggtt 
600 

ctgcagactc tggggtctcg ggcgccccca 
660 

cacgcgt 
667 

<210> 1508 
<211> 139 
<212> PRT 

<213> Homo sapiens 



gaacagcgtg gaggaaacca cccccaggat 
acgtggggct tatggggatt acaattcaag 
tgaagtgtgc cacgctgggt ggatgacgcc 
cacatgattc cttttgggta gcactcggga 
ttcgcagggc ctggggctga gggaggggac 
gggtgtgggg agcactttct gtcttggttt 
tcagagctca cctgcctgca cccaggccct 
ccagcccagg ggaggtggag gaatgccaca 
ggtgatcatc ccgagctcca agacagaagc 
tggtggctgg gtgcccgcct cctactgctc 
gtggggcaat gtgggctgct gcagggaact 



<400> 1508 



Met 


Tyr 


Arg 


Asn 


Arg 


Val 


Arg Phe 


Ala 


Gly 


Pro Gly 


Ala Glu Gly Gly 


l 








5 








10 




15 


Asp 


Ala 


Leu 


Glu 


Glu Gly 


Lys Gly 


Glu 


Pro 


Pro Gly 


Cys Gly Glu His 








20 








25 






30 


Phe 


Leu 


Ser 


Trp 


Phe 


Trp 


Trp Trp 


Leu 


His 


Ser Gly 


Pro His Pro Ser 






35 








40 








45 


Glu 


Leu 


Thr 


Cys 


Leu 


His 


Pro Gly 


Pro 


Pro 


Cys Thr 


Leu Ala Ala Gin 




50 










55 






60 




Met 


Thr 


Ala 


Pro 


Ala 


Gin 


Gly Arg 


Trp 


Arg 


Asn Ala 


Thr Arg Thr Gly 


65 










70 








75 


80 


Thr 


Trp 


Gly 


Pro 


Gly 


Val 


Leu Gly 


Asp 


His 


Pro Glu 


Leu Gin Asp Arg 



1245 



BNSDOCID: <WO 0058473 A 2 |_> 



WO 00/58473 PCT/US00/08621 



85 90 95 

Ser Trp Thr Thr Ala Val Leu Ser Gly Gly Val Trp Trp Leu Gly Ala 

100 105 HO 

Arg Leu Leu Leu Leu Leu Gin Thr Leu Gly Ser Arg Ala Pro Pro Val 

115 120 125 

Gly Gin Cys Gly Leu Leu Gin Gly Thr His Ala 
130 135 

<210> 1509 

<211> 463 

<212> DNA 

<213> Homo sapiens 

<400> 1509 

tgatcagagt ggctgagcaa cttgctcaag atcacagttt cagaagtacg ctctaagctg 
60 

ggtctggctg actccaaagt tgtggctttt gttggttttc ttgttctgtc gcgttttaga 
120 

aagggctagg aaccgagcac tgggcgttgg gcttactctc ctcctatggt gacctgggag 
180 

tggtgcccaa ggcgctctct tcccagcacc ccagggtcct cactggtaaa ggagggagtg 

240 

attggaatgt cgccaaagtt acttggctct ggaattctgt ggctattcac gtggactctg 
300 

gatggcggtc accaagtaga agaggggccc tgggatagag agaagtctcc tctcctgctc 

ctgatttccc aggcctctcc ctctcctggc cctccctcct ttcttccact tccccggatt 
420 

cccttcgagt ttggttgcaa ctttaatttt nngttccgat tea 
463 

<210> 1510 
<211> 99 
<212> PRT 

<213> Homo sapiens 
<400> 1510 

Met Val Thr Trp Glu Trp Cys Pro Arg Arg Ser Leu Pro Ser Thr Ser 

1 5 10 15 

Gly Ser Ser Leu Val Lys Glu Gly Val He Gly Met Ser Pro Lys Leu 

20 25 30 

Leu Gly Ser Gly He Leu Trp Leu Phe Thr Trp Thr Leu Asp Gly Gly 

35 40 4 5 

His Gin Val Glu Glu Gly Pro Trp Asp Arg Glu Lys Ser Pro Leu Leu 

50 55 60 

Leu Leu lie Ser Gin Ala Ser Pro Ser Pro Gly Pro Pro Ser Phe Leu 

65 70 75 80 

Pro Leu Pro Arg He Pro Phe Glu Phe Gly Cys Asn Phe Asn Phe Xaa 

85 90 95 

Phe Arg Phe 



<210> 1511 
<211> 633 
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<212> DNA 

<213> Homo sapiens 



<400> 1511 
gccggcaccg 
60 

tcacgcgcca 
120 

ctggtacgcg 
180 

ctctggaagt 
240 

tcacgaactc 
300 

gaggcctgag 
360 

gtccgccgcg 
420 

cgtcaaagtg 
480 

ccgtcgctaa 
540 

ggctgtcaaa 
600 

aggccatcgc 
633 



gcgtcaaggc 
acgtcaccgg 
aggctctcaa 
ccttcatcgc 
tgtcctcgtc 
atggccagcg 
acgcggcagg 
agcgtccacg 
ccattcctcc 
gtacctagct 
tccggtgctc 



catggcgctg 
caaccatctg 
cgaccttgac 
agtggccaca 
tcgagacaag 
tcaaacccac 
cagcgaacac 
gagccgacaa 
cacctcgacg 
accggggccg 
ttcctcaacg 



ggcccgggac 
ccggactttt 
catgacaagg 
cataccccac 
gacgaccatc 
taaggaccgg 
gcttctgctg 
cctcgacggg 
cgccgctcgt 
ctgctgacta 
cgt 



gggtacacac 
tctggatcga 
tagtatccat 
gttccgctat 
ctcgacacac 
ggccggtaca 
cgtcctttgg 
ctcgacggtg 
ctttggggcc 
tttcttcacc 



cgaattccac 
cgccgaagtt 
tcctaccccg 
gagattcctg 
tccgggaggc 
ccaatgatct 
tgtggaaagt 
ccttacgtcg 
cttcccaagc 
gtctggtgga 



<210> 1512 
<211> 102 
<212> PRT 

<213> Homo sapiens 



<400> 1512 
Ala Gly Thr Gly 
1 

Thr Glu Phe His 

20 

Phe Phe Trp He 
35 

Leu Asp His Asp 
50 

Phe He Ala Val 
65 

Ser Arg Thr Leu 

Thr Pro Gly Gly 

100 



Val Lys Ala Met 
5 

Ser Arg Ala Asn 

Asp Ala Glu Val 

40 

Lys Val Val Ser 
55 

Ala Thr His Thr 

70 

Ser Ser Ser Arg 
85 

Glu Ala 



Ala Leu Gly Pro 
10 

Val Thr Gly Asn 
25 

Leu Val Arg Glu 

He Pro Thr Pro 

60 

Pro Arg Ser Ala 
75 

Asp Lys Asp Asp 
90 



Gly Trp Val His 
15 

His Leu Pro Asp 
30 

Ala Leu Asn Asp 
45 

Leu Trp Lys Phe 

Met Arg Phe Leu 

80 

His Pro Arg His 
95 



<210> 1513 

<211> 401 

<212> DNA 

<213> Homo sapiens 



<400> 1513 
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acgcgtgaag gggtggaatt tcaccacaga ggggacgccg gggttcctgt tcagaaatat 



60 



ttggtcgtcc aatctcgtaa tgcccttctg aatgacttgc tgggcctgcc tcctgacacg 



120 



gctgtttcgc aggaaccgcc actcccgctc cttgcggatc tgactctcca ggtcgtgctc 



180 



ttctgggatc ttcatgacgg gctgggtaaa atagccgggc gctccagtcg cagaaccccg 



240 

tctgcaccgt ggcggagatg aaacttttgt gtccagcagc atcgtccgcg tcgtccgcag 
300 

tctgctctgg gcccttgtcg aacatcttcc gtgtccgggg gaactggtgg gagtgagggg 

360 

tgtactgcgc cccagcgggg cctgtggtgc ccggccggcc g 
401 

<210> 1514 

<211> 108 
<212> PRT 

<213> Homo sapiens 

<400> 1514 

Met Phe Asp Lys Gly Pro Glu Gin Thr Ala Asp Asp Ala Asp Asp Ala 

1 ' 5 10 15 

Ala Gly His Lys Ser Phe lie Ser Ala Thr Val Gin Thr Gly Phe Cys 

20 25 30 

Asp Trp Ser Ala Arg Leu Phe Tyr Pro Ala Arg His Glu Asp Pro Arg 

35 40 4 5 

Arg Ala Arg Pro Gly Glu Ser Asp Pro Gin Gly Ala Gly Val Ala Val 

50 55 60 

Pro Ala Lys Gin Pro Cys Gin Glu Ala Gly Pro Ala Ser His Ser Glu 
65 70 75 80 

Gly His Tyr Glu lie Gly Arg Pro Asn lie Ser Glu Gin Glu Pro Arg 

85 90 95 

Arg Pro Leu Cys Gly Glu He Pro Pro Leu His Ala 

100 105 

<210> 1515 
<211> 720 
<212> DNA 

<213> Homo sapiens 
<400> 1515 

nnggatcctg accgcggcat gaggttcaac cctgccaagc tattgctcga cccttatgcc 
60 

agggccatca cggcaggagt cgattatcac ggcccgatta tggaccacac gccggaatcc 
120 

aactacgagc ctgacctgac cgacgatgcg acgtcggtcc cgctcgccgt cgtcattgac 
180 

gatcccggcc cgcctacgcc tattgcgcgc cgccacgaca tcagcgaatc gggcatctat 

gagacccatg tcaaagggct aacccgcctt caccccctcg ttcctgagca tcttcgcagc 
300 

acctatgccg ggcttgccta cccggctgtt atcgaacacc tcaagtcaat cggagtaaca 
360 
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gccaccgaac cactacccgt ccagcagttc gtctccgaac cattcatcgt tgggcgcggc 
420 

ttacccgatt actggggtta caacaccctg gggttccttg cgccgcatgc tgcctactgc 

480 

tccgtcggct cgatgggaac ccaggtgcgc gagttcaagg acatggtgac gtctttccac 
540 

gaagccggca tcgaggtttt cctcgatgtc gtctacaacc acactggtga gggcggccat 
600 

gaaggaccga ctctgtcttt ccgcggcatc gatcacgagt cttattaccg cctcaccaac 
660 

gatcaccgca atgactatga cgtcaccggt tgtggcaatt ctgtcgacac ctcccatccg 
720 

<210> 1516 
<211> 240 
<212> PRT 

<213> Homo sapiens 
<400> 1516 

Xaa Asp Pro Asp Arg Gly Met Arg Phe Asn Pro Ala Lys Leu Leu Leu 

15 10 15 

Asp Pro Tyr Ala Arg Ala He Thr Ala Gly Val Asp Tyr His Gly Pro 

20 25 30 

He Met Asp His Thr Pro Glu Ser Asn Tyr Glu Pro Asp Leu Thr Asp 

35 40 45 

Asp Ala Thr Ser Val Pro Leu Ala Val Val He Asp Asp Pro Gly Pro 

50 55 60 

Pro Thr Pro He Ala Arg Arg His Asp He Ser Glu Ser Gly He Tyr 
65 70 75 80 

Glu Thr His Val Lys Gly Leu Thr Arg Leu His Pro Leu Val Pro Glu 

85 90 95 

His Leu Arg Ser Thr Tyr Ala Gly Leu Ala Tyr Pro Ala Val He Glu 

100 105 HO 

His Leu Lys Ser He Gly Val Thr Ala He Glu Leu Leu Pro Val Gin 

115 120 125 

Gin Phe Val Ser Glu Pro Phe He Val Gly Arg Gly Leu Ser Asp Tyr 

130 135 140 

Trp Gly Tyr Asn Thr Leu Gly Phe Phe Ala Pro His Ala Ala Tyr Cys 
145 150 155 160 

Ser Val Gly Ser Met Gly Thr Gin Val Arg Glu Phe Lys Asp Met Val 

165 170 175 

Thr Ser Phe His Glu Ala Gly He Glu Val Phe Leu Asp Val Val Tyr 

180 185 190 

Asn His Thr Gly Glu Gly Gly His Glu Gly Pro Thr Leu Ser Phe Arg 

195 200 205 

Gly He Asp His Glu Ser Tyr Tyr Arg Leu Thr Asn Asp His Arg Asn 

210 215 220 

Asp Tyr Asp Val Thr Gly Cys Gly Asn Ser Val Asp Thr Ser His Pro 
225 230 235 240 

<210> 1517 
<211> 497 
<212> DNA 

<213> Homo sapiens 
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<400> 1517 

nnacgcgcga agggggtccg ggaggaggac 
60 

gaaagtgacg acgtcagcac agaccgtggc 
120 

tccttttcca tcgggctgca agtactgttt 
180 

gctgctggca tggtgttgga catcgtgcag 
240 

gtcttcatcc tagtgcctgc gctgctgggg 
300 

tcaaggcttt ccactgcagc caacattgga 
360 

atgatcactg ggaacatggc cctcatccag 
420 

tccatcgcag ccgtcgtctt tggctggatc 
480 

ttcctgctct gtggtag 

497 



gccctgctgg agaacgggag ccagagcaac 
cctgcgccac cttccccgct caaggagacc 
ccattcctcc tggcaggctt tgggaccgtg 
cactgggaag tcttccagaa ggtgacagag 
ctcaaaggga acctggaaat gaccctggca 
cacatggaca cacccaagga gctctggcgg 
gtgcaggccc cggtggtggg cttcctggcg 
cctgatggcc acttcagtat tccgcacgcc 



<210> 1518 
<211> 165 
<212> PRT 

<213> Homo sapiens 



<400> 1518 
Xaa Arg Val Lys 
1 

Ser Gin Ser Asn 

20 

Pro Pro Ser Pro 
35 

Leu Phe Pro Phe 
50 

Val Leu Asp lie 
65 

Val Phe He Leu 

Met Thr Leu Ala 

100 

Asp Thr Pro Lys 
115 

He Gin Val Gin 
130 

Val Val Phe Gly 
145 

Phe Leu Leu Cys 



Gly Val Arg Glu 
5 

Glu Ser Asp Asp 

Leu Lys Glu Thr 

40 

Leu Leu Ala Gly 
55 

Val Gin His Trp 
70 

Val Pro Ala Leu 
65 

Ser Arg Leu Ser 

Glu Leu Trp Arg 

120 

Ala Pro Val Val 
135 

Trp He Pro Asp 
150 

Gly 
165 



Glu Asp Ala Leu 
10 

Val Ser Thr Asp 
25 

Ser Phe Ser He 

Phe Gly Thr Val 

60 

Glu Val Phe Gin 
75 

Leu Gly Leu Lys 
90 

Thr Ala Ala Asn 
105 

Met He Thr Gly 

Gly Phe Leu Ala 

140 

Gly His Phe Ser 
155 



Leu Glu Asn Gly 
15 

Arg Gly Pro Ala 
30 

Gly Leu Gin Val 
45 

Ala Ala Gly Met 

Lys Val Thr Glu 

80 

Gly Asn Leu Glu 
95 

lie Gly His Met 
110 

Asn Met Ala Leu 
125 

Ser He Ala Ala 

He Pro His Ala 

160 



<210> 1519 

<211> 2076 

<212> DNA 

<213> Homo sapiens 
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<400> 1519 
nnagatcttt 
60 

gtgtgcaatg 
120 

cttacaaaaa 
180 

attggatgga 

240 

cccacagtgg 
300 

gaaatggagc 
360 

ttttcttctg 
420 

gacgcctaca 
480 

cctgtcgatt 
540 

cttgcacaca 
600 

gatgcaattg 
660 

caagaaaccc 
720 

acaggtgaca 
780 

caggataaag 
840 

aattggcatt 
900 

gctattccgg 
960 

tttgcaatga 
1020 

aagttgacgt 

1080 

atagaagcat 
1140 

tgtggtgctt 
1200 

gcatctccct 
1260 

ggccgtgctg 
1320 

atccagtact 
1380 

tttctcttca 
1440 

gcctggaaag 
1500 

ccccccgtcc 

1560 



gggggattca 
agatgttggt 
ttgaaggagt 
ttctggaaga 
ttcgtcctcc 
tgtttgaact 
ctttgcaacg 
tgaagggagc 
ctcaaaacgt 
gaaaattgga 
agaacaacat 
ctgcagcact 
gtatgttgac 
tgattattgc 
atgcagactc 
ttaaaccggt 
atggaaaatc 
tgcatggcac 
tgcaaaatgt 
tgaagagggc 
ttacctctaa 
ctttaacaac 
tcagtgttac 
ttgatctggc 
aacttgcggc 
tgtctcagat 



acgagtggaa 
aaaatcccag 
gctctctggt 
agcaactgaa 
caaacaactg 
tccagctact 
tatgagtgtg 
gcccgaggcc 
tttggaagac 
gtcaaaactg 
ggattttatg 
tgaagatttg 
tgctgtctct 
tgaagcatta 
cctcacgcag 
ccatgatagc 
attctcagtg 
cgtgtttgcc 
tgattatttt 
acacggaggc 
gactcctagt 
ttccttctgt 
tctgctgtat 
aatcattttg 
acaaagacca 
catcatctgc 



aatgcacgat 
tttgttgctt 
gatccacttg 
gaagaaacag 
cttcctgaat 
tatgagatag 
gttgccaggg 
attgccggtc 
ttcactaaac 
acatggcata 
ggattaatta 
cataaagcca 
gtggccagag 
cctccaaagg 
tgcagtcatc 
ttagaggatc 
atactggagc 
cgtatggcac 
gttgggatgc 
atttccttac 
atttcctgtg 
gtgtttaaat 
tctatcttaa 
gtagtggtat 
ccttcgggcc 
attggacttc 



ttctttcacc 
gtatggctac 
atctgaaaat 
cacttcataa 
ctacccctgc 
gaattgttcg 
tgctggggga 
tctgtaaacc 
agggcttccg 
aagtacagaa 
taatgcagaa 
acattcgcac 
attgtggaat 
atgggaaagt 
catcagcaat 
ttcaaatgac 
attttcaaga 
ctgatcagaa 
gtggtgatgg 
cggagctcga 
tgccaaacct 
tcatggcatc 
gtaacccagg 
ttacaatgag 
tcatatctgg 
aacctctggg 



agaagaaaat 
ttgtcattca 
gtttgaggct 
tcgaattacg 
aggaaaccaa 
ccagttccca 
taggaaaatg 
tgaaacagct 
tgtgattgct 
tattagcaga 
caaattaaag 
cgtcatggtc 
gattctacct 
tgccaaaaca 
tgacccagag 
tcgctatcat 
ccttgttcct 
gacacagttg 
cgcaaatgat 
agcttcagtg 
tatcagggaa 
gtacagcatt 
agacttccag 
tttaaatcct 
ggcccttctc 
ttttttttgg 
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gtcaaacagc aaccttggta 
1620 

ggaagcgggt tttggaattc 
1680 

atacaaaatt atgaaaatac 

1740 

gcaattgcct tttcaaaagg 
1800 

gttttttctg tgattttttt 
1860 

tctgttgacc aggttcctca 
1920 

atcattgttc ttgtcaatgc 
1980 

gtcctttgga aagttgtgtt 
2040 

cagccaccgc aggagtcagt 
2076 



tgaagtgtgg catccaaaat 
ttcacacgta gacaatgaaa 
cacagtgttt tttatttcca 
aaaacccttc aggcaacctt 
atatattttt atattattca 
gatagtgtgt gtaccatatc 
ctttgtgtct atcacagtgg 
caaccgagac aaacaaggag 
ggatcggtgg ggaaaa 



cagatgcttg taatacaaca 
ccgaacttga tgaacataat 
gttttcagta cctcatagtg 
gctacaaaaa ttattttttt 
tcatgttgta tccagttgcc 
agtggcgtgt aactatgctc 
agaacttctt ccttgacatg 
agtatcggtt cagcaccaca 



<210> 1520 
<211> 692 
<212> PRT 

<213> Homo sapiens 



<400> 1520 

Xaa Asp Leu Trp Gly He Gin Arg Val Glu Asn Ala Arg Phe Leu Ser 

1 5 10 15 

Pro Glu Glu Asn Val Cys Asn Glu Met Leu Val Lys Ser Gin Phe Val 

20 25 30 

Ala Cys Met Ala Thr Cys His Ser Leu Thr Lys lie Glu Gly Val Leu 

35 40 45 

Ser Gly Asp Pro Leu Asp Leu Lys Met Phe Glu Ala He Gly Trp He 

50 55 60 

Leu Glu Glu Ala Thr Glu Glu Glu Thr Ala Leu His Asn Arg He Met 

65 70 75 80 

Pro Thr Val Val Arg Pro Pro Lys Gin Leu Leu Pro Glu Ser Thr Pro 

85 90 95 

Ala Gly Asn Gin Glu Met Glu Leu Phe Glu Leu Pro Ala Thr Tyr Glu 

100 105 110 

He Gly He Val Arg Gin Phe Pro Phe Ser Ser Ala Leu Gin Arg Met 

115 120 125 

Ser Val Val Ala Arg Val Leu Gly Asp Arg Lys Met Asp Ala Tyr Met 

130 135 140 

Lys Gly Ala Pro Glu Ala He Ala Gly Leu Cys Lys Pro Glu Thr Val 
145 150 155 160 

Pro Val Asp Phe Gin Asn Val Leu Glu Asp Phe Thr Lys Gin Gly Phe 

165 170 175 

Arg Val He Ala Leu Ala His Arg Lys Leu Glu Ser Lys Leu Thr Trp 

180 185 190 

His Lvs Val Gin Asn He Ser Arg Asp Ala He Glu Asn Asn Met Asp 

195 200 205 

Phe Met Gly Leu He He Met Gin Asn Lys Leu Lys Gin Glu Thr Pro 

210 * 215 220 

Ala Val Leu Glu Asp Leu His Lys Ala Asn He Arg Thr Val Met Val 
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225 230 235 240 

Thr Gly Asp Ser Met Leu Thr Ala Val Ser Val Ala Arg Asp Cys Gly 

245 250 255 

Met lie Leu Pro Gin Asp Lys Val lie lie Ala Glu Ala Leu Pro Pro 

260 265 270 

Lys Asp Gly Lys Val Ala Lys lie Asn Trp His Tyr Ala Asp Ser Leu 

275 280 285 

Thr Gin Cys Ser His Pro Ser Ala He Asp Pro Glu Ala He Pro Val 

290 295 300 

Lys Leu Val His Asp Ser Leu Glu Asp Leu Gin Met Thr Arg Tyr His 
305 310 315 320 

Phe Ala Met Asn Gly Lys Ser Phe Ser Val He Leu Glu His Phe Gin 

325 330 335 

Asp Leu Val Pro Lys Leu Met Leu His Gly Thr Val Phe Ala Arg Met 

340 345 350 

Ala Pro Asp Gin Lys Thr Gin Leu He Glu Ala Leu Gin Asn Val Asp 

355 360 365 

Tyr Phe Val Gly Met Cys Gly Asp Gly Ala Asn Asp Cys Gly Ala Leu 

370 375 380 

Lys Arg Ala His Gly Gly He Ser Leu Ser Glu Leu Glu Ala Ser Val 
385 390 395 400 

Ala Ser Pro Phe Thr Ser Lys Thr Pro Ser He Ser Cys Val Pro Asn 

405 410 415 

Leu He Arg Glu Gly Arg Ala Ala Leu He Thr Ser Phe Cys Val Phe 

420 425 430 

Lys Phe Met Ala Leu Tyr Ser He He Gin Tyr Phe Ser Val Thr Leu 

435 440 445 

Leu Tyr Ser He Leu Ser Asn Leu Gly Asp Phe Gin Phe Leu Phe He 

450 455 460 

Asp Leu Ala lie He Leu Val Val Val Phe Thr Met Ser Leu Asn Pro 
465 470 475 480 

Ala Trp Lys Glu Leu Val Ala Gin Arg Pro Pro Ser Gly Leu lie Ser 

485 490 495 

Gly Ala Leu Leu Phe Ser Val Leu Ser Gin lie lie He Cys lie Gly 

500 505 510 

Phe Gin Ser Leu Gly Phe Phe Trp Val Lys Gin Gin Pro Trp Tyr Glu 

515 520 525 

val Trp His Pro Lys Ser Asp Ala Cys Asn Thr Thr Gly Ser Gly Phe 

530 535 540 

Trp Asn Ser Ser His Val Asp Asn Glu Thr Glu Leu Asp Glu His Asn 
545 550 555 560 

lie Gin Asn Tyr Glu Asn Thr Thr Val Phe Phe lie Ser Ser Phe Gin 

565 570 575 

Tyr Leu lie Val Ala lie Ala Phe Ser Lys Gly Lys Pro Phe Arg Gin 

580 585 590 

Pro Cys Tyr Lys Asn Tyr Phe Phe Val Phe Ser Val lie Phe Leu Tyr 

595 600 605 

He Phe lie Leu Phe lie Met Leu Tyr Pro Val Ala Ser Val Asp Gin 

610 615 620 

Val Leu Gin lie Val Cys Val Pro Tyr Gin Trp Arg Val Thr Met Leu 
625 630 635 640 

lie lie Val Leu Val Asn Ala Phe Val Ser lie Thr Val Glu Asn Phe 

645 650 655 

Phe Leu Asp Met Val Leu Trp Lys Val Val Phe Asn Arg Asp Lys Gin 
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660 665 670 

Gly Glu Tyr Arg Phe Ser Thr Thr Gin Pro Pro Gin Glu Ser Val Asp 

675 680 685 

Arg Trp Gly Lys 
690 

<210> 1521 

<211> 373 

<212> DNA 

<213> Homo sapiens 

<400> 1521 

acgcgtcaca gctgaagccc gcagtgatag ccgacgcaca agccgaatca ataacttgtg 
60 

tctgcacgcg ctgggcctca acgagtagtt cagcaaaagt aggcggaaca ggcgcaacga 
120 

gcgcaccatc cgatacacgc cagccttgac tgctgataca ccccagccac tgcgcatcag 
180 

tgatttcaat ggcggttaca cagtctggca tcggactgtc gatatcatcg taataggcga 
240 

tcacattccc atttgcatcg tatgctgcga acttttgacc catgattatt atttcccgaa 
300 

tgcaaaccaa taaacagtgt cggcgcttga tgaatagccg ttctgcacca cggcggtaga 
360 

gagtggcgtc gac 
373 

<210> 1522 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 1522 

Met Gly Gin Lys Phe Ala Ala Tyr Asp Ala Asn Gly Asn Val He Ala 

15 10 15 

Tyr Tyr Asp Asp He Asp Ser Pro He Pro Asp Cys Val Thr Ala He 

20 25 30 

Glu He Thr Asp Ala Gin Trp Leu Gly Cys He Ser Ser Gin Gly Trp 

35 40 45 

Arg Val Ser Asp Gly Thr Leu Val Ala Pro Val Pro Pro Thr Phe Ala 

50 55 60 

Glu Leu Leu Val Glu Ala Gin Arg Val Gin Thr Gin Val He Asp Ser 
65 70 75 80 

Ala Cys Ala Ser Ala He Thr Ala Gly Phe Ser Cys Asp Ala 

85 90 

<210> 1523 
<211> 525 
<212> DNA 

<213> Homo sapiens 
<400> 1523 

nnacgcgtgc ggtcaatatg ccgccattcc cataagcgct tggtggcatg tttccagggc 
60 
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cagcatggca ccgatgccga gaggagacac aaaaaactgc ctctgacagc tcccgctcaa 



120 



aatatgcaag aagcatcgac tcagctggaa gactctctcc tggggaagat gctggagacg 



180 



tgtggagatg ctgagaatca gctggctctc gagctctccc agcacgaagt ctttgttgag 



240 



aaggagaccg tggaccctct gtacggcata gctgaggtgg agattcccaa catccagaag 



300 



cagaggaagc agcttgcaag attggcgtta gactgggatt cagtcagagc caggtggaac 



360 



caagcccaca aatcctcagg aaccaacttt caggggcttc catcaaaaat agatactcta 



420 

aaggaaggga tggatgaagc tggaaataaa gtagaacagt gcaaggatca acttgcagca 
480 

gacatgcaca actttatggc caaagaaggg gagtatggca aattt 
525 

<210> 1524 
<211> 175 
<212> PRT 

<213> Homo sapiens 

<400> 1524 „ , 

xaa Arg Val Arg Ser lie Cys Arg His Ser His Lys Arg Leu Val Ala 

1 " 5 10 15 

Cys Phe Gin Gly Gin His Gly Thr Asp Ala Glu Arg Arg His Lys Lys 

20 25 30 

Leu Pro Leu Thr Ala Leu Ala Gin Asn Met Gin Glu Ala Ser Thr Gin 

35 40 45 

Leu Glu Asp Ser Leu Leu Gly Lys Met Leu Glu Thr Cys Gly Asp Ala 

50 55 60 

Glu Asn Gin Leu Ala Leu Glu Leu Ser Gin His Glu Val Phe Val Glu 
65 70 75 60 

Lys Glu lie Val Asp Pro Leu Tyr Gly He Ala Glu Val Glu lie Pro 

85 90 95 

Asn lie Gin Lys Gin Arg Lys Gin Leu Ala Arg Leu Val Leu Asp Trp 

100 105 11° 

Asp Ser val Arg Ala Arg Trp Asn Gin Ala His Lys Ser Ser Gly Thr 

IIS 120 125 

Asn Phe Gin Gly Leu Pro Ser Lys lie Asp Thr Leu Lys Glu Gly Met 

130 135 140 

Asp Glu Ala Gly Asn Lys Val Glu Gin Cys Lys Asp Gin Leu Ala Ala 

-icn 155 160 

145 150 i33 

Asp Met Tyr Asn Phe Met Ala Lys Glu Gly Glu Tyr Gly Lys Phe 

165 175 

<210> 1525 
<211> 294 
<212> DNA 

<213> Homo sapiens 
<400> 1525 

gtgcacgagc gcatggatct catccgccaa agcgtggatg cgcgcattaa cgtggactac 
60 
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tggtccggcc tgctcgtgga ctatacctcg cagcacggcg tcgacgtttt ggtcaagggg 
120 

ctgcgttctt ccctggacta tgaatatgaa ctgccgatgg cccagatgaa ccggcgttta 
180 

tctggcatcg atacggtctt tttgcttacc gatgaaaagt acggctacat cagctcatcg 
240 

ctgtgcaaac aggtcgcgca attcggcggt gaggtcaccg ggatgcttcg gate 
294 

<210> 1526 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 1526 

Val His Glu Arg Met Asp Leu lie Arg Gin Ser Val Asp Ala Arg lie 

15 10 15 

Asn Val Asp Tyr Trp Ser Gly Leu Leu Val Asp Tyr Thr Ser Gin His 

20 25 30 

Gly Val Asp Val Leu Val Lys Gly Leu Arg Ser Ser Leu Asp Tyr Glu 

35 40 45 

Tyr Glu Leu Pro Met Ala Gin Met Asn Arg Arg Leu Ser Gly lie Asp 

50 55 60 

Thr Val Phe Leu Leu Thr Asp Glu Lys Tyr Gly Tyr lie Ser Ser Ser 
65 70 75 80 

Leu Cys Lys Gin Val Ala Gin Phe Gly Gly Glu Val Thr Gly Met Leu 

85 90 95 

Arg lie 



<210> 1527 
<211> 371 
<212> DNA 

<213> Homo sapiens 
<400> 1527 

tgtacaaacc cgectatgag caagtgcaaa ccaacatgga aatgctcaag gccggacgca 
60 

gcttcaagga atacgecgag atggcctgga agattcccga gcattacaaa aacaaccgct 
120 

acttcgccct ggtgcacggg gttggcatga ccggcgagta cccttgggtg gtgcaccgcg 
180 

aagacattga cgcgctgggt tacgaeggtg tgttcgaggc cggcatgacc atctgtgtgg 
240 

aaagctacat cggccacgac gaeggeggeg aaggcgtgaa gctcgaagaa cagatctaca 
300 

tccacgaaca cagcatcgag ttgctctccg attatcegtt cgacccacgc ctgttgccgc 
360 

getgaacgeg t 
371 

<210> 1528 
<211> 109 
<212> PRT 
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<213> Homo sapiens 
<400> 1528 





VjlU 


Met 


Leu 




Ala 


Gly Arg 


Ser Phe Lys Glu Tyr Ala Glu 


Met 


1 








5 






10 15 




Ala 


Trp 


Lys 


He 


Pro 


Glu 


His Tyr 


Lys Asn Asn Arg Tyr Phe Ala 


Leu 




20 








25 30 




Val 


His 


Gly Val 


Gly 


Met 


Thr Gly 


Glu Tyr Pro Trp Val Val His 


Arg 






35 








40 


45 




Glu 


Asp 


He 


Asp 


Ala 


Leu Gly Tyr 


Asp Gly Val Phe Glu Ala Gly 


Met 




50 










55 


60 




Thr 


He 


Cys 


Val 


Glu 


Ser 


Tyr He 


Gly His Asp Asp Gly Gly Glu 


Gly 


65 








70 




75 


80 


Val 


Lys 


Leu 


Glu 


Glu 


Gin 


He Tyr 


lie His Glu His Ser He Glu 


Leu 








85 






90 95 




Leu 


Ser 


Asp 


Tyr 
100 


Pro 


Phe 


Asp Pro 


Arg Leu Leu Pro Arg 
105 





<210> 1529 

<211> 609 

<212> DNA 

<213> Homo sapiens 

<400> 1529 

nacgcgtggt gctcaccctc cgtgtgactc gcgctctgtc cggctcaggg ctcgccctcc 
60 

gtgggacttg cgctctgtcc ggctcagggc tcgccctccg tgggacttgc gctctgtccg 
120 

gctcagggct cgccctccgt gggacttgcg ctctgtccgg ctcagggctc gccctccgtg 
180 

ggacttgcgc tctgtccggc tcagggctcg ccctccgtgg gacttgcgct ctgtccggct 
240 

cagggctcgc cctccgtggg acttgcgctc tgtccggctc agggctcgcc ctccgtggga 
300 

tttgcgctct gtctggctca ggctgcgcag ggcaatggag gaacctcccg agcaggccca 
360 

gcggctcctt ccacccagcc cccatctccg gccggccatt tgtgaggccc tctgccactg 
420 

aggtgcactg tttccaattc ctcattcaca agctctacct tccacgagcc cagagcatga 
480 

acgcattcgg ccatggtcct caccactctg cgaggagcac agcctcttct ccaccgtcca 
540 

atagcgtgtt cctcctttcc caggcctcac agaatgctct gtccgcatcc tcccagcatt 
600 

ccattcacg 
609 

<210> 1530 

<211> 125 

<212> PRT 

<213> Homo sapiens 

<400> 1530 

Leu Ala Leu Cys Pro Ala Gin Gly Ser Pro ser Val Gly Leu Ala Leu 
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5 10 15 



Cys 


Pro 


Ala 


Gin 


Gly 


Ser 


Pro 


Ser 


Val 


Gly 


Leu Ala 


Leu Cys 


Pro 


Ala 






20 










25 






30 






Gin 


Gly 


Ser 


Pro 


Ser 


Val 


Gly 


Leu 


Ala 


Leu 


Cys Pro 


Ala Gin Gly 


Ser 






35 










40 








45 






Pro 


Ser 
50 


Val 


Gly 


Leu 


Ala 


Leu 
55 


Cys 


Pro 


Ala 


Gin Gly 
60 


Ser Pro 


Ser 


Val 


Gly 


Leu 


Ala 


Leu 


Cys 


Pro 


Ala 


Gin 


Gly 


Ser 


Pro Ser 


Val Gly 


Leu 


Ala 


65 










70 










75 






80 


Leu 


Cys 


Pro 


Ala 


Gin 


Gly 


Ser 


Pro 


Ser 


Val 


Gly Phe 


Ala Leu 


Cys 


Leu 








85 










90 






95 




Ala 


Gin 


Ala 


Ala 


Gin Gly Asn 


Gly Gly 


Thr 


Ser Arg Ala Gly 


Pro 


Ala 








100 










105 






110 






Ala 


Pro 


Ser 
115 


Thr 


Gin 


Pro 


Pro 


Ser 
120 


Pro 


Ala 


Gly His 


Leu 
125 







<210> 1531 

<211> 726 

<212> DNA 

<213> Homo sapiens 

<400> 1531 

accggtcgcc ggcttgtcga gggtaacctt ctggccacag ttggtgatgg tgataggtcc 
60 

agcgttggac tgggacgccg acgctgaaaa agaagctgac gagtccttgg gggcgcccgc 
120 

acattcggca agcatgagga cggggagcat cgagaccgcg acagctcggc gaaggaattt 
180 

cggggtggca ggcatggcga aactagcttt ctgtgatcgg cgtgcgcggc cgggcaacaa 
240 

cagggcgtcg tcaggtggtc ctcgggctcg acttcgtctc cgttcccggc accttcccag 
300 

tgcgcatggc caggtggttc aagtcggggc ggatcagtca caccgctgcg ctcagctccg 
360 

gcttttcacc ggattccagc gctggtgtgg tcaccagcaa cctgacgcga ggattttagc 
420 

acccccttcg cataccgcta tccagggcct ccacgacagc ggcaccgatg acgatcgcgt 
480 

tcaccgagcg cggcgttttc ggcagcttcc acatggggat cagaccatat tgatgcactg 
540 

gcgatccctt catacgcgag ccgccgatat ggcccccgag tgaggcccct cagttcgcgc 
600 

tgacgcatgc cgctctgcgc agcccgccaa cgctttcccg caacctcacc acacgtttgc 
660 

cgggtccggg gctggcgacg tgagccgtgt cacaagttca cgagctggct cacccgtccg 
720 

cgagag 
726 

<210> 1532 

<211> 178 

<212> PRT 

c213> Homo sapiens 
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<400> 1532 

Met Val lie Gly Pro Ala Leu Asp Trp Asp Ala Asp Ala Glu Lys Glu 

15 10 15 

Ala Asp Glu Ser Leu Gly Ala Pro Ala His Ser Ala Ser Met Arg Thr 

20 25 30 

Gly Ser lie Glu Thr Ala Thr Ala Arg Arg Arg Asn Phe Gly Val Ala 

35 40 45 

Gly Met Ala Lys Leu Ala Phe Cys Asp Arg Arg Ala Arg Pro Gly Asn 

50 55 60 

Asn Arg Ala Ser Ser Gly Gly Leu Arg Ala Arg Leu Arg Leu Arg Ser 
65 70 75 80 

Arg His Leu Pro Ser Ala His Gly Gin Val Val Gin Val Gly Ala Asp 

85 90 95 

Gin Ser Tyr Arg Cys Ala Gin Leu Arg Leu Phe Thr Gly Phe Gin Arg 

100 105 110 

Trp Cys Gly His Gin Gin Pro Asp Ala Arg lie Leu Ala Pro Pro Ser 

115 120 125 

His Thr Ala lie Gin Gly Leu His Asp Ser Gly Thr Asp Asp Asp Arg 

130 135 140 

Val His Arg Ala Arg Arg Phe Arg Gin Leu Pro His Gly Asp Gin Thr 
145 150 155 160 

He Leu Met His Trp Arg Ser Leu His Thr Arg Ala Ala Asp Met Ala 

165 170 175 

Pro Glu 



<210> 1533 
<211> 364 
<212> DNA 

<213> Homo sapiens 
<400> 1533 

natatgctgg tcgatcatgt gcatcagatc gtccagtggc cggagcgcgg ctggctggcg 
60 

gagattattc acagcgaacg ggcgaccggc ggtgcgccgc ttaacgtcct gctgacgctg 
120 

gttaaaatgc acgtcggctt gccgttgcag gcggtcggtc ttatcggcga agacagcgat 
180 

ggcgactaca ttatggcgat gctcgaccag taccacgtca atcgccagcg ggtacagcgc 
240 

accacgtttg cccccacgtc gatgtcgcag gtgatgaccg atcccactgg gcagcgcacc 
300 

tttttccatt cgcctgccgc caatcgcctg ctcgatctcc ccgcctttga tcgactcgac 

360 

gcgt 

364 

<210> 1534 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 1534 

Xaa Met Leu Val Asp His Val His Gin He Val Gin Trp Pro Glu Arg 
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1 

Gly Trp Leu Ala 

20 

Pro Leu Asn Val 
35 

Leu Gin Ala Val 
50 

Met Ala Met Leu 
65 

Thr Thr Phe Ala 

Gly Gin Arg Thr 

100 

Leu Pro Ala Phe 
115 



5 

Glu He He His 

Leu Leu Thr Leu 

40 

Gly Leu He Gly 
55 

Asp Gin Tyr His 
70 

Pro Thr Ser Met 
85 

Phe Phe His Ser 

Asp Arg Leu Asp 

120 



10 

Ser Glu Arg Ala 
25 

Val Lys Met His 

Glu Asp Ser Asp 

60 

Val Asn Arg Gin 
75 

Ser Gin Val Met 
90 

Pro Ala Ala Asn 

105 

Ala 



15 

Thr Gly Gly Ala 
30 

Val Gly Leu Pro 
45 

Gly Asp Tyr He 

Arg Val Gin Arg 

80 

Thr Asp Pro Thr 
95 

Arg Leu Leu Asp 
110 



<210> 1535 

<211> 369 

<212> DNA 

<213> Homo sapiens 



<400> 1535 

gaattcgggg ggctccggga atgaagtttc catttcgcaa gccttctgaa gcaaatccgc 

caatccctgg ggcccgcggt gcgtgccggc cagcggccag tcctggcccg gaatgatcca 

ctcgatatct tcggcagaca acgccagcag accgggccta tcgccgcggc ccatggctgc 

aaaaaaactc ttcacagtct ggacattccc ttgtgtgctc atcgaaatct ctccatgtcc 

tJtacctggg atcgtgtccg atctcatcgg acgcgttgag gacctgctgg tgaggacggg 

gtgtcggtga ttcagccgat atcgactttg catggcgatg tcccagctgc cggagccgtt 
360 

actggccac 
369 

<210> 1536 
<211> HI 
<212> PRT 

<213> Homo sapiens 

Met°GlJi 5 Ser Arg Tyr Arg Leu Asn His Arg His Pro Val Leu Thr Ser 

1 5 i° 15 

Arg Ser Ser Thr Arg Pro Met Arg Ser Asp Thr lie Pro Gly Lys Gly 

20 2S 30 

His Gly Glu lie Ser Met Ser Thr Gin Gly Asn Val Gin Thr Val Lys 

35 40 45 

ser Phe Phe Ala Ala Met Gly Arg Gly Asp Arg Pro Gly Leu Leu Ala 

50 55 60 

Leu Ser Ala Glu Asp lie Glu Trp lie lie Pro Gly Gin Asp Trp Pro 

70 ^ 

Leu Ala Gly Thr His Arg Gly Pro Gin Gly Leu Ala Asp Leu Leu Gin 
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85 90 95 

Lys Ala Cys Glu Met Glu Thr Ser Phe Pro Glu Pro Pro Glu Phe 

100 105 110 

<210> 1537 
<211> 294 
<212> DNA 

<213> Homo sapiens 
<400> 1537 

ccactcgcgg cgcctcctga gccctctcgt gtgtcaggac gccagcatcc tgttcgtgtt 
60 

ctcggggctg ctgcacgtgt accagcggaa gatcggcagc caggaggaca cctgcttgtt 
120 

cctcacgcgc cccggggaga tggtgggcca gctggccgtg ctcaccgagg agacctcgcc 
180 

ggcgtggtgg agacactgac ccaccaggcc cgggcgacca cggtgcatgc cgttcgggac 
240 

tcagaattgg ccaagctgcc ggcaggagcc ctcacgtcca tcaagcgcag gtac 
294 

<210> 1538 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 1538 

Pro Leu Ala Ala Pro Pro Glu Pro Ser Arg Val Ser Gly Arg Gin His 

15 10 15 

Pro Val Arg Val Leu Gly Ala Ala Ala Arg Val Pro Ala Glu Asp Arg 

20 25 30 

Gin Pro Gly Gly His Leu Leu Val Pro His Ala Pro Arg Gly Asp Gly 

35 40 45 

Gly Pro Ala Gly Arg Ala His Arg Gly Asp Leu Val Gly Val Val Glu 

50 55 60 

Thr Leu Thr His Gin Ala Arg Ala Thr Thr Val His Ala Val Arg Asp 
65 70 75 80 

Ser Glu Leu Ala Lys Leu Pro Ala Gly Ala Leu Thr Ser He Lys Arg 

85 90 95 

Arg Tyr 



<210> 1539 

<211> 1015 

<212> DNA 

<213> Homo 

<400> 1539 
acgcgttcgg 
60 

gcctcagtgc 
120 

gccttgactg 
180 



sapiens 

gcgtcaggca 
cctgtcaccc 
gacacgatta 



cacgcatctc 
acctagaacc 
tctatcctta 



aacagatgtg 
tgttcacagc 
cacaccgtgg 



gctgacaccc 
atgtcatccg 
ctgctctaca 



aaggcagtcg 
ggccgctccg 
ggccaagaaa 
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caggctgctc agccagggtc aggagaaggt gggtcaggct ccccggggac ctcaggccct 
gacgcatccc ggcctcaccc taggcctcct ctgtcggggc agcctggctc agcagagccc 
gggacacacg gctgaggcca cccaggctgg gccatcttgc ccctgttttg Cgccccccac 
Jcagttctcc ttctgtcctg gctcaggtcc aggccagtca agagggtggc tgagaagcag 
gaggagcctc agagaccctc ccctcgaaag cactggggct tccacctcac aagcggcagg 
ttcgcttcgg gagctgctgg tccatcgccc aggcctggcc aggggcaggc gaggatcctg 
g^cgccgatc catcgtccag gcctggccca ggagccggtg aggaacctgg ggctgttgtg 
caggggtcgc cgtctccagc tctctgccgt ggtgagggga ttgtgctgtg tgcacaccac 
ccggctgcat cgaatcccac catggcccag agggtggacc cgtggcccct cggggggcca 

gcatccccag tccaatgggc gcccccgcca ctctcctgag ttcccgtgca gagctccccc 

780 „ 
caacacctca gccttcacct ttctcagtta atcaaaagat tccaaaaaaa gcaaacccat 

840 _ 

cagaacggct ccctccaccg agtgttcagg ataaataatc atgtccagtc aaggccagag 
900 

cagcccggat gacacgctat gaacaggttt caggtgggtg acagggcact gaggccgact 



960 

gccttgggcg tcagccacat ctgctgagat gcgtgtgcct gacgcccgaa cgcgt 
1015 

<210> 1540 
<211> 89 
<212> PRT 

<213> Homo sapiens 
<400> 1540 

His Pro Arg Gin Ser Ala Ser Val Pro Cys His Pro Pro Arg Thr Cys 

! " 5 10 15 

Ser Gin His Val He Arg Ala Ala Leu Ala Leu Thr Gly His Asp Tyr 

20 25 30 

Leu Ser Leu His Thr Val Ala Ala Leu Gin Ala Lys Lys Gin Ala Ala 

35 40 45 

Gin Pro Gly Ser Gly Glu Gly Gly Ser Gly Ser Pro Gly Thr Ser Gly 

50 ' 55 60 

Pro Asp Ala Ser Trp Pro His Pro Arg Pro Pro Leu Ser Gly Gin Pro 
65 70 75 SO 

Gly Ser Ala Glu Pro Gly Thr His Gly 

85 

<210> 1541 
<211> 1482 
<212> DNA 

<213> Homo sapiens 

to 

<400> 1541 
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cgccgatcac ggggagcccc tcgactgcct cccagaacaa agtgggaaag ggaagcttag 

60 

cccgccgctg ccgcctccga gcagcccgcc aggactctgg ctactggaga tgggcgcccg 
120 

gccaccgcgg cgacgggtgc cggcggaccc gtccctggcc ctggacgcgc tgcccccgga 
180 

gctgctggcg. caggtgctga gccacgtgcc ggccacgctc cttggacacg cgatgccgcc 
240 

cagtgtgccg cgcctggcgc gacatagtgg acgggcccac tgggaggctg ctgcaactgg 
300 

cccgcgaccg cagcgccgag ggccgagcac tctacgcagt ggctcaacgc tgcctgccca 
360 

acaacgaaga caaagaggag ttcccgctgt gcgccctggc gcgctactga ctgcgcgcgc 
420 

cctccggccg caatctcatc ctcaactcct gcggagagca gggcttcaga ggctgggagg 
480 

cggagcacgg cgggaacggc tgggccatag aaaagaacct aacaccggtg cctggggctc 
540 

cttcgcagac ctgcttcgtg acctctttcg aatggtgctc caagaggcag cttgtggacc 
600 

tggtgatgga aggggtgtgg caggagctgc cggacagcgc ccagattgag atctgtgtgg 
660 

ctgactggtg gggcgctcga gagaactgcg gctgcgtcta ccagctccgg gtccgccttc 
720 

tggatgtgca tgaaaaggaa gtggtcaagt tctcagcctc acctgacccg gtccttcagt 
780 

ggactgagag gggctgccga caggtctccc acgtcttcac caactttggc aagggcatcc 
840 

gctacgtacc ttttgagcag tacgggagag acgtgagttc ctgggtgggg cactatggcg 
900 

cccctgtgac ccactccagt gtgagggcca ggatccgtct gtcctagcga ctggactact 
960 

gcctgacgtt gtcagtcaag accagccttg cagccaggtg cagtggctca cacccgtggg 
1020 

accctcccac tttggccttc caaaatgttg cgattatagg cgtgagccac tgtggctggc 
1080 

ctgaaatttt ctagtatcca cattcataaa gtaaaaagaa aataaaaagg catagaatgt 

1140 

caagctaacc aggcgtccgc tacttcagaa gagtgtactg ccgcatgggg agtctgtaac 
1200 

catgcttttc acttccactg catctctcgc tggctcaaaa cacgacaggt gtgtccattg 
1260 

gacaacagag agtgggaatt ccaaaagtat gggcactagg aaaagacctc ctccaccaag 
1320 

cttaattgtt ttgttattca cttaatgacc ttccctgctg ttacctaatt acaaattgga 
1380 

tggaactgtg tttttttccg ctttgttttt ccagcttgct gtttctgtag ccatattgta 

1440 

ttctgtgtca aataaagtcc agttggattc tggaaaaaaa aa 
1482 

<210> 1542 
<211> 57 
<212> PRT 
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<213> Homo sapiens 



<400> 1542 
Lys Gly He Glu 
1 

Cys Thr Val Ala 

20 

He Ser Arg Trp 
35 

Glu Trp Glu Phe 
50 



Cys Gin Ala Asn 
5 

Trp Gly Val Cys 
Leu Lys Thr Arg 

40 

Gin Lys Tyr Gly 
55 



Gin Ala Ser Ala 
10 

Asn His Ala Phe 
25 

Gin Val Cys Pro 
His 



Thr Ser Glu Glu 
15 

His Phe His Cys 
30 

Leu Asp Asn Arg 
45 



<210> 1543 
<211> 311 
<212> DNA 

<213> Homo sapiens 



<400> 1543 
gctagcgatg 
60 

gagtcaaacg 
120 

accaaagtcg 
180 

ccacggctcg 

240 

ccctgacgag 
300 

cnccncccnc 
311 



ctactttaag 
gacgaacaag 
gtgccgcgcc 
agccgagccg 
ttcagcaaac 
c 



gtatgcgaag 
cgttcgaggt 
ttatgtttct 
acctcgtttg 
gcaccgccgt 



ttggatgctg 
agctttaaat 
cgaatggctc 
ttttgaacct 
tttcgcctct 



acgttgcctc 
gcgggcgacg 
acgcgccgag 
cgagcaccca 
tcagatgggg 



ctatcggttg 
ccagaaagtt 
gctacttgct 
aagacttcag 
tgtggccccc 



<210> 1544 
<211> 96 
<212> PRT 

<213> Homo sapiens 



<400> 1544 
Met Arg Ser Trp 
1 

Asp Glu Gin Ala 

20 

Leu Pro Lys Ser 
35 

Arg Gly Tyr Leu 
50 

Glu Pro Arg Ala 
65 

Thr Ala Val Phe 



Met Leu Thr Leu 
5 

Phe Glu Val Ala 

Val Pro Arg Leu 

40 

Leu His Gly Ser 
55 

Pro Lys Asp Phe 
70 

Ala Ser Ser Asp 
85 



Pro Pro He Gly 
10 

Leu Asn Ala Gly 
25 

Met Phe Leu Glu 

Ser Arg Ala Asp 

60 

Ser Pro Asp Glu 
75 

Gly Val Trp Pro 
90 



Trp Ser Gin Thr 
15 

Asp Ala Arg Lys 
30 

Trp Leu Thr Arg 
45 

Leu Val Cys Phe 

Phe Ser Lys Arg 

80 

Pro Xaa Xaa Xaa 
95 



<210> 1545 
<211> 362 
<212> DNA 

<213> Homo sapiens 
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<400> 1545 

ccatggtgcg gccgcctggt aacgataggc aaatccttgc catgccacca attcttcctt 
60 

caacagtagt tggcgaaccc ttcgatggtc aagtcccgcg agcttgctca cctgacggat 
120 

cgtctctgtc tcaagcacct cgcctgtttc caggttcaag gcctggatag tgcgagtgtc 
180 

gtactggtcg atcacttcca ccgagtggtc tgggtagccc cttgccattc gctttatgat 
240 

ctcaaccata gatgcatttg gcatgttcca gagcttgtac tccttaacga tctctctggc 
300 

gtcgtagaaa accttcacgc tatcgtcagg atgggtcact gtggtgatgt accgtccaga 

360 

ac 

362 

<210> 1546 

<211> 92 

<212> PRT 

<213> Homo sapiens 

<400> 1546 

Met Val Lys Ser Cys Glu Leu Ala His Leu Thr Asp Arg Leu Cys Leu 

15 10 15 

Lys His Leu Ala Cys Phe Gin Val Gin Gly Leu Asp Ser Ala Ser Val 

20 25 30 

Val Leu Val Asp His Phe His Arg Val Val Trp Val Ala Pro Cys His 

35 40 45 

Ser Leu Tyr Asp Leu Asn His Arg Cys He Trp His Val Pro Glu Leu 

50 55 60 

Val Leu Leu Asn Asp Leu Ser Gly Val Val Glu Asn Leu His Ala He 
65 70 75 80 

Val Arg Met Gly His Cys Gly Asp Val Pro Ser Arg 

85 90 

<210> 1547 

<211> 429 

<212> DNA 

<213> Homo sapiens 

<400> 1547 

cgcgttgcca caccggaaga cccggccagc tcacgcctgg gtgaaagttt ctgggcgttc 
60 

ctgccgcgtt cggtgtggtt cagcgccgtg tcggcgtgga acctggagcg cgagcgcctg 
120 

cgcaaactcg gcctgccggc ctggcactgg aagaacgccg tgctcagtgc ctggatgtac 
180 

agcgtggtgt tgtggggggt gatgattgtc tggttgggcg cggcggtgat tccgttcctg 
240 

atcattcagg gtgtctacgg gttctcgttg ctggaagtgg tcaactacgt cgagcactac 
300 

gggcttaaac gccagaagtt gcccaacggt cgttatgaac ggtgttcgcc tcggcactcg 
360 
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tggaacagca accggattgt caccaatatc tttctgttcc aacttcagcg gcattccgac 
420 

caccatgcc 
429 

<210> 1548 
<211> 143 
<212> PRT 

<213> Homo sapiens 

<400> 1548 . ^ 

Arg val Ala Thr Pro Glu Asp Pro Ala Ser Ser Arg Leu Gly Glu Ser 

1 5 10 15 

Phe Trp Ala Phe Leu Pro Arg Ser Val Trp Phe Ser Ala Val Ser Ala 

20 25 30 

Trp Asn Leu Glu Arg Glu Arg Leu Arg Lys Leu Gly Leu Pro Ala Trp 

35 40 45 

His Trp Lys Asn Ala Val Leu Ser Ala Trp Met Tyr Ser Val Val Leu 

50 55 60 

Trp Gly Val Met lie Val Trp Leu Gly Ala Ala Val lie Pro Phe Leu 
65 4 70 75 80 

He lie Gin Gly Val Tyr Gly Phe Ser Leu Leu Glu Val Val Asn Tyr 

85 90 95 

Val Glu His Tyr Gly Leu Lys Arg Gin Lys Leu Pro Asn Gly Arg Tyr 

100 105 HO 

Glu Arg Cys Ser Pro Arg His Ser Trp Asn Ser Asn Arg lie Val Thr 

115 120 125 

Asn He Phe Leu Phe Gin Leu Gin Arg His Ser Asp His His Ala 
130 135 I 40 

<210> 1549 
<211> 443 
<212> DNA 

<213> Homo sapiens 

<400> 1549 _ . 

gtcgacaggc tccagggttc tgttttgtag tgcacccgct gtggtgcaac atgcgtctgg 

gcacaccagc gtcgcccgtt tcctgttgta gtctttcctc tctgactcca ggggtattgg 

gtctttctgc cagcgcccat gcaactttgg cagcctggcc tgtctgctgg taagtggggc 

agaatccctg cactccacca ttcttgggca acactccctc taggattttg gtctcccttt 

tctctctggt ctttgaccac cgctacccag caaactcctc catctagacc agccagcatt 
300 

ggtttcttcc actcccccag ctgccgcgtg ggaggcgcca ctgcaaactt ccctggggtc 

tcccagctgc tcagagatcc ccatgccctt ccctgatcag ctccctgccc ggttctcatc 
420 

ccgacgcggc tgcatggata ttc 
443 

<210> 1550 
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<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 1550 

Met Arg Thr Gly Gin Gly Ala Asp Gin Gly Arg Ala Trp Gly Ser Leu 

15 10 15 

Ser Ser Trp Glu Thr Pro Gly Lys Phe Ala Val Ala Pro Pro Thr Arg 

20 25 30 

Gin Leu Gly Glu Trp Lys Lys Pro Met Leu Ala Gly Leu Asp Gly Gly 

35 40 45 

Val Cys Trp Val Ala Val Val Lys Asp Gin Arg Glu Lys Gly Asp Gin 

50 55 60 

Asn Pro Arg Gly Ser Val Ala Gin Glu Trp Trp Ser Ala Gly lie Leu 
65 70 75 80 

Pro His Leu Pro Ala Asp Arg Pro Gly Cys Gin Ser Cys Met Gly Ala 

85 90 95 

Gly Arg Lys Thr Gin Tyr Pro Trp Ser Gin Arg Gly Lys Thr Thr Thr 

100 105 110 

Gly Asn Gly Arg Arg Trp Cys Ala Gin Thr His Val Ala Pro Gin Arg 

115 120 125 

Val His Tyr Lys Thr Glu Pro Trp Ser Leu Ser 
130 135 

<210> 1551 
<211> 306 
<212> DNA 

<213> Homo sapiens 
<400> 1551 

ccatggatac cccacctctg gcactcaaca tgacttggct gccacacacc aggaaacctc 
60 

agaggagcag ccagctggcc aagcacccct gcccctgccc tgcgggctcc acaaaagctg 
120 

gaggagcaaa cgcagctcac ctctttttct gtccactgct tcagggccta cccctgtgct 
180 

ttggagatgg aacaaaagtg agagagctcc ctgacacacc ctcccagggc gaggatggca 
240 

gctccttcct ccatttggtc ctaacacagc ctccccagga gaccaggggc atcccnnnnc 
300 

cccnnc 
306 

<210> 1552 
<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 1552 

Met Asp Thr Pro Pro Leu Ala Leu Asn Met Thr Trp Leu Pro His Thr 

15 10 15 

Arg Lys Pro Gin Arg Ser Ser Gin Leu Ala Lys His Pro Cys Pro Cys 

20 25 30 

Pro Ala Gly Ser Thr Lys Ala Gly Gly Ala Asn Ala Ala His Leu Phe 
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35 

Phe Cys Pro Leu 
50 

Lys Vai Arg Glu 
65 

Ser Phe Leu His 

He Pro Xaa Pro 

100 



40 

Leu Gin Gly Leu 
55 

Leu Pro Asp Thr 
70 

Leu Val Leu Thr 

85 

Xaa 



Pro Leu Cys Phe 

60 

Pro Ser Gin Gly 
75 

Gin Pro Pro Gin 
90 



45 

Gly Asp Gly Thr 

Glu Asp Gly Ser 

80 

Glu Thr Arg Gly 
95 



<210> 1553 

<211> 657 

<212> DNA 

<213> Homo sapiens 



<400> 1553 

atcctgcaga atgatggcgt 
60 

acgctactca tcctgggggg 
120 

aaggccaagg agatcatccc 
180 

tcagcgatcg gctgcaaggt 
240 

aaggatgtct gggtgtacga 
300 

attgcccgct ttggccatgg 

360 

cacacatccc tggcaggggt 
420 

aaacacgacc ctggggccaa 

480 

aacgccgcag cggtgagtgc 

540 

cgggacatgg tgtccaaggt 
600 

gccgagtgcc cccagccttg 
657 



ggtcaccagc ccctattccc 
ccagaccttc atgtgtgaca 
caaggccgac ctgcccagcc 
ctatgtgacg gggggcaggg 
caccgtacat gaggaatggt 
ctcagctgag ctggagaact 
cttcccggcc tcgccttctg 
caagtggatg atggcggccc 
caagctgaag ctctttgttt 
ccagtgctat gacccctcgg 
gcggtacaca gccgctgccg 



ggccacgcaa ggcgggccac 
agatctacca ggtggaccac 
cccggaagga gttcagcgcc 
gctccgagaa cggggtctcc 
ccaaggcggc gcccatgctg 
gcctctatgt ggtgggggga 
tctccctgaa acaagtggag 
ccttgcggga tggcgtcagc 
ctggaggaac cagcatccac 
agaacaggtg gacgatcaag 
tcctgggcag ccagatc 



<210> 1554 
<211> 219 
<212> PRT 

<213> Homo sapiens 



<400> 1554 
He Leu Gin Asn 
1 

Lys Ala Gly His 

20 

Asp Lys He Tyr 
35 

Ala Asp Leu Pro 
50 

Cys Lys Val Tyr 



Asp Gly Val Val 
5 

Thr Leu Leu He 

Gin Val Asp His 

40 

Ser Pro Arg Lys 
55 

Val Thr Gly Gly 



Thr Ser Pro Tyr 
10 

Leu Gly Gly Gin 
25 

Lys Ala Lys Glu 

Glu Phe Ser Ala 

60 

Arg Gly Ser Glu 



Ser Arg Pro Arg 
15 

Thr Phe Met Cys 
30 

lie He Pro Lys 
45 

Ser Ala He Gly 
Asn Gly val Ser 
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65 

Lys Asp Val Trp 

Ala Pro Met Leu 

100 

Asn Cys Leu Tyr 
115 

Pro Ala Ser Pro 
130 

Gly Ala Asn Lys 
145 

Asn Ala Ala Val 

Thr Ser lie His 

180 

Ser Glu Asn Arg 
195 

Tyr Thr Ala Ala 
210 



70 

Val Tyr Asp Thr 
85 

lie Ala Arg Phe 

Val Val Gly Gly 

120 

Ser Val Ser Leu 
135 

Trp Met Met Val 
150 

Val Ser Ala Lys 
165 

Arg Asp Met Val 

Trp Thr lie Lys 

200 

Ala Val Leu Gly 
215 



75 

Val His Glu Glu 
90 

Gly His Gly Ser 
105 

His Thr Ser Leu 

Lys Gin Val Glu 

140 

Ala Pro Leu Arg 
155 

Leu Lys Leu Phe 
170 

Ser Lys Val Gin 
185 

Ala Glu Cys Pro 
Ser Gin lie 



80 

Trp Ser Lys Ala 
95 

Ala Glu Leu Glu 
110 

Ala Gly Val Phe 
125 

Lys Tyr Asp Pro 

Asp Gly Val Ser 

160 

Val Phe Gly Gly 
175 

Cys Tyr Asp Pro 
190 

Gin Pro Trp Arg 
205 



<210> 1555 

<211> 328 

<212> DNA 

<213> Homo sapiens 



<400> 1555 
acgcgtggga 
60 

ggaggagcct 
120 

tgtaagggtg 
180 

gtgagccacc 

240 

tgtgtgtaga 
300 

gtagcatcct 
328 



gctcgggaga 
gccttgcggc 
atcgagtgtg 
ggtttgtgat 
gtggaggtga 
gtgttgggat 



gaggactctg 
gagcgtgtgt 
cctcgtgaag 
ttgaaactga 
gcgaatttgt 
tgggattn 



cttctggggt 
tgtggagagg 
tctggaagtc 
gtgagagtgc 
gtgcatgtga 



ttgaaggtga 
atgcaggaca 
agcgagtgtg 
tgtggagcgc 
gacggacgca 



gcgtgattct 
tgagtgatcc 
ggccgtggag 
gaaatatgtg 
atggcagagt 



<210> 1556 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 1556 

Met Leu His Ser Ala lie Ala Ser 

1 5 
His Leu His Ser Thr His Thr His 

20 

Leu Ser Phe Lys Ser Gin Thr Gly 

35 40 
Ala Asp Phe Gin Thr Ser Arg Gly 

50 55 
Thr His Val Leu His Pro Leu His 



Val Ser His Ala His Lys Phe Ala 

10 15 
He Ser Arg Ser Thr Ala Leu Ser 
25 30 
Gly Ser Pro Pro Arg Pro Thr Leu 

45 

Thr Leu Asp His Pro Tyr Arg He 

60 

Asn Thr Arg Ser Pro Gin Gly Arg 



1269 



BNSOOCIO: <WO 00S6473A2J_» 



WO 00/58473 



PCT/US00/08621 



70 75 80 

Leu Leu Gin Asn His Ala His Leu Gin Thr Pro Glu Ala Glu Ser Ser 



65 

u Leu Gin Asn His Ala His Leu Gin 

85 90 95 

Leu Pro Ser Ser His Ala 



100 



<210> 1557 
<211> 390 
<212> DNA 

<213> Homo sapiens 



<400> 1557 

gtgcacagac ttttcgagcg ggccattaag 
60 

tcgcattttt cggatcaggt caaattctgt 
120 

cagtcgattc tttgcagtgt ctggacggca 
180 

gaccatgccg caccatgtgg atcgtctacc 
240 

ccctgatcgc gctgttcgtg tgccagtacc 
300 

gaagctcgat gggcagcagg cgcatgagga 
360 

cggagcgcgg cccgttcaaa tgcgacgcgt 
390 



tggtttacgt ctgggatcgg ctccgctttc 
gctcggcatt gacaggaaat tgacgtgtat 
ggctgaatag gctgaaagca ggacaactac 
gttttggcct tgccgccatt gccttgatcg 
ggctatcggc caggctggcg cgccggaagc 
acccggcgcc attgaatcgt gaggcgctgg 



<210> 1558 
<211> 114 
<212> PRT 

<213> Homo sapiens 



<400> 1558 
Met Ala Pro Gly 
1 

Gly Ala Pro Ala 

20 

Ser Gly Arg Ser 
35 

Thr Trp Cys Gly 
50 

Cys Arg Pro Asp 
65 

Ser Met Pro Ser 

Gly Ala Asp Pro 

100 

Val His 



Ser Ser 
5 

Trp Pro 

Arg Gin 

Met Val 

Thr Ala 
70 

Thr Glu 
85 

Arg Arg 



Cys Ala 

lie Ala 

Trp Arg 
40 

Val Val 
55 

Lys Asn 
Phe Asp 
Lys Pro 



Cys Cys Pro Ser 
10 

Gly Thr Gly Thr 
25 

Gin Gly Gin Asn 

Val Leu Leu Ser 

60 

Arg Leu He His 
75 

Leu He Arg Lys 
90 

Leu Asn Gly Pro 
105 



Ser Phe Ala Ser 
15 

Arg Thr Ala Gin 
30 

Gly Arg Arg Ser 
45 

Ala Tyr Ser Ala 

Val Asn Phe Leu 

80 

Met Arg Glu Ser 
95 

Leu Glu Lys Ser 
110 



<210> 1559 
<211> 556 
<212> DNA 

<213> Homo sapiens 
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<400> 1559 
accggtggcg 
60 

ggtgagtcga 
120 

gagcgcaccc 
180 

gccggaatct 
240 

gagcccgacc 
300 

gagtcccagg 
360 

atctgcgccc 
420 

cttcacattg 
480 

gacggaccgg 
540 

aacgacgcta 
556 



acggtatcgg 
agcgacccag 
ttgacctctt 
cctgtgccac 
gcgttccgct 
agcggatggc 
attggggtgt 
attggcaggg 
ttctcgacat 
acgcgt 



tggcgcgtcg 
cgtccaggtg 
caacgccggg 
ctccgagctg 
gcgcgacccg 
cgcggtggtg 
cgctgccact 
cgagcggatt 
gccggccgcc 



atccttgcct 
ggcgacccgt 
gtagttgagg 
gccagtgctg 
aacctcgccc 
cgccccgatc 
gtcattggcg 
gccgacgtcg 
cgtccgtggt 



cggaatcctt 
tcatggagaa 
ccttgcagga 
gcgacggtgg 
ctgaagagat 
agcttgaccg 
aggtcaccga 
atccgcggac 
ggattgatga 



cgctgcagag 
gctgctcatc 
tttcggtgcc 
catgcacgtc 
cctcatgagc 
cttcatggag 
caccggtcga 
ggttgctcac 
gctcaacgag 



<210> 1560 

<211> 185 

<212> PRT 

<213> Homo sapiens 



<400> 1560 
Thr Gly Gly Asp 
1 

Phe Ala Ala Glu 

20 

Pro Phe Met Glu 
35 

Ala Gly val Val 
50 

Cys Ala Thr Ser 
65 

Glu Leu Asp Arg 

He Leu Met Ser 

100 

Asp Gin Leu Asp 
115 

Ala Thr Val He 
130 

Trp Gin Gly Glu 
145 

Asp Gly Pro Val 

Glu Leu Asn Glu 

180 



Gly He Gly Gly 
5 

Gly Glu Ser Lys 

Lys Leu Leu He 

40 

Glu Ala Leu Gin 
55 

Glu Leu Ala Ser 
70 

Val Pro Leu Arg 
85 

Glu Ser Gin Glu 

Arg Phe Met Glu 

120 

Gly Glu Val Thr 
135 

Arg He Val Asp 
150 

Leu Asp Met Pro 
165 

Asn Asp Ala Asn 



Ala Ser lie Leu 
10 

Arg Pro Ser Val 
25 

Glu Cys Thr Leu 

Asp Phe Gly Ala 

60 

Ala Gly Asp Gly 
75 

Asp Pro Asn Leu 
90 

Arg Met Ala Ala 
105 

He Cys Ala His 

Asp Thr Gly Arg 

140 

Val Asp Pro Arg 
155 

Ala Ala Arg Pro 
170 

Ala 
185 



Ala Ser Glu Ser 
15 

Gin Val Gly Asp 
30 

Asp Leu Phe Asn 
45 

Ala Gly He Ser 

Gly Met His Val 

80 

Ala Pro Glu Glu 
95 

Val Val Arg Pro 
110 

Trp Gly Val Ala 
125 

Leu His He Asp 

Thr Val Ala His 

160 

Trp Trp He Asp 
175 
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<210> 1561 

<211> 466 

<212> DNA 

<213> Homo sapiens 



<400> 1561 
acgcgtgaaa 
60 

ccaagatgaa 
120 

ggacacttaa 
180 

tgcggaatgg 
240 

aggtgatatt 
300 

cgttgcttta 
360 

ggtaaagttc 
420 

tcctcctgtg 
466 



ggtttgagag 
gacagcattc 
aactctcact 
agacccattt 
cgaaagcttc 
aattcccaat 
catgttgttg 
gctttaggtc 



aagagagatg 
agaattgatg 
tgaaattggg 
tgtcattgat 
tttgatgctc 
gtgttgtttc 
aactctgact 
tgacattgta 



ccgctattga 
tgatttcctt 
cacaggtttg 
tcatctgacc 
tttatgtata 
gttactacta 
gttctctttg 
tttgaccttt 



atctgctgga 
gaatgtggct 
atgtagagat 
gataaggcca 
tgttggaagg 
atttaatacc 
gaattgaacg 
actagt 



gttttacatc 
taggaaatgt 
aaggacgggg 
tagtgcagtt 
aactaccagg 
gtaagctcta 
ttttgcatcc 



<210> 1562 
<211> 130 
<212> PRT 

<213> Homo sapiens 



<400> 1562 
Met Ser Asp Leu 
1 

Lys Arg Thr Val 

20 

Gly He Lys Leu 
35 

Arg Leu Val Val 
50 

Phe Glu Tyr His 
65 

Met Thr Lys Trp 

Asn Leu Cys Pro 

100 

Ser His He Gin 
115 

Gly Met 
130 



Lys Pro Gin Glu 
5 

Arg Val Gin Gin 

Val Val Thr Lys 

40 

Pro Ser Asn He 
55 

Leu Thr Ala Leu 
70 

Val Ser He Pro 
85 

He Ser Ser Glu 

Gly Asn His He 

120 



Glu Asp Ala Lys 
10 

His Gly Thr Leu 
25 

Gin His He Gly 

Tyr He Lys Ser 

60 

Trp Pro Tyr Arg 
75 

His Pro Val Leu 
90 

Ser Phe Lys Cys 
105 

Asn Ser Glu Cys 



Arg 


Ser 


He 


Pro 






15 




Pro 


Arg 


Ala 


Tyr 




30 






Asn 


Leu 


Lys 


Gin 


45 








He 


Lys 


Glu 


Ala 


Ser 


Asp 


Glu 


Ser 








80 


He 


Ser 


Thr 


Ser 






95 




Pro 


His 


Phe 


Leu 




110 






Cys 


Leu 


His 


Leu 



125 



<210> 1563 

<211> 434 

<212> DNA 

<213> Homo sapiens 



<400> 1563 
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ctggggggtg cgctcggcct gctgtcggtg tacttgccgc gttggctgca tgaaacaccg 
60 

atcttcgctg agacgcagca gcgcaaaacc ctggctgccg agttgccatt gcgcgcggta 
120 

ctgcgtgacc accgtggcgc catcgtgctg tcgatgctgt tgacgtggtt gctgtcggcg 
180 

ggtgtggttg tggtcatcct gatgaccccg accgtgctgc aaaccgtcta ccactccagc 
240 

ccgacggttg cgctgcaagc caacagcctg gcgatcgtta cgctgagcct gggctgcatt 
300 

gcgtccggcg cgctggctga ccgttttggt gccggtcgcg ttttggtcac cggttggcgt 
360 

tgctgctggc cacttcctgg acgctgtatc acagcctgat ggcccagacg gaatggttga 
420 

ataagtgtac gcgt 

434 

<210> 1564 
<211> 132 
<212> PRT 

<213> Homo sapiens 
<400> 1564 



Leu 


Gly 


Gly 


Val 


Phe 


Gly Leu 


Leu 


Ser 


Val 


Tyr 


Leu 


Pro 


Arg 


Trp 


Leu 


1 








5 










10 










15 




His 


Glu 


Thr 


Pro 


He 


Phe 


Ala 


Glu 


Met 


Gin 


Gin 


Arg 


Lys 


Thr 


Leu 


Ala 








20 










25 










30 






Ala 


Glu 


Leu 


Pro 


Leu 


Arg 


Ala 


Val 


Leu 


Arg 


Asp 


His 


Arg 


Gly 


Ala 


He 






35 










40 










45 








Val 


Leu 


Ser 


Met 


Leu 


Leu 


Thr 


Trp 


Leu 


Leu 


Ser 


Ala 


Gly 


Val 


Val 


Val 




50 










55 










60 










Val 


He 


Leu 


Met 


Thr 


Pro 


Thr 


Val 


Leu 


Gin 


Thr 


val 


Tyr 


His 


Phe 


Ser 


65 










70 










75 










80 


Pro 


Thr 


Val 


Ala 


Leu 


Gin 


Ala 


Asn 


Ser 


Leu 


Ala 


lie 


Val 


Thr 


Leu 


Ser 










85 










90 










95 




Leu 


Gly 


Cys 


He 


Ala 


Ser 


Gly 


Ala 


Leu 


Ala 


Asp 


Arg 


Phe 


Gly 


Ala 


Gly 








100 










105 










110 






Arg 


Val 


Leu 


Val 


Thr Gly Trp 


Arg 


Cys 


Cys 


Trp 


Pro 


Leu 


Pro 


Gly 


Arg 






115 










120 










125 








Cys 


He 


Thr 


Ala 



























130 



<210> 1565 
<211> 373 
<212> DNA 

<213> Homo sapiens 
<400> 1565 

ccatggtcgt agcccttggt tcaacaagag ccgtctactg acgctaaccc accatgagcc 
60 

agagggtgag cggttctggc acctactgga ccatgaaagc aataaagagg acaagggagc 
120 

ctgcattcgg ccatttcttc ccaagaatca ccataaaggt tgtcaaaatc aaggaccctg 
180 
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atccggtgat 
240 

gggtggtgct 

300 

acgggggcgt 
360 

acaacacggg 
373 



tctcgaagtc 
cttgatgctc 
cccttatctg 

tac 



atcgatgagc 
gacaacctct 
cggtcgaaga 



agaacaagtt 
accgtcccag 
gtgtcactgt 



tacccccgag 
tacccaccgt 
tgacctcgta 



ggagaaaagc 
gcattggcga 
gacagccggg 



<210> 1566 
<211> 106 
<212> PRT 

<213> Homo sapiens 



<400> 1566 
Met Ser Gin Arg 
1 

He Lys Arg Thr 

20 

Thr He Lys Val 
35 

Val He Asp Glu 
50 

Val Leu Leu Met 
65 

Leu Ala Asn Gly 

Asp Leu Val Asp 

100 



Val Ser Gly Ser 
5 

Arg Glu Pro Ala 

Val Lys He Lys 

40 

Gin Asn Lys Phe 
55 

Leu Asp Asn Leu 
70 

Gly Val Pro Tyr 
85 

Ser Arg Asp Asn 



Gly Thr Tyr Trp 
10 

Phe Gly His Phe 
25 

Asp Pro Asp Pro 

Thr Pro Glu Gly 

60 

Tyr Arg Pro Ser 
75 

Leu Arg Ser Lys 
90 

Thr Gly 
105 



Thr Met Lys Ala 
15 

Phe Pro Arg He 

30 

Val He Leu Glu 
45 

Glu Lys Arg Val 

Thr His Arg Ala 

80 

Ser Val Thr Val 
95 



<210> 1567 
<211> 917 
<212> DNA 

<213> Homo sapiens 



<400> 1567 

agctttttcg accgctgaag gagtgggata 
60 

aagccgctgc actcctgggg gacccagttt 
120 

ggttgggaag ggagcggaga ggcccaaaca 
180 

ctggagacag cttcggctgc ggggcccctg 
240 

cttgacaacc tggggtccct gcagaagtgg 
300 

tctgggtagg gtgggaggca gtgctgtgag 
360 

tgggactcaa agacatgagg tagagctggc 

420 

tgaggcttcg tgttctagaa ggtggtgggt 

480 

gagcatgtgt caccagggct caggaaacag 
540 



cccgctcccc agacactccc tttctagggg 
gatgcctcca ggaggataag tctgaagccg 
gagcagcagg cagcgccctc tgctggcacc 
ccttctagtc ctccccagct ttcaggacac 
cccggctgtc ccccaagtct cctgaagcta 
ccacaaatgc aaagcagagg ggacagatgt 
cccatgggta ggtgccacca ccagagccca 
tagtgccgca ctgagggcgt gtccgggagg 
catgagtcat gacgcggggg tgtttaaggc 
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attcgtgcca cagcggggac ctcggagcta tgcctxgata aggcaagtga ggttacatgt 
600 

acgatgatgc ggcctgtgct gcagactgga aaaaagcagg ggctttgtcc tctcctgacc 
660 

ccctcacact ctgccttcac ggtaggctcc tgagaggggg gtctccaagg agggtgtcag 
720 

caccgcagct tcagccggcg tggatggggt gcttacagga gcagcagggc tgagggagat 

780 

gacagcagta cgaatcgcgg ctctcctgag gcctgggttt cctcatatgt aaaatggggg 
840 

ttgcattaga ccataccctt ggcctgtgtt taggcaaata gggatgaaag tggggccaag 
900 

ggccgaagag ctgggtc 
917 

<210> 1568 
<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 1568 

Met Gly Pro Ala Leu Pro His Val Phe Glu Ser Gin His Leu Ser Pro 

15 10 15 

Leu Leu Cys lie Cys Gly Ser Gin His Cys Leu Pro Pro Tyr Pro Asp 

20 25 30 

Ser Phe Arg Arg Leu Gly Gly Gin Pro Gly His Phe Cys Arg Asp Pro 

35 40 45 

Arg Leu Ser Arg Cys Pro Glu Ser Trp Gly Gly Leu Glu Gly Arg Gly 

50 55 60 

Pro Ala Ala Glu Ala Val Ser Arg Val Pro Ala Glu Gly Ala Ala Cys 
65 70 75 80 

Cys Ser Val Trp Ala Ser Pro Leu Pro Ser Gin Pro Gly Phe Arg Leu 

85 90 95 

lie Leu Leu Glu Ala Ser Asn Trp Val Pro Gin Glu Cys Ser Gly Phe 

100 105 110 

Pro 



<210> 1569 
<211> 379 
<212> DNA 

<213> Homo sapiens 
<400> 1569 

ggagggcctg tgatcctacc gcaggcaggc accccccaca acctcacacg ccgggccttc 
60 

aatgcgaagc ctgctgccac catcatctgg ttccgggacg ggacgcagca ggagggcgct 
120 

gtggccagca cggaattgct gaaggatggg aagagggaga ccaccgtgag ccaactgcct 
180 

attaacccca cggacctgga catagggcgt gtcttcactt gccgaagcat gaacgaagcc 
240 

atccctagtg gcaaggagac tcccaccgag ctggatgtgc accacccc.cc tacagtgacc 
300 
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ctgtccatcg agccacagac ggtgcaggag ggtgagcgtg etgtctttac ctgccaggcc 
360 

acagccaacc cggagatct 
379 

<210> 1570 
<211> 126 
<212> PRT 

<213> Homo sapiens 

iTyGlyllo Val lie Leu Leu Gin Ala Gly Thr Pro His Asn Leu Thr 

Cys Arg Ala Phe Asn Ala Lys Pro Ala Ala Thr lie He Trp Phe Arg 

20 25 30 

Asp Gly Thr Gin Gin Glu Gly Ala Val Ala Ser Thr Glu Leu Leu Lys 

35 40 4 5 

Asp Gly Lys Arg Glu Thr Thr Val Ser Gin Leu Leu lie Asn Pro Thr 

50 55 60 

Asp Leu Asp He Gly Arg Val Phe Thr Cys Arg Ser Met Asn Glu Ala 

70 ^5 

lie Pro Ser Gly Lys Glu Thr Ser lie Glu Leu Asp Val His His Pro 

85 90 95 , 

Pro Thr Val Thr Leu Ser He Glu Pro Gin Thr Val Gin Glu Gly Glu 

100 105 11° 

Arg Val Val Phe Thr Cys Gin Ala Thr Ala Asn Pro Glu He 
115 120 125 

<210> 1571 

<211> 357 

<212> DNA 

<213> Homo sapiens 

tgcgcaccct tccgctcccg atgggtcccc tggncgttga tcatgcccca gatgttcatc 



atcggcatct tcctettect gccaagcggc caagccgtgc tccagtcttt ccagatggaa 

gatgcgttcg gcatgtcgac cgaatgggtc ggattggaca acttccgcaa cccgctggat 

gaccccacct acctgaattc cttccagcgc accgccgtgt tctcggtgct ggtggcaggg 

gtcgggatcg ccgtgtcact gggtctggcg atctttgccg accccatcac tccgtcgcca 

Sgtgtacaag acacaccgct gatcgtgccc tacgccgtgg cacccatgat cgccggc 
357 



<210> 1572 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 1572 



Cys Ala Leu Phe Arg Ser Arg Trp Val Pro Trp Xaa Leu He Met Pro 
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1 5 10 15 

Gin Met Phe He He Gly He Phe Phe Phe Leu Pro Ser Gly Gin Ala 

20 25 30 

Val Leu Gin Ser Phe Gin Mec Glu Asp Ala Phe Gly Met Ser Thr Glu 

35 40 45 

Trp Val Gly Leu Asp Asn Phe Arg Asn Leu Leu Asp Asp Pro Thr Tyr 

50 55 60 

Leu Asn Ser Phe Gin Arg Thr Ala Val Phe Ser Val Leu Val Ala Gly 
65 70 75 80 

Val Gly He Ala Val Ser Leu Gly Leu Ala He Phe Ala Asp Pro He 

85 90 95 

Thr Pro Ser Pro Cys Val Gin Asp Thr Leu Leu He Val Pro Tyr Ala 

100 105 HO 

Val Ala Pro Met He Ala Gly 
115 

<210> 1573 
<211> 337 
<212> DNA 

<213> Homo sapiens 
<400> 1573 

gaattcccat tgtcatctga ttccatgtct ggaaagaggg aagagagaca tcatgcagaa 
60 

tattgtacag attttggaat cggtacagtt gaaatgggaa ctttttcaga gctggacaga 
120 

cttttcaagg ctccatcttt ctaataaact ggccattttt ggaattggtt ataacacccg 
180 

ttggaaagag gatatccgtt accattatgc tgagatcagc tcccaggtgc cccttggcaa 
240 

gcgacttcgg gagtacttca actctgagaa gcctgaagga cggatcatta tgacccgagt 
300 

gcagaaaatg aactggaaaa atgtttacta caaattt 
337 

<210> 1574 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 1574 

Met Gin Asn He Val Gin He Leu Glu Ser Val Gin Leu Lys Trp Glu 

15 10 15 

Leu Phe Gin Ser Trp Thr Asp Phe Ser Arg Leu His Leu Ser Asn Lys 

20 25 30 

Leu Ala He Phe Gly He Gly Tyr Asn Thr Arg Trp Lys Glu Asp He 

35 40 45 

Arg Tyr His Tyr Ala Glu He Ser Ser Gin Val Pro Leu Gly Lys Arg 

50 55 60 

Leu Arg Glu Tyr Phe Asn Ser Glu Lys Pro Glu Gly Arg He He Met 
65 70 75 80 

Thr Arg Val Gin Lys Met Asn Trp Lys Asn Val Tyr Tyr Lys Phe 

8 5 90 95 
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<210> 1575 

<211> -171 
<212> DNA 
<213> Homo sapiens 



nnacgcgtca gagagatctg tgtgtcggga ggggtgcccc tcatcactga tgaccgcgta 
catctcgttg ccgaaattgg ggccgatggt gtccatgttg ggcagtctga catgccggtc 
gaccaggccc gtgcgattct gggcgacgat ctactcatcg gcttgtccgc tcagactccc 
gcccatgcgg aggccgccct gtcccagggg cgtgacatcg tcgactatct gggagttggg 
g^cctgcatg gtactggaac caaacctgag gctggggagc tcggcctggc tgagactcgt 
gatgtcgtca acgccagccc gtggccggtg tgcgtcatcg gcggggtgag cgcatccgat 
gctcaagacg tagcccgggt gggatgtgac ggcctgagcg tcgtctcggc gatttgccgg 
agtaccgacc ccaagtccag tgcacgggaa cttgcggagg cgtggcgtac g 



<210> 1576 

<211> 1S7 

<212> PRT 

<213> Homo sapiens 



rU vIl Arg Glu He Cys Val Ser Gly «ly Val Pro Leu lie lie 
Asp Asp Arg Val «L Leu Val Ala Glu Ue Gly Ala Asp Gly Val His 
val Gly Gin Ser Asp Met Pro Val Asp Gin Ala Arg Ala lie Leu Gly 

35 40 

Asp Asp Leu Leu lie Gly Leu Ser Ala Gin Thr Pro Ala His Val Glu 
Ala Ala Leu Ser Gin Gly Arg Asp lie Val Asp Tyr Leu Gly Val Gly 
Leu His Gly Thr Gly Thr Lys Pro Glu Ha Gly Glu Leu Gly Leu 

85 ^ 
Ala Glu lie Arg Asp Val Val Asn Ala Ser Pro Trp Pro Val Cys Val 

100 105 
lie Gly Gly Val Ser Ala Ser Asp Ala Gin Asp Val Ala Arg Val Gly 

120 125 



Cys Asp Gly Leu Ser Val Val Ser Ala lie Cys Arg Ser Thr Asp Pro 

130 135 
Lys Ser Ser Ala Arg Glu Leu Ala Glu Ala Trp Arg Thr 
145 150 155 



<210> 1577 
<211> 287 
<212> DNA 

<213> Homo sapiens 
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<400> 1577 

ctcgtcctcc agcgtccgat cagtgcgctc aggatgctga tcggcggccc cttgcgcatc 
60 

ccccaccctg cgggcttgcg cacggttgcg ctcgaacccg gcgtcgcgca cgcgcgcacc 
120 

ttgcgcgttg ccggggcagg cttccccgct cgcggccagc gcgccgccgg cgatctggtg 
180 

atcgagctgg agccgatgct gccgcaggcg cccgacaagc aactgcacgc gctgatcgag 
240 

cagctcgacg tggcgctcgg gaagagcgcg acacgccatt ttccgga 
287 

<210> 1578 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 1578 

Leu Val Leu Gin Arg Pro He Ser Ala Leu Arg Met Leu He Gly Gly 

15 10 15 

Pro Leu Arg He Pro His Pro Ala Gly Leu Arg Thr Val Ala Leu Glu 

20 25 30 

Pro Gly Val Ala His Ala Arg Thr Leu Arg Val Ala Gly Ala Gly Phe 

35 40 45 

Pro Ala Arg Gly Gin Arg Ala Ala Gly Asp Leu Val He Glu Leu Glu 

50 55 60 

Pro Met Leu Pro Gin Ala Pro Asp Lys Gin Leu His Ala Leu He Glu 
65 70 75 80 

Gin Leu Asp Val Ala Leu Gly Lys Ser Ala Thr Arg His Phe Pro 

85 90 95 

<210> 1579 
<211> 2829 
<212> DNA 

<213> Homo sapiens 
<400> 1579 

nggggcgggg agcggacttc ctcctctgag ggccgtgccg cgctgccaga tttgttcttc 

60 

cgcccctgcc tccgcggctc ggaggcgagc ggaaggtgcc ccggggccga ggcccgtgac 
120 

ggggcgggcg ggagccccgg cagtccgggg tcgccggcga gggccatgtc gctgttgggg 
180 

gacccgctac aggccctgcc gccctcggcc gcccccacgg ggccgctgct cgcccctccg 
240 

gccggcgcga ccctcaaccg cctgcgggag ccgctgctgc ggaggctcag cgagctcctg 
300 

gatcaggcgc ccgagggccg gggctggagg agactggcgg agctggcggg gagtcgcggg 
360 

cgcctccgcc tcagttgcct agacctggag cagtgttctc ttaaggtact ggagcctgaa 

420 

ggaagcccca gcctgtgtct gctgaagtta atgggtgaaa aaggttgcac agtcacagaa 
480 
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ctgagtgatt tcctgcaggc tatggaacac accgaagccc ctcagctcct cagcccccca 

ggaataaaga ttactgtaaa cccagagtca aaggcagtct cggctggaca gtttgtgaaa 

"gtgttgcc gggcaactgg acatcctttt gttcaatatc agtggttcaa aacgaataaa 

glgaccccaa atggaaacac atcagagctt atttttaatg cagtgcatgt aaaagatgca 

ggcttttatg tctgtcgagt taataacaat ttcacctttg aattcagcca gtggtcacag 

ctggatgttt gcgacatccc agagagcttc cagagaagtg ttgatggcgt ctctgaatcc 

!lgttgcaaa tctgtgttga accaacttcc caaaagctga tgccaggcag cacattggtt 

ttacagtgtg ttgctgttgg aagccctatt cctcactacc agtggttcaa aaatgaatta 

ccattaacac atgagaccaa aaagctatac atggtgcctt atgcggattt ggaacaccaa 
1020 

ggaacctact ggtgtcatgt atataatgat cgagacagtc aagatagcaa gaaggtagaa 

atcatcatag gaagaacaga tgaggcagtg gagtgcactg aagatgaatt aaataatctt 

ggtcatcctg ataataaaga gcaaacaact gaccagcctt tggcgaagga caaggttgcc 

cttttgatag gaaatatgaa ttaccgggag caccccaagc tcaaagctcc tttggtggat 

gtgtacgaat tgactaactt actgagacag ctggacttca aagtggtttc actgttggat 

cttactgaat atgagatgcg taatgctgtg gatgagtttt tactcctttt agacaaggga 

gtatatgggt tattatatta tgcaggacat ggttatgaaa attttgggaa cagcttcatg 

gtccccgttg atgctccaaa tccatatagg tctgaaaatt gtctgtgtgt acaaaatata 

ctgaaattga tgcaagaaaa agaaactgga cttaatgtgt tcttattgga tatgtgtagg 

aalagaaatg actacgatga taccattcca atcttggatg cactaaaagt caccgccaat 

attgtgtttg gatatgccac gtgtcaagga gcagaagctt ttgaaatcca gcattctgga 

itggcaaatg gaatctttat gaaattttta aaagacagat tattagaaga taagaaaatc 

actgtgttac tggatgaagt tgcagaagat atgggtaagt gtcaccttac caaaggcaaa 

caggctctag agattcgaag tagtttatct gagaagagag cacttactga tccaatacag 

ggaacagaat attctgctga atctcttgtg cggaatctac agtgggccaa ggctcatgaa 

cttccagaaa gtatgtgtct taagtttgac tgtggtgttc agattcaatt aggatttgca 

gctgagtttt ccaatgtcat gatcatctat acaagtatag tttacaaacc accggagata 

ataatgtgtg atgcctacgt tactgatttt ccacttgatc tagatattga tccaaaagat 
2100 
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gcaaataaag 
2160 

cattgcctct 
2220 

gtatgtttat 
2280 

aatgttggga 
2340 

tgctttcaaa 
2400 

ggagcagggc 
2460 

ggtaatccaa 
2520 

tttatttcaa 
2580 

gagacaactg 
2640 

cctccttgtt 

2700 

ataaagtgag 
2760 

gtttcatagc 
2820 

cctctttct 
2829 



gcacacctga 
ataccagact 
catatcagta 
aacctctcat 
cttgtcctat 
attatcactc 
gtaatgttac 
gtttcgctca 
atgaaatacc 
tttgaaagtt 
acattgtgaa 
aaacttcagg 



agaaactggc 
cagttcactg 
ctcaggattg 
tgctaaatta 
gtctaatggt 
attgcaagac 
accagcagat 
ccatgcttca 
atttagtttc 
agcataattt 
aaggcaaatt 
actttgagat 



agctacttgg 
caaaaattaa 
gaagatactg 
gacatgcatc 
ccttaccaga 
ccattccatg 
agctgtcatt 
tgtcatttta 
tctgacaggc 
tagatgcctg 
tgtatatgta 
gttgaaatta 



tatcaaagga 
aggaacatct 
tagaggacaa 
gaggtttggg 
gttctgcagc 
gtgtttacca 
gcagccggac 
gtagaagtaa 
tcagaatttc 
tgaaatagta 
gagaaagaat 
cattatttaa 



tcttcccaag 
agtcttcaca 
gcaggaagtg 
aaggaagact 
cacctcagga 
ttcacatcct 
tccagatgca 
tgtgccagta 
tgaaaaatga 
ctgcacttac 
agtagtaact 
ttacagactt 



<210> 1580 

<211> 824 

<212> PRT 

<213> Homo sapiens 



<400> 1580 
Met Ser Leu Leu 
1 

Pro Thr Gly Pro 

20 

Leu Arg Glu Pro 
35 

Pro Glu Gly Arg 
50 

Gly Arg Leu Arg 
65 

Val Leu Glu Pro 

Gly Glu Lys Gly 

100 

Met Glu His Thr 
115 

He Thr Val Asn 
130 

Lys Leu Cys Cys 
145 

Phe Lys Met Asn 



Gly Asp Pro Leu 
5 

Leu Leu Ala Pro 

Leu Leu Arg Arg 

40 

Gly Trp Arg Arg 
55 

Leu Ser Cys Leu 

70 

Glu Gly Ser Pro 
85 

Cys Thr Val Thr 

Glu Val Leu Gin 

120 

Pro Glu Ser Lys 
135 

Arg Ala Thr Gly 
150 

Lys Glu He Pro 



Gin Ala Leu Pro 
10 

Pro Ala Gly Ala 
25 

Leu Ser Glu Leu 

Leu Ala Glu Leu 

60 

Asp Leu Glu Gin 
75 

Ser Leu Cys Leu 
90 

Glu Leu Ser Asp 
105 

Leu Leu Ser Pro 

Ala Val Leu Ala 

140 

His Pro Phe Val 
155 

Asn Gly Asn Thr 



Pro Ser Ala Ala 
15 

Thr Leu Asn Arg 
30 

Leu Asp Gin Ala 
45 

Ala Gly Ser Arg 

Cys Ser Leu Lys 

80 

Leu Lys Leu Met 
95 

Phe Leu Gin Ala 
110 

Pro Gly He Lys 
125 

Gly Gin Phe Val 

Gin Tyr Gin Trp 

160 

Ser Glu Leu He 
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165 170 l" 75 

Phe Asn Ala Val His Val Lys Asp Ala Gly Phe Tyr Val Cys Arg Val 

180 185 190 

Asn Asn Asn Phe Thr Phe Glu Phe Ser Gin Trp Ser Gin Leu Asp Val 

195 200 205 

Cys Asp He Pro Glu Ser Phe Gin Arg Ser Val Asp Gly Val Ser Glu 

210 215 220 

Ser Lys Leu Gin He Cys Val Glu Pro Thr Ser Gin Lys Leu Met Pro 
225 230 235 240 

Gly Ser Thr Leu Val Leu Gin Cys Val Ala Val Gly Ser Pro lie Pro 

245 250 255 

His Tyr Gin Trp Phe Lys Asn Glu Leu Pro Leu Thr His Glu Thr Lys 

260 265 270 

Lys Leu Tyr Met Val Pro Tyr Ala Asp Leu Glu His Gin Gly Thr Tyr 

275 280 285 

Trp Cys His Val Tyr Asn Asp Arg Asp Ser Gin Asp Ser Lys Lys Val 

290 295 300 

Glu He lie He Gly Arg Thr Asp Glu Ala Val Glu Cys Thr Glu Asp 
305 310 315 320 

Glu Leu Asn Asn Leu Gly His Pro Asp Asn Lys Glu Gin Thr Thr Asp 

325 330 335 

Gin Pro Leu Ala Lys Asp Lys Val Ala Leu Leu He Gly Asn Met Asn 

340 345 350 

Tyr Arg Glu His Pro Lys Leu Lys Ala Pro Leu Val Asp Val Tyr Glu 

355 360 365 

Leu Thr Asn Leu Leu Arg Gin Leu Asp Phe Lys Val Val Ser Leu Leu 

370 375 380 

Asp Leu Thr Glu Tyr Glu Met Arg Asn Ala Val Asp Glu Phe Leu Leu 
385 390 395 400 

Leu Leu Asp Lys Gly Val Tyr Gly Leu Leu Tyr Tyr Ala Gly His Gly 

405 410 415 

Tyr Glu Asn Phe Gly Asn Ser Phe Met Val Pro Val Asp Ala Pro Asn 

420 425 430 

Pro Tyr Arg Ser Glu Asn Cys Leu Cys Val Gin Asn He Leu Lys Leu 

435 440 445 

Met Gin Glu Lys Glu Thr Gly Leu Asn Val Phe Leu Leu Asp Met Cys 

450 455 460 

Arg Lys Arg Asn Asp Tyr Asp Asp Thr He Pro He Leu Asp Ala Leu 
465 470 475 480 

Lys Val Thr Ala Asn He Val Phe Gly Tyr Ala Thr Cys Gin Gly Ala 

485 490 495 

Glu Ala Phe Glu He Gin His Ser Gly Leu Ala Asn Gly He Phe Met 

500 505 510 

Lys Phe Leu Lys Asp Arg Leu Leu Glu Asp Lys Lys He Thr Val Leu 

515 520 525 

Leu Asp Glu Val Ala Glu Asp Met Gly Lys Cys His Leu Thr Lys Gly 

530 535 540 

Lys Gin Ala Leu Glu He Arg Ser Ser Leu Ser Glu Lys Arg Ala Leu 
545 550 555 560 

Thr Asp Pro He Gin Gly Thr Glu Tyr Ser Ala Glu Ser Leu Val Arg 

565 570 575 

Asn Leu Gin Trp Ala Lys Ala His Glu Leu Pro Glu Ser Met Cys Leu 

580 585 590 

Lys Phe Asp Cys Gly Val Gin He Gin Leu Gly Phe Ala Ala Glu Phe 
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595 600 605 

Ser Asn Val Met lie lie Tyr Thr Ser He Val Tyr Lys Pro Pro Glu 

610 615 620 

He lie Met Cys Asp Ala Tyr Val Thr Asp Phe Pro Leu Asp Leu Asp 
625 630 635 640 

He Asp Pro Lys Asp Ala Asn Lys Gly Thr Pro Glu Glu Thr Gly Ser 

645 650 655 

Tyr Leu Val Ser Lys Asp Leu Pro Lys His Cys Leu Tyr Thr Arg Leu 

660 665 670 

Ser Ser Leu Gin Lys Leu Lys Glu His Leu Val Phe Thr Val Cys Leu 

675 680 685 

Ser Tyr Gin Tyr Ser Gly Leu Glu Asp Thr Val Glu Asp Lys Gin Glu 

690 695 700 

Val Asn Val Gly Lys Pro Leu He Ala Lys Leu Asp Met His Arg Gly 
705 710 715 720 

Leu Gly Arg Lys Thr Cys Phe Gin Thr Cys Leu Met Ser Asn Gly Pro 

725 730 735 

Tyr Gin Ser Ser Ala Ala Thr Ser Gly Gly Ala Gly His Tyr His Ser 

740 745 750 

Leu Gin Asp Pro Phe His Gly Val Tyr His Ser His Pro Gly Asn Pro 

755 760 765 

Ser Asn Val Thr Pro Ala Asp Ser Cys His Cys Ser Arg Thr Pro Asp 

770 775 780 

Ala Phe He Ser Ser Phe Ala His His Ala Ser Cys His Phe Ser Arg 
785 790 795 800 

Ser Asn Val Pro Val Glu Thr Thr Asp Glu He Pro Phe Ser Phe Ser 

805 810 815 

Asp Arg Leu Arg He Ser Glu Lys 

820 

<210> 1581 

<211> 426 

<212> DNA 

<213> Homo sapiens 

<400> 1581 

gatccgcatc gcccgtttat tgacgaggtg accttcaccc gagagggcca tacctatcac 
60 

cgggtgcccg aggtggctga cgcctggctc gattcgggct cgatgccctt cgcccagtgg 
120 

ggatacccgc atgtgcccgg ttcgaaggag aagttcgagt cccactaccc gggtgacttc 
180 

atctgtgagg ccatcgacca gacccgcggg tggttttaca ccatgatggc cgtcggaacc 
240 

ctggtgtttg acgagtcctc gtaccgcaat gtgctgtgtc tgggccacat cttggccgag 
300 

gacggtcgca agatgagcaa gcaccttggc aacatcctgt tgcctatccc gctcatggat 
360 

tcccacggtg ccgacgcgct gcgttggttc atggcggccg acggctcccc atggagtgca 
420 

cgacgc 
426 

<210> 1582 
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<211> 142 
<212> PRT 
<213> Homo sapiens 

Is!°ProHis Arg Pro Phe He Asp Glu Val Thr Phe Thr Arg Glu Gly 

1 5 10 15 

His Thr Tyr His Arg Val Pro Glu Val Ala Asp Ala Trp Leu Asp Ser 

20 25 30 

Gly Ser Met Pro Phe Ala Gin Trp Gly Tyr Pro His Val Pro Gly Ser 

35 40 45 

Lys Glu Lys Phe Glu Ser His Tyr Pro Gly Asp Phe He Cys Glu Ala 

50 55 60 

lie Asp Gin Thr Arg Gly Trp Phe Tyr Thr Met Met Ala Val Gly Thr 
65 70 75 30 

Leu val Phe Asp Glu Ser Ser Tyr Arg Asn Val Leu Cys Leu Gly His 

85 90 95 

He Leu Ala Glu Asp Gly Arg Lys Met Ser Lys His Leu Gly Asn He 

100 105 HO 

Leu Leu Pro He Pro Leu Met Asp Ser His Gly Ala Asp Ala Leu Arg 

115 120 I 25 

Trp Phe Met Ala Ala Asp Gly Ser Pro Trp Ser Ala Arg Arg 
130 135 "0 

<210> 1583 

<211> 450 

<212> DNA 

<213> Homo sapiens 

nnacgcgtga agggttatgg agatggttca gggagtaagg aaggtttcag ggatggttta 

gggggttctg aggaaatggg gtcaatggat gaggcaggtt ataggaagga tttgggggct 

ictaagggaa taggttcagg gagtaaggca ggtttcaggg atggtttagg gagttctggg 

gaaatggggt caatggatga ggcagattat aggaaggatt tgggagctcc tgaggaaatg 

ggctcaggca gttacacaga ttacaggaat ggtttaggca gttctggaaa aatcagttca 

ggggatgagg caggttataa gaatgtttta gggggttctg ggaggaatcc attagggagc 

gaggcaggtt ctaggggtag cttggaggat tctgggtaca tcttgtcatg gaatgaggca 
420 

ggttctaggc aaggctttgg gggaactagt 
450 

<210> 1584 

<211> 150 

<212> PRT 

<213> Homo sapiens 

<400> 1584 _. 

Xaa Arg Val Lys Gly Tyr Gly Asp Gly Ser Gly Ser Lys Glu Gly Phe 
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1 5 10 15 

Arg Asp Gly Leu Gly Gly Ser Glu Glu Met Gly Ser Met Asp Glu Ala 

20 25 30 

Gly Tyr Arg Lys Asp Leu Gly Ala Pro Lys Gly He Gly Ser Gly Ser 

35 40 45 

Lys Ala Gly Phe Arg Asp Gly Leu Gly Ser Ser Gly Glu Met Gly Ser 

50 55 60 

Met Asp Glu Ala Asp Tyr Arg Lys Asp Leu Gly Ala Pro Glu Glu Met 
65 70 75 80 

Gly Ser Gly Ser Tyr Thr Asp Tyr Arg Asn Gly Leu Gly Ser Ser Gly 

85 90 95 

Lys He Ser Ser Gly Asp Glu Ala Gly Tyr Lys Asn Val Leu Gly Gly 

100 105 HO 

Ser Gly Arg Asn Pro Leu Gly Ser Glu Ala Gly Ser Arg Gly Ser Leu 

115 120 125 

Glu Asp Ser Gly Tyr He Leu Ser Trp Asn Glu Ala Gly Ser Arg Gin 

130 135 140 

Gly Phe Gly Gly Thr Ser 

145 150 

<210> 1585 
<211> 596 
<212> DNA 

<213> Homo sapiens 
<400> 1585 

tgatcatctg taattcttgt ccgtgggcgt ttgaactgag aatgtcttaa gaagttggga 
60 

tctaatccga gctgctgctg gcaaagttgg gtgaggtctg cagagagtgc gtccatctgt 
120 

ggcagctgca gggcaagctg gggaggaagc gcagggtgtt gcacaggttg catcataatg 
180 

gaaggaaaga gcggcaggtc cagagaaacc ggcctctccc aaaaagttat caaacactgg 
240 

tttagaaata cgctttttaa ggaacgacag agaaataaag attcaccata caacttcagt 
300 

aaccctccta taacggtttt agaagatatc agaattgatc cacagcccac ctctttagaa 
360 

cattacaaat ctgatgcatc attcagtaaa aggtcttcta gaacgagatt tactgactac 
420 

cagcttaggg ttctgcaaga cttttttgac acaaacgctt acccaaaaga tgatgaaata 
480 

gaacaactct ccactgttct caatctgcct acccgggtta ttgttgtatg gttccagaat 
540 

gctcgtcaga aagcacgaaa gagttatgag aatcaagcag aaaccccttc acgcgt 
596 

<210> 1586 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 1586 

Met Glu Gly Lys Ser Gly Arg Ser Arg Glu Thr Gly Leu Ser Gin Lys 



1285 



BNSDOCID: <WO 0058473A2_I„> 



WO 00/58473 PCT/US00/08621 



Tyr Gin Leu Arg val Leu Gin Asp Phe Phe Asp Thr Asn Ala Tyr Pro 

90 95 



,5 10 15 

val He Lys His Trp Phe Arg Asn Thr Leu Phe Lys Glu Arg Gin Arg 

20 25 30 

Asn Lys Asp Ser Pro Tyr Asn Phe Ser Asn Pro Pro lie Thr Val Leu 

35 40 4 5 

Glu Asp lie Arg lie Asp Pro Gin Pro Thr Ser Leu Glu His Tyr Lys 

50 55 60 

Ser Asp Ala Ser Phe Ser Lys Arg Ser Ser Arg Thr Arg Phe Thr Asp 
65 ™ ™ 80 

r Gin Leu Arg 

Lys Asp Asp Glu lie Glu Gin Leu Ser Thr val Leu Asn Leu Pro Thr 

100 HO 
Arg val lie Val Val Trp Phe Gin Asn Ala Arg Gin Lys Ala Arg Lys 

115 120 12S 

Ser Tyr Glu Asn Gin Ala Glu Thr Pro Ser Arg 
130 135 

<210> 1587 

<211> 501 

<212> DNA 

<213> Homo sapiens 



tgtacacaca gtgatttggg gtcctttttc ctaaaacagc ttctttatca ggactttgga 
attctgggtg agatagaaac actgaaaaca gggcggaagt tttttcttct ggcttcttag 
tccacggagg gctcagcgtg gagaggatat gccgtggcat tctccctggg agaccacaca 
igttcccgac agctcagacc ccagaccgca tgtgctcctg acagctcaga ccccagaccg 
cgcgtgctcc tgacagctca gaccccagac cgcaggtgct cccgacagct cagaccccag 
accgcgggtg ctcctgacag ctcagacccc agaccgcgcg tgctcccgac agctcagacc 
ccagaccgcg ggtgctcctg acagctcaga ccccagaccg cgcgtgctcc cgacagctca 
gaccccagac cgcgggtgct cctgacagct cagaccccag accgcgggtg ctcctgacag 



480 

ctcagacccc agaccacgcg t 
501 

<210> 1588 
<211> 86 
<212> PRT 

<213> Homo sapiens 



<400> 1588 
Ser Thr Gl 1 

G iy Asp His Thr Cys Ser Arg Gin Leu Arg Pro Gin Thr Ala Cys Ala 



ser Thr Glu Gly Ser Ala Trp Arg Gly Tyr Ala Val Ala Phe Ser Leu 
! 5 10 I 5 



25 30 



Pro Asp Ser Ser Asp Pro Arg Pro Arg Val Leu Leu Thr Ala Gin Thr 
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35 40 45 

Pro Asp Arg Arg Cys Ser Arg Gin Leu Arg Pro Gin Thr Ala Gly Ala 

50 55 60 

Pro Asp Ser Ser Asp Pro Arg Pro Arg Val Leu Pro Thr Ala Gin Thr 
65 70 75 80 

Pro Asp Arg Gly Cys Ser 

85 

<210> 1589 

<211> 407 

<212> DNA 

<213> Homo sapiens 

c400> 1589 

aagcttgctg gggacaccct * ttttacgggg cctcgtgggg gaggagttac ctgcattgac 
60 

tccaccggtt ccactaacgc cgacatggct gctttcgtgc gagcaggggg aacgtctttc 
120 

tgcctactcg ttgctgacca ccaagagggc gggcgtggac ggttcacgcg cagttggcag 
180 

gatgtccccg gtacgagttt ggcgatctca gcgttggtgc ccaatgatcg tccgtcgcag 
240 

gactggggct ggctgtcgat ggttgcgggg ctcgctgttg tcaaggtcat caaggaggtc 
300 

ggtggggctg accgttcccg agtgacgctg aagtggccca atgatgtgct cgtggatctg 
360 

gacactgacc agggcggcaa agtgtgcgga attctctcag aacgcgt 

407 

<210> 1590 

<211> 135 

<212> PRT 

<213> Homo sapiens 

<400> 1590 

Lys Leu Ala Gly Asp Thr Leu Phe Thr Gly Pro Arg Gly Gly Gly Val 

1 5 10 15 

Thr Cys He Asp Ser Thr Gly Ser Thr Asn Ala Asp Met Ala Ala Phe 

20 25 30 

Val Arg Ala Gly Gly Thr Ser Phe Cys Leu Leu Val Ala Asp His Gin 

35 40 45 

Glu Gly Gly Arg Gly Arg Phe Thr Arg Ser Trp Gin Asp Val Pro Gly 

50 55 60 

Thr Ser Leu Ala He Ser Ala Leu Val Pro Asn Asp Arg Pro Ser Gin 
65 70 75 80 

Asp Trp Gly Trp Leu Ser Met Val Ala Gly Leu Ala Val Val Lys Val 

85 90 95 

lie Lys Glu Val Gly Gly Ala Asp Arg Ser Arg Val Thr Leu Lys Trp 

100 105 HO 

Pro Asn Asp Val Leu Val Asp Leu Asp Thr Asp Gin Gly Gly Lys Val 

115 120 125 

Cys Gly lie Leu Ser Glu Arg 
130 135 
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<210> 1591 
<211> 424 
<212> DMA 

<213> Homo sapiens 



<400> 1591 
agatctctct 
60 

ttcagagagg 
120 

cgcatcttga 
180 

agtagggagc 
240 

aacgtccagc 
300 

cctgtctttg 
360 

tgtgggatcc 

420 

attt 

424 



ccctgagaca 
cacttgcacc 
aaaagccccc 
ttgggactta 
gagtcctgac 
acctcagcgg 
ctggctgctc 



acccaggctt 
tagaggagtc 
agatgcctcc 
ccctaaccac 
tttccagccg 
ccccagcagt 
acgcccctga 



tagaaccaaa 
tctgggaagc 
ctatggagga 
aggggggtga 
ctgcgcttca 
ctggcccagc 
ggacccctcg 



gagctgagag 
agatggggat 
cctcacccac 
ctgttgtcgt 
tccaggagca 
ctgtccagta 
gatctgctcc 



accctgtccc 
atgggacaga 
ccacatcacc 
ccctgcacag 
cgtcctgatc 
ctcccttgac 
agcacgtgaa 



<210> 1592 

<211> 95 

<212> PRT 

<213> Homo sapiens 



<400> 1592 
Met Gly He Trp 
1 

Leu Trp Arg Thr 

20 

Tyr Pro Asn His 
35 

Gin Arg Val Leu 
50 

Leu He Pro Val 
65 

Val Gin Tyr Ser 



Asp Arg Arg He 
5 

Ser Pro Thr His 

Arg Gly Val Thr 

40 

Thr Phe Gin Pro 
55 

Phe Asp Leu Ser 
70 

Leu Asp Cys Gly 
85 



Leu Lys Lys Pro 
10 

He Thr Ser Arg 
25 

Val Val Val Pro 

Leu Arg Phe lie 

60 

Gly Pro Ser Ser 
75 

He Pro Gly Cys 
90 



Pro Asp Ala Ser 
15 

Glu Leu Gly Thr 
30 

Ala Gin Asn Val 
45 

Gin Glu His Val 

Leu Ala Gin Pro 

80 

Ser Arg Pro 
95 



<210> 1593 
<211> 1678 
<212> DNA 

<213> Homo sapiens 



<400> 1593 
cctgaatcta 
60 

atgagaaatg 
120 

tcccgcaaaa 
180 



aaataaatga 
agcccaccga 
aagaagccaa 



aataaacaca 
aggcaaactc 
agctgaggaa 



gaaattaacc 
tcactgtata 
cttcaggagg 



agttgactga 
ggcaacaggc 
ccaaggagaa 



aaagaaaatg 
atctatcatt 
gttagccagc 
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ccagagagag aagcatcagt aaagagaaat cagacccgtg aatttgatgg tactgaagtt 
240 

ttaaagggag atgagctcaa acgacatgtc aataaacttc gaagcaagag tacagttttc 
300 

aaaaagaagc atcacataat agctgaactt aaagctgaat tcggtctttt gcagaggact 
360 

gaagaacttc ttaagcaacg tcatgaaaat attcaacaac aactgcaaac tatggaggag 
420 

aaaaagggta tatctggata tagttacacc caagaagagc tagaaagagt atctgcactg 
480 

aagagtgaag ttgatgaaat gaaaggacga acattggatg atatgtctga aatggtgaaa 
540 

aaactgtatt cattggtatc tgaaaagaag tcagctcttg cctcagttat aaaagagcta 
600 

cgacagttgc gtcaaaaata tcaagaactg acccaggagt gtgatgaaaa gaaatcccag 
660 

tatgatagct gtgcagcagg cctcgaaagc aatcggtcca aattagaaca ggaagttaga 
720 

agactccgtg aagaatgtct tcaagaagaa agtagatacc attatacaaa ttgtatgatt 
780 

aagaacctag aagttcaact tcgtcgtgct actgatgaga tgaaggcata tatctcttct 
840 

gatcaacaag aaaaaagaaa ggcaattagg gaacagtata ccaaaaatac tgctgaacaa 
900 

gaaaaccttg gaaagaaact tcgggaaaaa caaaaagtta tacgagaaag tcatggtcca 
960 

aatatgaaac aagcaaaaat gtggcgtgat ttggaacaat taatggaatg taagaaacag 
1020 

tgctttctga aacaacaaag ccaaacttcc attggtcagg taattcagga gggtggggag 
1080 

gaccggctaa tactgcgaat tcttgtgtca tcgtttgggg ttttacttga taccactagc 
1140 

tataagccca atctcataat gtatttcttt tttgaaactg atttgtttag cattttgttt 
1200 

tcagaagagc cattctttat taagttttca tagaaaataa tgttaaggta gatttagttt 
1260 

gaatgttttt tcatatgaaa aagaggcttt tattcttttc cacagtttag acatcactgg 
1320 

cgtcttctga gttttatgag acaggaaact aagtttacta tctgtaaatg taaacatatg 
1380 

tccattaaga aacatgtagt ttttttttag aatgtaataa cccagtggct tactgttttt 
1440 

cttaatcccc tttaaaaaaa ctttagaaga atcttttagg aactaatatc tctcgttctg 
1500 

aagaaacatt tzatctgacgt tcagcagctc ctacagtttt acttcagttt atttttcttc 
1560 

tgtaaaatgc aagaaaactt aatattttga ctaacatgtc ttttctgttt gtatcattta 
1620 

aaggcaaata aacttggtac gtatttcata tctatttaaa aaatgaaaaa aaaaaaaa 
1678 



<210> 1594 
<211> 365 
<212> PRT 
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<213> Homo sapiens 
<400> 1S94 

Leu Glu Ser Lys He Asn Glu lie Asn Thr Glu He Asn Gin Leu He 

1 5 10 15 

Glu Lys Lys Met Met Arg Asn Glu Pro He Glu Gly Lys Leu Ser Leu 

20 25 30 

Tyr Arg Gin Gin Ala Ser He He Ser Arg Lys Lys Glu Ala Lys Ala 
35 40 4 5 

Glu Glu Leu Gin Glu Ala Lys Glu Lys Leu Ala Ser Leu Glu Arg Glu 

50 55 60 

Ala Ser Val Lys Arg Asn Gin Thr Arg Glu Phe Asp Gly Thr Glu Val 
65 70 75 80 

Leu Lys Gly Asp Glu Phe Lys Arg Tyr Val Asn Lys Leu Arg Ser Lys 

8S 90 95 

Ser Thr Val Phe Lys Lys Lys His His He He Ala Glu Leu Lys Ala 

ioo ios no 

Glu Phe Gly Leu Leu Gin Arg Thr Glu Glu Leu Leu Lys Gin Arg His 

115 120 I 25 

Glu Asn He Gin Gin Gin Leu Gin Thr Met Glu Glu Lys Lys Gly He 

130 135 1*° 

Ser Gly Tyr Ser Tyr Thr Gin Glu Glu Leu Glu Arg Val Ser Ala Leu 

i cn 155 160 

145 150 

Lvs Ser Glu Val Asp Glu Met Lys Gly Arg Thr Leu Asp Asp Met Ser 

165 170 175 

Glu Met Val Lys Lys Leu Tyr Ser Leu Val Ser Glu Lys Lys Ser Ala 

180 185 190 

Leu Ala Ser Val He Lys Glu Leu Arg Gin Leu Arg Gin Lys Tyr Gin 

195 200 205 

Glu Leu Thr Gin Glu Cys Asp Glu Lys Lys Ser Gin Tyr Asp Ser Cys 

210 215 220 

Ala Ala Gly Leu Glu Ser Asn Arg Ser Lys Leu Glu Gin Glu val Arg 

230 235 240 

Arg Leu Arg Glu Glu Cys Leu Gin Glu Glu Ser Arg Tyr His Tyr Thr 

245 250 2S5 

Asn Cys Met He Lys Asn Leu Glu Val Gin Leu Arg Arg Ala Thr Asp 

260 265 270 

Glu Met Lys Ala Tyr He Ser Ser Asp Gin Gin Glu Lys Arg Lys Ala 

275 280 285 

He Arg Glu Gin Tyr Thr Lys Asn Thr Ala Glu Gin Glu Asn Leu Gly 

290 295 300 

Lys Lys Leu Arg Glu Lys Gin Lys Val He Arg Glu Ser His Gly Pro 

305 3 *^ 

Asn Met Lys Gin Ala Lys Met Trp Arg Asp Leu Glu Gin Leu Met Glu 

325 330 335 

Cys Lys Lys Gin Cys Phe Leu Lys Gin Gin Ser Gin Thr Ser lie Gly 

340 345 350 

Gin Val He Gin Glu Gly Gly Glu Asp Arg Leu He Leu 
355 360 365 

<210> 1595 

<211> 559 

<212> DNA 

<213> Homo sapiens 
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<400> 1595 

accggtcccg cccacaggcc cacacctgct tctcctcctg gggcagggca gcctggtggg 
60 

gcatggccgg ggagccgccc acttggcgag gaacaggctc catagcgacc tcagaacact 
120 

ggtgctgggg cccagccagg gagagcatct tcccgctggg accttccccg gggcggctca 
180 

tcccctggag atgtagggtg cagctgagat ggtggcggcc ccattcctgc tgttcgccag 

240 

cctgggctgg gggtactagg atcacccttg ggctgatgag gagcccgggt cttgggcagt 
300 

taccaagtgg ggggtcacag tctggaaagt ggtggaacca agggagcggc ctcgcccagg 
360 

ccacactctc aaatactggc cctcgacaaa aggcagctgg gctctcaaga cagggccacc 
420 

tcccccctgc tgggcccgcg cccgtggaga gcaagtggga actgacccta tcttctgtcc 
480 

cagcttggag agccagcatc aaggtcaggc ctcacttgcc caagaaagag gagtgaggag 
540 

gcccactgga ggaacgcgt 
559 

<210> 1596 

<211> 166 

<212> PRT 

<213> Homo sapiens 

<400> 1596 

Met Leu Ala Leu Gin Ala Gly Thr Glu Asp Arg Val Ser Ser His Leu 

15 10 15 

Leu Ser Thr Gly Ala Gly Pro Ala Glu Arg Arg Trp Pro Cys Leu Glu 

20 25 30 

Ser Pro Ala Ala Phe Cys Arg Gly Pro Val Phe Glu Ser Val Ala Trp 

35 40 45 

Ala Arg Pro Leu Pro Trp Phe His His Phe Pro Asp Cys Asp Pro Pro 

50 55 60 

Leu Gly Asn Cys Pro Arg Pro Gly Leu Leu He Ser Pro Arg Val He 
65 70 75 80 

Leu Val Pro Pro Ala Gin Ala Gly Glu Gin Gin Glu Trp Gly Arg His 

85 90 95 

His Leu Ser Cys Thr Leu His Leu Gin Gly Met Ser Arg Pro Gly Glu 

100 105 HO 

Gly Pro Ser Gly Lys Met Leu Ser Leu Ala Gly Pro Gin His Gin Cys 

115 120 125 

Ser Glu Val Ala Met Glu Pro Val Pro Arg Gin Val Gly Gly Ser Pro 

130 135 140 

Ala Met Pro His Gin Ala Ala Leu Pro Gin Glu Glu Lys Gin Val Trp 
145 150 155 160 

Ala Cys Glu Arg Asp Arg 

165 

<210> 1597 
<211> 609 
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<212> DNA 

<213> Homo sapiens 

tcgtcaacgg aaacttcggc cttcgggcct acccataatc cttgggacct tgaacgggta 

ccgggtggtt ccggtggtgg ttcagcagct agcttggctt cctttcaggc cccgttggcc 

itgggcactg ataccggggg ctcgatccgc caacctggag cggtgaccgg caccgtcggg 

atcaagccga cctacggttc gacctcccga tacggcgtta tcgctatggc ttcatctttg 

gatactcctg ggccctgcgc ccgtaccgtc cttgacgccg cgttgctcca tcaggccatt 

gccggtcacg acgctatgga ccagaccacg attaatcagc ccaccccggc ggtcgttgag 

gctgcgcggc aggcagacgt ttccggggtg cgcattggcg ttgtcacgga gttgagcggg 

cagggttacg accctcaggt cgaggcccgg ttccacgagg ctgtcgagat gctaatagag 

gcgggggctg aggtcgttga ggtctcttgc ccgaaccttg acctcgccct acctgcttat 

taccttattc agcctgccga ggtgtctagc aacctggctc gttacgacgc catgcgttac 
600 

ggcttacgc 
609 

<210> 1598 
<211> 203 
<212> PRT 

<213> Homo sapiens 
<400> 1598 

Ser Ser Thr Glu Thr Ser Ala Phe Gly Pro Thr His Asn Pro Trp Asp 

1 5 10 15 

Leu Glu Arg Val Pro Gly Gly Ser Gly Gly Gly Ser Ala Ala Ser Leu 

20 25 3° 

Ala Ser Phe Gin Ala Pro Leu Ala Leu Gly Thr Asp Thr Gly Gly Ser 

35 40 4S 

He Arg Gin Pro Gly Ala Val Thr Gly Thr Val Gly He Lys Pro Thr 

50 55 60 

Tyr Gly Ser Thr Ser Arg Tyr Gly Val lie Ala Met Ala Ser Ser Leu 

Asp Thr Pro Gly Pro Cys Ala Arg Thr Val Leu Asp Ala Ala Leu Leu 

85 90 95 

His Gin Ala lie Ala Gly His Asp Ala Met Asp Gin Thr Thr lie Asn 

100 105 11° 

Gin Pro Thr Pro Ala Val Val Glu Ala Ala Arg Gin Ala Asp Val Ser 

115 I 20 12S 

Glv val Arg He Gly val Val Thr Glu Leu Ser Gly Gin Gly Tyr Asp 

130 135 "0 

Pro Gin val Glu Ala Arg Phe His Glu Ala Val Glu Met Leu lie Glu 
145 150 155 160 

Ala Gly Ala Glu Val Val Glu Val Ser Cys Pro Asn Phe Asp Leu Ala 
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165 170 175 

Leu Pro Ala Tyr Tyr Leu lie Gin Pro Ala Glu Val Ser Ser Asn Leu 

130 185 190 

Ala Arg Tyr Asp Ala Met Arg Tyr Gly Leu Arg 
195 200 

<210> 1599 
<211> 526 
<212> DNA 

<213> Homo sapiens 
<400> 1599 

gcgtggccga cggctgctgt gtggtcagcg atctttattt ttcttgatcg attcagaacc 
60 

cggcacctgc acgtgtggtt tctctgcttt tgttggggag cgtgcgtcgc gacctggatt 
120 

agcatgcacg tgaacacgtg gatggccggg atgctctcgg tgacaggtgg ggttgatcca 
180 

gcatcgggcg ccggtccggc agtgtattcg gctccctttg tcgaggaatc atgcaaggcg 
24 0 

cttgtgcttt tcgcgctggc catcggcatg gggcgacgga tgacctcggt agttcagacg 
300 

gtgagcatgg ccgggctctc ggcaattggt ttcgcctttg ttgagaacat tatgtactac 
360 

gcccgtgcag ataactacgc ccgtgtgacg gcttcgggtg gggaccccaa acaaggcgtt 
42 0 

gatgaagttg gtgctgttgc ggggagtgta tgcctcgttt gggcatccgc tgttcaccag 

480 

catgacgggt atcggtctgg cccttgggct gaggtcacga agttga 
526 

<210> 1600 
<211> 134 
<212> PRT 

<213> Homo sapiens 
<400> 1600 

Met His Val Asn Thr Trp Met Ala Gly Met Leu Ser Val Thr Gly Gly 

15 10 15 

Val Asp Pro Ala Ser Gly Ala Gly Pro Ala Val Tyr Ser Ala Pro Phe 

20 25 30 

Val Glu Glu Ser Cys Lys Ala Leu Val Leu Phe Ala Leu Ala He Gly 

35 40 45 

Met Gly Arg Arg Met Thr Ser Val Val Gin Thr Val Ser Met Ala Gly 

50 55 60 

Leu Ser Ala He Gly Phe Ala Phe Val Glu Asn He Met Tyr Tyr Ala 
65 70 75 80 

Arg Ala Asp Asn Tyr Ala Arg Val Thr Ala Ser Gly Gly Asp Pro Lys 

85 90 95 

Gin Gly Val Asp Glu Val Gly Ala Val Ala Gly Ser Val Cys Leu Val 

100 105 110 

Trp Ala Ser Ala Val His Gin His Asp Gly Tyr Arg Ser Gly Pro Trp 

115 120 125 

Ala Glu Val Thr Lys Leu 
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130 

<210> 1601 

<211> 447 

<212> DNA 

<213> Homo sapiens 

<400> 1601 

gccggccgcc ccgtttccgc agattctgga ggagtgccga tggccgagtt catctacacc 
60 

atgcacaacg tccgaaaggc ggtgggtgac aaagttatcc ttgacaatgt cacgctgtcg 
120 

ttcttcccgg gcgccaagat tggtgttgtc ggaccgaatg gcgctggcaa atcgacgatg 
180 

ctcaagctca tggctggtct cgataagccc aataacggcg atgccaactt ggctaaaggc 
240 

gccaccgtcg gaatcttgct tcaggagccc ccgctcaccg aggacaaaac tgttcgcgag 
300 

aacgtcgaag aggccgtcgg cgacatcaaa gccaagctgg cacggttcga ggaagtctcc 
360 

gccgagatgg ccaaccctga cgccgacttt gacgccctga tggcggagat gggtgagctg 
420 

cagaccgagc tcgataacgc caacgcg 

447 

<210> 1602 
<211> 136 
<212> PRT 

<213> Homo sapiens 
<400> 1602 



Met 


Ala 


Glu 


Phe 


He 


Tyr 


Thr 


Met 


His 


Asn 


Val 


Arg Lys 


Ala 


Val 


Gly 


1 








5 










10 








15 




Asp 


Lys 


Val 


He 
20 


Leu 


Asp 


Asn 


Val 


Thr 
25 


Leu 


Ser 


Phe Phe 


Pro 

30 


Gly 


Ala 


Lys 


lie 


Gly 


Val 


Val 


Gly 


Pro 


Asn Gly Ala Gly 


Lys Ser 


Thr 


Met 


Leu 






35 










40 








45 








Lys 


Leu 


Met 


Ala 


Gly Leu Asp 


Lys 


Pro 


Asn 


Asn 


Gly Asp 


Ala 


Asn 


Leu 




50 










55 










60 








Ala 


Lys 


Gly 


Ala 


Thr 


Val 


Gly 


He 


Leu 


Leu 


Gin 


Glu Pro 


Pro 


Leu 


Thr 


65 










70 










75 








80 


Glu 


Asp 


Lys 


Thr 


Val 
85 


Arg 


Glu 


Asn 


Val 


Glu 
90 


Glu 


Ala Val 


Gly 


Asp 
95 


He 


Lys 


Ala 


Lys 


Leu 
100 


Ala 


Arg 


Phe 


Glu 


Glu 
105 


Val 


Ser 


Ala Glu 


Met 
110 


Ala 


Asn 


Pro 


Asp 


Ala 
115 


Asp 


Phe 


Asp 


Ala 


Leu 
120 


Met 


Ala 


Glu 


Met Gly 
125 


Glu 


Leu 


Gin 


Thr 


Glu 
130 


Leu 


Asp 


Asn 


Ala 


Asn 
135 


Ala 

















<210> 1603 

<211> 540 

<212> DNA 

<213> Homo sapiens 
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<400> 1603 
acgcgtaagc 
60 

gaaatccttg 
120 

cacgggtttg 
180 

catcaagtcg 
240 

aatccggaac 
300 

gtagccactg 
360 

ggcaagctgg 
420 

gaagattacc 
480 

ccgattctgc 
540 



tcaccgaagc 
aggcgtacct 
gcttggccag 
cgctgttggt 
gtgcgctcga 
ccgaacaagt 
cggacagctc 
gcgacgaaga 
agatgaaagc 



catgatggca 
caacgaggtc 
tcagttcttc 
cgggatggtc 
gcgtcgtaac 
cgctgccgca 
cttcccaggc 
cttgaccgaa 
cgaagcatcg 



atgctgctgg 
ttcgtcggtc 
tttggccagc 
aagggcccgt 
ctggtgctgg 
aagaaaatgc 
tttatcgacc 
gaaggcctgc 
gtgaacgaca 



aactgcatta 
aggatggcca 
ctttgtccga 
cctattacaa 
atgtgctgga 
cgctgggtgt 
tggtcaaacg 
ggattttcac 
cattcaagcg 



cagcaagcag 
gcgcgccgtg 
gctgaagttg 
cccgcggcgc 
acagcagggt 
aaccactcgc 
ccagttgcgt 
cagtttcgac 
cctgaccggc 



<210> 1604 
<211> 180 
<212> PRT 

<213> Homo sapiens 



<400> 1604 
Thr Arg Lys Leu 
1 

Tyr Ser Lys Gin 

20 

Gly Gin Asp Gly 
35 

Phe Phe Phe Gly 
50 

Leu Leu Val Gly 

65 

Asn Pro Glu Arg 

Glu Gin Gin Gly 

100 

Met Pro Leu Gly 
115 

Pro Gly Phe lie 
130 

Asp Glu Asp Leu 
145 

Pro lie Leu Gin 

Arg Leu Thr Gly 

180 



Thr Glu Ala Met 
5 

Glu lie Leu Glu 

Gin Arg Ala Val 

40 

Gin Pro Leu Ser 
55 

Met Val Lys Gly 
70 

Ala Leu Glu Arg 
85 

Val Ala Thr Ala 

Val Thr Thr Arg 

120 

Asp Leu Val Lys 
135 

Thr Glu Glu Gly 
150 

Met Lys Ala Glu 
165 



Met Ala Met Leu 
10 

Ala Tyr Leu Asn 
25 

His Gly Phe Gly 

Glu Leu Lys Leu 

60 

Pro Ser Tyr Tyr 
75 

Arg Asn Leu Val 
90 

Glu Gin Val Ala 
105 

Gly Lys Leu Ala 

Arg Gin Leu Arg 

140 

Leu Arg lie Phe 
155 

Ala Ser Val Asn 
170 



Leu Glu Leu His 
15 

Glu Val Phe Val 
30 

Leu Ala Ser Gin 
45 

His Gin Val Ala 

Asn Pro Arg Arg 

80 

Leu Asp Val Leu 
95 

Ala Ala Lys Lys 
110 

Asp Ser Ser Phe 
125 

Glu Asp Tyr Arg 

Thr Ser Phe Asp 

160 

Asp Thr Phe Lys 
175 



<210> 1605 
<211> 427 
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<212> DNA 

<213> Homo sapiens 

IcgcgtJggt gcggtcggtc gcacgcagtc cgtccaagag gtacaggcca gcgttgccgc 
cattctttgc gggcgggatc tgcactggga tattgcggcc caccgcctgt gaccacacat 
cgcagcgctg gacccaccag cccacctggt cccactcgca cgtgccagta ctgtccgcac 
gcaagaaatc gcggtgagct gcgtgcgcct gctgggtgcc gcctgccact acggcaagac 
ccagcgctac ggcgaccgcc atgatgaccg aaaggacgcg acccctaata gatgcagtca 
tctttctcct tcacaaagca tttggtaatt gtcacttagc tttatcgctc ggaatctgtg 
aaccgttaac atcccgacgc ggaagctaac tagcaagcag tctaatgcac tcccgggcca 

420 

aatgttg 
427 

<210> 1606 

<211> 100 

<212> PRT 

<213> Homo sapiens 



M^ThrTla Ser lie Arg oly Arg Val Leu Ser Val He Met Ala Val 

5 10 15 

Ala Val Ala Leu Gly Leu Ala Val Val Ala Gly Gly Thr Gin Gin Ala 

His Ala Ala His Arg Asp Phe Leu Arg Ala Asp Ser Thr Gly Thr Cys 

35 40 
Glu Trp Asp Gin Val Gly Trp Trp Val Gin Arg Cys Asp Val Trp Ser 

50 55 60 

Gin Ala Met Gly Arg Asn lie Pro Val Gin He Pro Pro Ala Lys Asn 



70 75 



Gly Gly Asn Ala Gly Leu Tyr Leu Leu Asp Gly Leu Arg Ala Thr Asp 

85 9° 9S 

Arg Thr Asn Ala 

100 

<210> 1607 
<211> 396 
<212> DNA 

<213> Homo sapiens 



gcacggctcc gctcgcggcc gccgtgatgg tacataccgg cgcgaccgtg atcgattctt 
cgccgcaagg caatttactt ccacgtcacg gccgatgcga tgaagatgac gattcgtcaa 
cggatgggac tgatcccgta cgaggcgatc gtgggcggga cgatgatgat cgtggcgacg 
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ttgctgtacg gattcacttt gtagcataaa taaggagggg ctcgacgaac aggaaaaccc t 
240 

tttctgttgg cacccgattc gttcaaggaa agcatgacgg caaaagaagt ctgtatcgcg 
300 

atggaaaaag gactgagccg cgtctacccc gacgcccggt ttatccatgt gccgatggcg 
360 

gacggaggcg aaggcacggt gcagtcgctg gtcgac 
396 

<210> 1608 
<211> 56 
<212> PRT 

<213> Homo sapiens 
<400> 1608 

Thr Gly Lys Pro Phe Leu Leu Ala Pro Asp Ser Phe Lys Glu Ser Met 

1 5 10 15 

Thr Ala Lys Glu Val Cys He Ala Met Glu Lys Gly Leu Ser Arg Val 

20 25 30 

Tyr Pro Asp Ala Arg Phe He His Val Pro Met Ala Asp Gly Gly Glu 

35 40 45 

Gly Thr Val Gin Ser Leu Val Asp 
50 55 

<210> 1609 
<211> 505 
<212> DNA 

<213> Homo sapiens 
<400> 1609 

acgcgtagat gccacagcgc caggacacac gccaccgcgg agccgaggat gatccacatg 
60 

ggctcgactc acatggacgc catggattcg gcagtggaga gcaggccgcg agcttcgcac 
120 

gcggcccgac tgcgtagtcg cgtcatctca gtgcacatct gttcttcccc gctcatgagg 
180 

ttcgcggcgt aggacatcgt tacgtccagc atggtggcga tctcagcaat gtcacagccg 
240 

gccttgtgga gggcgaggag ccgagcgcgc gtgcttcctg ctggcacgat gcgttcacgt 
300 

gctgcgttga tgtcgtcgat actgatatgc aggatgcgcc cggggtcgaa gacggggaat 
360 

ggggtgaatt ggacggtccc ccctggccag cgagtcgttg gacgattcga ctggggacat 
420 

gcgcgagcag ggcgacgaca cgccacggaa cgcggcattc atggacgagg gaacggacat 
480 

ggagcgagaa aaagcgggcg tcgac 
505 

<210> 1610 
<211> 129 
<212> PRT 

<213> Homo sapiens 
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<400> 1610 
Met Pro Arg Ser 
1 

Ser Asn Arg Pro 

20 

Pro Phe Pro Val 
35 

Asp He Asn Ala 
50 

Ala Arg Leu Leu 
65 

Ala Thr Met Leu 

Gly Glu Glu Gin 

100 

Ala Cys Glu Ala 
115 

Met 



Val Ala Cys Arg 
5 

Thr Thr Arg Trp 

Phe Asp Pro Gly 

40 

Ala Arg Glu Arg 
55 

Ala Leu His Lys 
70 

Asp Val Thr Met 
85 

Met Cys Thr Glu 

Arg Gly Leu Leu 

120 



Arg Pro Ala Arg 
10 

Pro Gly Gly Thr 
25 

Arg He Leu His 

He Val Pro Ala 

60 

Ala Gly Cys Asp 

75 

Ser Tyr Ala Ala 
90 

Met Thr Arg Leu 
105 

Ser Thr Ala Glu 



Ala Cys Pro Gin 
15 

Val Gin Phe Thr 
30 

He Ser He Asp 
45 

Gly Ser Thr Arg 

He Ala Glu He 

80 

Asn Leu Met Ser 
95 

Arg Ser Arg Ala 
110 

Ser Met Ala Ser 
125 



<210> 1611 

<211> 532 

<212> DNA 

<213> Homo sapiens 



acgcgtgctg cgtttacagt tgcgtctatt gatttaggtg cgcatccaga atttttagga 
aaaaatgata ttcaattagg caaaaaagaa tctgtagagg atactgcgaa agtattaggt 
agaatgttcg atggtattga attccgtggt ttttcacaac aagctggtga agatttagcg 
aagttctctg gtgtaccggg gtggaatgga ttaacagacg attggcatcc tacacaaatg 
'ttagctgatt ttatgacaat aaaagagaat tttggatatc tagaaggaat aaacttaact 
tacgctggag acggacgtaa taatattgcg cattcattaa tggtagcagg cgctatgtta 
ggtgccaatg taagaactcg tacacctaaa ccattaaatc caaaagaggc atatgttgat 
Ttcgcaaaag aaaaagcgag tcaatatggt ggttcagtca tgattacgga taatatcgca 
gaagcagtcg aaaatacaga tgctatatat acagatgttt gggtatcgac gg 



<210> 1612 
<211> 177 
<212> PRT 

<213> Homo sapiens 



;hr°LgTla Ala Phe Thr Val Ala Ser lie Asp Leu Gly Ala His Pro 
alu Phe Leu Gly Lys Asn Asp He Gin Leu Gly Lys Lys Glu Ser Val 
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20 

Glu Asp Thr Ala 
35 

Arg Gly Phe Ser 
50 

Val Pro Gly Trp 
65 

Leu Ala Asp Phe 

lie Asn Leu Thr 

100 

Leu Met. Val Ala 
115 

Pro Lys Ser Leu 
130 

Lys Ala Ser Gin 
145 

Glu Ala Val Glu 
Thr 



Lys Val Leu Gly 

40 

Gin Gin Ala Gly 
55 

Asn Gly Leu Thr 
70 

Met Thr He Lys 
85 

Tyr Val Gly Asp 

Gly Ala Met Leu 

120 

Asn Pro Lys Glu 
135 

Tyr Gly Gly Ser 
150 

Asn Thr Asp Ala 
165 



25 

Arg Met Phe Asp 

Glu Asp Leu Ala 

60 

Asp Asp Trp His 
75 

Glu Asn Phe Gly 
90 

Gly Arg Asn Asn 
105 

Gly Val Asn Val 

Ala Tyr Val Asp 

140 

Val Met He Thr 
155 

He Tyr Thr Asp 
170 



30 

Gly He Glu Phe 
45 

Lys Phe Ser Gly 

Pro Thr Gin Met 

80 

Tyr Leu Glu Gly 
95 

He Ala His Ser 
110 

Arg He Cys Thr 
125 

He Ala Lys Glu 

Asp Asn He Ala 

160 

Val Trp Val Ser 
175 



<210> 1613 

<211> 584 

<212> DNA 

<213> Homo sapiens 



<400> 1613 
nnacgcgttc 
60 

cagggcgtcc 
120 

gtatcaatac 
180 

tatatacaag 
240 

tctgccgcat 
300 

acggtaaagt 
360 

aagctgatgt 
420 

cgtcgccccg 
480 

gtgggcgagg 
540 

aacataccaa 
584 



agccgagaaa 
aggttttgcg 
aacttgcgaa 
gaattcacta 
cctgtgaagc 
gtcgcgggct 
gttcgcgtga 
atccgataga 
cgatgagttc 
agctggatgg 



tatgctgctt 
cctcctggta 
atgcagacaa 
tatattgggt 
gttcagggag 
tgtagatgcg 
gctcgatgca 
atgcggagtt 
ctcatttgcg 
gtcatacgac 



tttgcctgcc 
cgttgctaca 
ggcccaggcc 
gaaaggagat 
gtcgacatgg 
tgtgaacgtt 
gcgcgctgcg 
gtattttcgt 
tctttctcga 
ggcgcagcat 



acctcacaaa 
cacttgctca 
taagacatgg 
cttcccgttc 
ataatgtgcg 
ttcgtgactt 
ttgcgtgcct 
agtactgctc 
ggtcttggtc 
gcat 



tgctacggca 
cctcccagcg 
tagacataca 
ctgttcttcc 
tatgcctggc 
gaagaggtcg 
tgtggtcgat 
gacaatgcca 
catgtccata 



<210> 1614 

<211> 153 

<212> PRT 

<213> Homo sapiens 
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<400> 1614 
Xaa Arg Val Gin 
1 

Asn Ala Thr Ala 

20 

Tyr Thr Leu Ala 
35 

Arg Gin Gly Pro 
50 

He His Tyr He 
65 

Ser Ala Ala Ser 

Arg Met^ Pro Gly 

100 

Arg Phe Arg Asp 
115 

Asp Ala Ala Arg 

130 

Pro He Glu Cys 

145 



Pro Arg 


Asn 


Met 


5 






Gin Gly 


Val 


Gin 


His Leu 


Pro 


Ala 








Gly Leu 


Arg 


His 




55 




Leu Gly Glu 


Arg 


70 






Cys Glu 


Ala 


Phe 


85 






Thr Val 


Lys 


Cys 


Leu Lys 


Arg 


Ser 






120 


Cys Val 


Ala 


Cys 




135 




Gly val 


Val 


Phe 


150 







Leu Leu Phe Ala 
10 

Val Leu Arg Leu 
25 

Val Ser He Gin 

Gly Arg His Thr 

60 

Arg Ser Ser Arg 
75 

Arg Glu val Asp 
90 

Arg Gly Leu Val 
105 

Lys Leu Met Cys 

Leu Val Val Asp 

140 

Ser 



Cys His Leu Thr 
15 

Leu val Arg Cys 
30 

Leu Ala Lys Cys 
45 

Tyr He Gin Gly 

Ser Cys Ser Ser 

80 

Met Asp Asn Val 
95 

Asp Ala Cys Glu 
110 

Ser Arg Glu Leu 
125 

Arg Arg Pro Asp 



<210> 1615 
<211> 363 
<212> DNA 

<213> Homo sapiens 



<400> 1615 
gccggcttgc 
60 

tcggtgcttg 
120 

ctactgtgcg 
180 

ggacggatca 
240 

cagatatgcc 
300 

gctgccgccc 

360 

ate 

363 



ccgacgcgtc 
tcagtgctgg 
gtgagacgat 
acaaacatga 
ttgtcatgac 
tcatcctggt 



tatgggtgat 
tgtcatcatt 
gcaggtgccg 
ggctccagct 
ggtgttgtgg 
gccgtacctg 



gttctgtcct 
tccctgcttg 
ggtgaggacg 
cccgctttgt 
gaeggtgett 
ctgtcagccg 



ctgtcgtcgg 
gggctctact 
gcaccatgcc 
ggatcaccaa 
acttggegat 
cattcgccct 



gccgtggggc 
ggcctggatc 
gaaactgttc 
catcgtctcc 
ggcgaccctg 
gaagatggtg 



<210> 1616 
<211> 121 
<212> PRT 

<213> Homo sapiens 



<400> 1616 
Ala Gly Leu Pro 
1 

Gly Pro Trp Gly 

20 

Leu Gly Ala Leu 



Asp Ala Ser Met 

5 

Ser Val Leu Val 
Leu Ala Trp He 



Gly Asp Val Leu 
10 

Ser Ala Gly Val 
25 

Leu Leu Cys Gly 



Ser Ser Val Val 
15 

He He Ser Leu 
30 

Glu Thr Met Gin 
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35 40 
Val Pro Gly Glu Asp Gly Thr Met 

50 55 
Lys His Glu Ala Pro Ala Pro Ala 
65 70 
Gin lie Cys Leu Val Met Thr Val 

85 

Met Ala Thr Leu Ala Ala Ala Leu 

100 

Ala Ala Phe Ala Leu Lys Met Val 
115 120 



45 

Pro Lys Leu Phe Gly Arg lie Asn 

60 

Leu Trp He Thr Asn He Val Ser 

75 80 
Leu Trp Asp Gly Ala Tyr Leu Ala 

90 95 
He Leu Val Pro Tyr Leu Leu Ser 
105 HO 
He 



<210> 1617 

<211> 447 

<212> DNA 

<213> Homo sapiens 



<400> 1617 
accggtgact 
60 

ctggctgacg 
120 

gtgcaccgcg 
180 

gatgacgaca 
240 

gtgcgcgctg 
300 

aaggagaagg 
360 

ctcgacgcca 
420 

ctcattgcgg 
447 



acctgtggga 
agggctgcca 
ccgtcgagga 
aagctggcat 
cgggtcttgt 
ctgaggaaag 
agatcatgtt 
atccgaaggt 



gaagaagggc 
cgttcgtctc 
gaagcacatc 
cgaaaagatt 
gccgatcctc 
gctgcacaac 
gaagctgacg 
cctacgc 



atcgttccca 
atgaagccga 
ttcggtacca 
gtcgaccagc 
gaacccgagg 
ctcatccgcg 
atcccgagtt 



tcctcaagat 
ttcccggcct 
aggagcgctc 
agttcgaact 
tcgacatcca 
agcacatcga 
ccgaagacct 



tgataagggc 
cgacgagttg 
tgtcatcctg 
ggccgaacag 
cgctccacat 
ctctctgccg 
gtatgccgac 



<210> 1618 
<211> 149 
<212> PRT 

<213> Homo sapiens 



<400> 1618 
Thr Gly Asp Tyr 
1 

He Asp Lys Gly 

20 

Pro He Pro Gly 
35 

His He Phe Gly 
50 

Ala Gly He Glu 
65 

Val Arg Ala Ala 
His Ala Pro His 



Leu Trp Glu Lys 
5 

Leu Ala Asp Glu 

Leu Asp Glu Leu 

40 

Thr Lys Glu Arg 
55 

Lys He Val Asp 
70 

Gly Leu Val Pro 
85 

Lys Glu Lys Ala 



Lys Gly He Val 
10 

Gly Cys His Val 
25 

Val His Arg Ala 

Ser Val He Leu 

60 

Gin Gin Phe Glu 
75 

He Leu Glu Pro 
90 

Glu Glu Arg Leu 



Pro He Leu Lys 
15 

Arg Leu Met Lys 
30 

Val Glu Glu Lys 
45 

Asp Asp Asp Lys 

Leu Ala Glu Gin 

80 

Glu Val Asp He 
95 

His Asn Leu lie 
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100 

Arg Glu His lie Asp Ser Leu Pro 
115 120 
Leu Thr He Pro Ser Ser Glu Asp 

130 135 
Pro Lys Val Leu Arg 
145 



105 HO 
Leu Asp Ala Lys He Met Leu Lys 

125 

Leu Tyr Ala Asp Leu He Ala Asp 

140 



<210> 1619 

<211> 355 

<212> DNA 

<213> Homo sapiens 



<400> 1619 
nnggtaccga 
60 

acaacaaatg 
120 

gatgtgcttc 
180 

cagatttatg 

240 

ggcgacatct 
300 

gcatctgtcg 
355 



aacccgtgtc 
gtgcctccat 
gcatcgtccc 
gcaatgaagt 
ttctgaccac 
atgaaagcct 



gctaccgcat 
tcccgccctt 
ttacgcgctc 
cgaggtcggt 
aaaagtctgg 
taccaagctt 



aaaatcaaag 
ggccttggca 
aaggctggtt 
gaagcaattg 
gtagataatt 
aagaccgact 



gaactagtat 
ctttccgtat 
ttcgccatgt 
cgacctccgg 
ataagcatga 
atgtcgatct 



gcataacgta 
gcccggcgaa 
cgataccgcg 
cgttcagcgt 
tgctttcatc 
gctgc 



<210> 1620 

<211> 118 

<212> PRT 

<213> Homo sapiens 



<400> 1620 
Xaa Val Pro Lys 
1 

Met His Asn Val 

20 

Gly Thr Phe Arg 
35 

Ala Leu Lys Ala 
50 

Asn Glu Val Glu 
65 

Gly Asp He Phe 

Asp Ala Phe He 

100 

Asp Tyr Val Asp 
115 



Pro Val Ser Leu 
5 

Thr Thr Asn Gly 

Met Pro Gly Glu 

40 

Gly Phe Arg His 
55 

Val Gly Glu Ala 
70 

Leu Thr Thr Lys 
85 

Ala Ser Val Asp 
Leu Leu 



Pro His Lys He 
10 

Ala Ser lie Pro 
25 

Asp Val Leu Arg 

Val Asp Thr Ala 

60 

He Ala Thr Ser 
75 

val Trp Val Asp 
90 

Glu Ser Leu Thr 
105 



Lys Gly Thr Ser 
15 

Ala Leu Gly Leu 
30 

He Val Pro Tyr 
45 

Gin He Tyr Gly 

Gly Val Gin Arg 

80 

Asn Tyr Lys His 
95 

Lys Leu Lys Thr 
110 



<210> 1621 

<211> 386 

<212> DNA 

<213> Homo sapiens 
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<400> 1621 

gcgcgccatg gaggcgcccc gggtcgcgcc aggatgctcc aggccaagtg aagcggtccg 
60 

gccggggtcg gcgggacccg cgggccatgt acggcgacat attcaacgcc acggggcggg 
120 

cccccgaggc ggcggtaggc agcgcgctgg ccccaggagc cacggtcaag gcagaaggcg 
180 

ctttgccgct ggagctggcc actgcgcgcg gtatgaggga cggcgcggcc acaaagcccg 

240 

acctgcccac ctacctgctg ctcttcttcc tgctgctgct ctcgggggcg ctcggcggcc 
300 

tcttcatcgg ttgccagctg cgccattcgg ccttcgccgc gctgccccac gaccgcttcg 
360 

ctcgcgacgc ccgcgcgccc ggaagg 
386 

<210> 1622 
<211> 126 
<212> PRT 

<213> Homo sapiens 
<400> 1622 

Met Glu Ala Pro Arg Val Ala Pro Gly Cys Ser Arg Pro Ser Glu Ala 

15 10 15 

Val Arg Leu Gly Ser Ala Gly Pro Ala Gly His Val Arg Arg His He 

20 25 30 

Gin Arg His Gly Ala Gly Pro Arg Gly Gly Gly Arg Gin Arg Ala Gly 

35 40 45 

Pro Arg Ser His Gly Gin Gly Arg Arg Arg Phe Ala Ala Gly Ala Gly 

50 55 60 

His Cys Ala Arg Tyr Glu Gly Arg Arg Gly His Lys Ala Arg Pro Ala 
65 70 75 80 

His Leu Pro Ala Ala Leu Leu Pro Ala Ala Ala Leu Gly Gly Ala Arg 

85 90 95 

Arg Pro Leu His Arg Leu Pro Ala Ala Pro Phe Gly Leu Arg Arg Ala 

100 105 HO 

Ala Pro Arg Pro Leu Arg Ser Arg Arg Pro Arg Ala Arg Lys 
115 120 125 

<210> 1623 

<211> 314 

<212> DNA 

<213> Homo sapiens 

<400> 1623 

nccggtgccc agagcctcgt cggggtccag ccccagggcc tttgcgagtc agacacttgg 
60 

ggcccttgct tgtggttttt ctgggagctt tgggccgagg gttccccgga cccttccctg 
120 

aacttttccg cagtttcaga ggagagtctg caagtgagag ctgcagtgac tgtgccttgt 
180 

gctcggcacc caagcagggc atgggagtct taagtggaac cagggcctca aggacaacag 
240 
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agagccgcat ggcagggtag acacctggat aaaagtgggc gggggaagcc cactgctgca 
300 

ccccgggcat tgct 

314 

<210> 1624 
<211> 103 
<212> PRT 

<213> Homo sapiens 

Met^roTly Val Gin Gin Trp Ala Ser Pro Thr His Phe Tyr Pro Gly 

Val Tyr Pro Ala Met Arg Leu Ser Val Val Leu Glu Ala Leu Val Pro 

20 25 30 



Leu Lys Thr Pro Met Pro Cys Leu Gly Ala Lys His Lys Ala Gin Ser 

Leu Gin Leu Ser Leu Ala Asp Ser Pro Leu Lys Leu Arg Lys Ser Ser 

50 ^ 
Gly Lys Gly Pro Gly Asn Pro Arg Pro Lys Ala Pro Arg Lys Thr Thr 

65 ™ 75 



Ser Lys Gly Pro Lys Cys Leu Thr Arg Lys Gly Pro Gly Ala Gly Pro 

85 *° 95 

Arg Arg Gly Ser Gly His Gin 

100 

<210> 1625 
<211> 619 
<212> DNA 

<213> Homo sapiens 



Icgcgtactc agcagcaagt tctgctgagc cccaaatcca cacagactga gcctggacca 
gggctgggcc ctccttatcc aagccaatcc agggaaacac tgtgctgact tcaaggcaga 
Jgggacaaga aagcatgact gtgcacaaat tggctttgca gccatctcca ccaggtagcc 
ctgggagcac ctgggaagaa gccgggccat gcagggagcc caacctcacc ctgcattcag 
aaccgggcct tggaatggcc tgatctgagc cctagcaccc ctgggaagcc gcccaccttt 
cttctggcct ctgggaagaa gatgggaatt ttaaggccat gggagaagac actcctggat 
tctttcagct tctccaccca ccccctgctc cagatgtaat ctgggaagac tggggagtca 
ggggcacagt gagttggagc aggggattgg agggtttgtg ggacagcctt ccagggcacc 
"aggagctg aattatttaa gccagctgcc cgtgggcccc gctcccagcc cttcctgttt 
acacagactc cgtccatagc agacaccttc ccagagcctg ggtgacaata ggctgggtgt 



600 

gctctctgca atcttatag 
619 
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<210> 1626 

<211> 106 

<212> PRT 

<213> Homo sapiens 



<400> 1626 
Met Asp Gly Val 
1 

Ala Ala Gly Leu 

20 

Pro Gin Thr Leu 
35 

Pro Val Phe Pro 
50 

Lys Glu Ser Arg 
65 

Phe Pro Glu Ala 

Leu Arg Ser Gly 

100 



Cys Val Asn Arg 
5 

Asn Asn Ser Ala 

Gin Ser Pro Ala 

40 

Asp Tyr He Trp 
55 

Ser Val Phe Ser 
70 

Arg Arg Lys Val 
85 

His Ser Lys Ala 



Lys Gly Trp Glu 
10 

Pro Glu Val Pro 
25 

Pro Thr His Cys 

Ser Arg Gly Trp 

60 

His Gly Leu Lys 
75 

Gly Gly Phe Pro 
90 

Arg Phe 
105 



Arg Gly Pro Arg 
15 

Trp Lys Ala Val 
30 

Ala Pro Asp Ser 
45 

Val Glu Lys Leu 

He Pro He Phe 

80 

Gly Val Leu Gly 

95 



<210> 1627 

<211> 481 

<212> DNA 

<213> Homo sapiens 



<400> 1627 
naccggtgcg 
60 

gatcaccagt 
120 

cacgaagtct 
180 

actggaaacc 
240 

caacaggaca 
300 

ctccacattg 
360 

ggcacctgca 
420 

gagtcgatcg 

480 

t 

481 



ttgtgcccat 
gggcgagggg 
atcgggatcc 
cggctgagtc 
cctacggcgg 
gccacgcgaa 
acctgagact 
ttgcagacat 



gccttgtcga 
gcaacgcgcg 
gctgacagac 
cagctcggac 
gcgcgtccag 
ggccatcgtc 
tgatgatact 
tgagtggtta 



acaaggccat 
tgcgcgcggg 
tccggtaaag 
ttcattcatc 
acccggttcc 
accgatttcg 
aatccaggca 
ggttactccc 



ataggccgta 
atgcaaatca 
ttcccgccac 
aggttgttcg 
cacctgagcc 
gcgttgccga 
ccgaggaaac 
cggcccacgt 



ccgacgtgag 
gtcatgatga 
ggcagaacct 
cgcggacatc 
taacggctac 
ggatttcggc 
cgagtatgtc 
tgtccacgcg 



<210> 1628 

<211> 104 

<212> PRT 

<213> Homo sapiens 



<400> 1628 

Met Ala Glu Pro Thr Gly Asn Pro Ala Glu Ser Ser Ser Asp Phe He 
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1 5 xu 

His Gin Val Val Arg Ala Asp He Gin Gin Asp Thr Tyr Gly Gly Arg 

20 25 
val Gin Thr Arg Phe Pro Pro Glu Pro Asn Gly Tyr Leu His He Gly 

35 40 45 

His Ala Lys Ala lie Val Thr Asp Phe Gly Val Ala Glu Asp Phe Gly 

Gly ?hr Cys Asn Leu Arg Leu Asp Asp Thr Asn Pro Gly Thr Glu Glu 

Thr Glu Tyr Val Glu Ser He Val Ala Asp He Glu Trp Leu Gly Tyr 

85 90 95 

Ser Pro Ala His Val Val His Ala 

100 

<210> 1629 

<211> 4519 

<212> DNA 

<213> Homo sapiens 



ccaaattgct gggaatgtcc aaagtgctac caggaggaca gctcggagaa agcccagaag 
cggaaaatgg aagagagtga cgaagaagct gtgcaagcca aagtcctgcg gcccctgcgg 
agctgcgatg agcctctcac gcccccgcct cattcaccca cttccatgct gcagctcatc 
"tgacccgg tttccccccg gggtatggtg actcggtcat cccctggggc tggccccagc 
gaccaccaca gtgccagccg cgatgagcgc ttcaaacggc ggcagttgct gcggctgcag 
gccacagagc gcaccatggt acgggaaaag gagaacaatc ccagcggcaa aaaggagctg 
Jctgaagttg agaaagccaa gatccgggga tcgtacctca ctgtcacgct acagaggccc 
accaaagagc tccacgggac atccattgtg cccaagctgc aggccatcac ggcctcctct 
gccaaccttc gccattcccc ccgtgtgcta gtgcagcact gcccagcccg aaccccccag 
cgtggggatg aggaggggct ggggggagag gaggaggaag aggaggagga ggaggaggaa 
gatgacagtg cagaggaggg gggtgcagcc aggctgaatg gccggggcag ttgggctcag 
ga^ggagacg aaagctggat gcagcgggag gtctggatgc ctgtcttccg ctacctcagc 
cgcagagaac tttgtgaatg tatgcgagtg tgcaagacgt ggtataaatg gtgctgcgac 
lagagacttt ggacaaaaat tgacttgagt aggtgtaagg ccattgtgcc ccaggccctc 
agtggcatca ccaagaggca gccagtcagc cttgacctca gttggaccaa catctctaaa 
aagcaactga catggctcgt caacaggctg ccaggactga aagacctcct cctagcaggc 
"ctcccggc ctgcagcctc tgccctcagc acctccagct gcccccttct caggaccctt 
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gatcttcggt gggcagtagg aaccaaggac cctcaaattc gggacttgct tactccaccg 
1080 

gctgacaaac caggtcagga caatcgcagc aagctccgga acatgaccga cttccggctg 
1X40 

gcaggccttg acaccacaga tgccacgctt cgcctcataa ttcgccacac gcccctcctg 
1200 

tctcgactcg acctcagcca ctgcagccac cttacagatc agtcctccaa tctactcacc 
1260 

gctgtcgggt cttccactcg ctactctctc acagagctca atatggcagg ttgcaataaa 

1320 

ttgacagacc agaccctgat ctacctacgg cgcattgcca acgtcacctt gatcgacctt 
1380 

cgaggatgca agcagatcac tcgaaaagcc tgcgagcact tcatctcaga cttgtccatc 
1440 

aacagcctct actgcctgtc tgacgagaag ctgatacaga agatcagcta agacacaccc 
1500 

agcccagatt caacaggaaa ccgatcttcc cctgactccc caccgaggag agcctctcct 
1560 

cgaccctgca cgggctctgg ggccagcgtc acactccctc tctgctctcc tgtcccttga 
1620 

gcccttcctc tacaggtggg gcagagaggg tggtggacac caggcttatc tgcctgctcc 
1680 

tctccctcct aaggaaaagg gagtagcaga ttgatctgag gggaaagcac aggctgtgct 

1740 

gtcgaggcgc ctgctcgctt actcgcctgc caggaggccg ggctctcagt ttggggtgtt 
1800 

tgtgcaacct tcatctgcac tgggccctgt gcccctcctc cccatccatg gtccccagca 
1860 

gtgcctggtt ctgagcaaac tcccagggaa gaaaacggcc ctgtctccat ggccaggttc 
1920 

ctgtggtgtc cagtgcgcgt ctctcctcca tcacactctc ccggcttgcg caggaggggc 
1980 

cagcagcccc aggagtccca gacccgtgcc gatcacactg gtgctgttga gatctcccaa 
2040 

acctcacgtc cttaaccgtg ctctccctcc tttcccctcc cttgagcttg gttctgccca 
2100 

gcactcgtgc ttgttcacat aattaggttt cccaccccag cctacccgac ttacttgcta 
2160 

gtctctatga ggtccttatt gcacttattg gggttgaagc tcttcagagg agctggaact 
2220 

gtctacccca gggacacacc catttcgttg ctacccaagt ggattctgag acaggcacca 
2280 

tctccttgtt ccccctctct cttttgcctc ccactgactg ccctttccca tgtgtcttca 
2340 

ttctgcctga agaaggcttt cccaggatgc acgtcctcag agggagcagc ctatctcccc 
2400 

caagccggag gcggcagagg actgggccaa gccccaacct gcctcccagc caggcccctc 

2460 

caggcctctg gtttagcgga gccccctgag cccaggcctg tgtctagccc cagtggctca 
2520 

ctgaactttc agggcagtca gggggtcctg cttagaagcc agtcaccagc cctctgcctg 
2580 

cagccatgga agggggcgtg cacgtgcctc tgcgtgtgtg gccgagtgta ttctgcgcgt 
2640 
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gtgtgcggag ggagggaggg aggggagcac ggtgtctccc gctccaccgc cctttgttga 

glcccaccag ctgccccctt ttacttcgca ttgaacggcc tgtccaaaga tcctctctct 
2760 

agggcagcag agagcttttt gcactttaaa aaaaaaaaga aagaaagaaa ggtcggaatt 
2820 

tcttccgggt caatattttt aagtgtgtga ggagatgctc agtagcagca gcctatggca 

agagctcaca aatgactgat gcaaatttgc actctgctcc ccctctgtaa ggatactgat 

agcacaacct cttcccccca ccccgccccg cctttcggtc gtccatccct gtccctttct 
3000 

ggccctcttc ctgtagccca gtctcaggct ttcctcttcc tgaagcccta cagagttagg 
gaatggagcc caggcaccag gggtctaaag tgtgagccac tgagaagaga gacgccaact 
gcacccttgc cacttccaaa gcaatagagg cagagtggtc ccctctttgc cacctaggcc 

3180 

agttttgacc ctggcactaa ctggccttag aagaaactgg atcctggtag ggggtggcat 

Stcgtttgtt tcctccaatc cgctgaatct tttgactgca ccttacaaac agcagtctgc 

3300 

tcccatgacc ctctgcccac ttccattggt ctccaggccc caataatctg gggttgaaac 

"tgaggaaa tgccagtgac ttattccaga gtgcctcagt taggggaact tctctgtaaa 

gaaccctggg tattgagcaa aaaccttatt atcgttaatg acctataatt ggaagcttcc 

Jgcctttttc tttggttgct cctgtggaaa atactgaaaa gattaccttg tttcatcttg 

Jtgtcttctt ataaaagggg aggtggagag accccttcag agcagggatt gtgccgggag 
3600 

agtgcccccg actttgggac atttcatcca cagaaatttc caagccaatg gtttcttttg 
3660 

ggttttggtt cttatgtttg ttttttgggg tttggaaaaa catgcatttt caccgtgcac 

3720 

gtaaattggt cagcagaaaa gggagcccag aaaaggcagc agatggacca tgcccttgct 

gggctttccc tttctttggg actgtgaggg gaaatggtcc ctagaggcga gggttggtcc 
3840 

atgtggagga aagaagtgtc tctgttgggg gacagaggaa cctggggagt ccatcgcacg 
3900 

tcctacaatc tgctcttaga cacggccttg ccaggagagc ctgccctcag actgcaggac 
3960 

cagaacccct gcctccatct ttccaagcac cggggcgaaa aaccacaaag gaaaggaaga 
4020 

aaatttatat atatataata taaaatcact tggtgattaa aaaaataacc gctccataaa 
4080 

caaaactcct aaagtcactt atgtttaaag ggtttggttg tgttttttgt ttttcggaga 

aacattgtaa acatatattt ctttgttgct gatttagagt caatctccaa tgttgtgcca 

aaaagtttaa attaaatgta agcattaagg ggataagtct tatgctatct cagttgacac 
4260 
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attgaggtta ttttgggcca gagaaggagg 
4320 

aagttctcca ctattggttt tagagagagc 
4380 

gggtgatatt tgtgtaataa aattcttaaa 
4440 

aatattttaa tctaggtttt gtttttgttt 
4500 

aggctttaaa aacaaaaaa 
4519 



<210> 1630 












<211> 496 












<212> PRT 












<213> Homo sapiens 








<400> 1630 












Pro 


Asn 


Cys 


Trp 


Glu 


Cys 


Pro 


Lys 


1 








5 








Lys 


Ala 


Gin 


Lys 


Arg 


Lys 


Met 


Glu 








20 










Ala 


Lys 


Val 


Leu 


Arg 


Pro 


Leu 


Arg 






35 










40 


Pro 


Pro 


His 


Ser 


Pro 


Thr 


Ser 


Met 




50 










55 




Ser 


Pro Arg Gly 


Met 


Val 


Thr 


Arg 


65 










70 






Asp 


His 


His 


Ser 


Ala 


Ser 


Arg 


Asp 










85 








Leu Arg 


Leu 


Gin 


Ala 


Thr 


Glu 


Arg 








100 










Asn 


Pro 


Ser Gly 


Lys 


Lys 


Glu 


Leu 






115 










120 


Arg 


Gly 


Ser 


Tyr 


Leu 


Thr 


Val 


Thr 




130 










135 




His 


Gly 


Thr 


Ser 


He 


Val 


Pro 


Lys 


145 










150 






Ala 


Asn 


Leu Arg 


His 


Ser 


Pro 


Arg 










165 








Arg 


Thr 


Pro 


Gin 


Arg 


Gly 


Asp 


Glu 








180 










Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 






195 










200 


Ala 


Ala 


Arg 


Leu 


Asn Gly 


Arg 


Gly 




210 










215 




Ser 


Trp 


Met 


Gin 


Arg 


Glu 


Val 


Trp 


225 










230 






Arg 


Arg 


Glu 


Leu 


Cys 


Glu 


Cys 


Met 










245 








Trp 


Cys 


Cys 


Asp 


Lys 


Arg 


Leu 


Trp 








260 










Lys 


Ala 


He 


Val 


Pro 


Gin 


Ala 


Leu 




275 










280 


val 


Ser 


Leu Asp 


Leu 


Ser 


Trp 


Thr 



aagctagttg gactttgttt tgttttccaa 

aaggacatct ttcctctgac acgtgggaat 

agacaaaaaa agaaatagcc tccaatggga 

gggggttttt gtttttttaa aaaaataaaa 



Cys 


Tyr 


Gin 


Glu 


Asp 


Ser 


Ser 


Glu 




10 










15 




Glu 


Ser 


Asp 


Glu 


Glu 


Ala 


Val 


Gin 


25 










30 






Ser Cys 


Asp 


Glu 


Pro 


Leu 


Thr 


Pro 










45 








Leu 


Gin 


Leu 


He 


His 


Asp 


Pro 


Val 








60 










Ser 


Ser 


Pro Gly Ala 


Gly 


Pro 


Ser 






75 










80 


Glu Arg 


Phe 


Lys 


Arg 


Arg 


Gin 


Leu 




90 










95 




Thr 


Met 


Val 


Arg 


Glu 


Lys 


Glu 


Asn 


105 










HO 






Ser 


Glu 


Val 


Glu 


Lys 


Ala 


Lys 


He 










125 








Leu 


Gin 


Arg 


Pro 


Thr 


Lys 


Glu 


Leu 








140 










Leu 


Gin 


Ala 


He 


Thr 


Ala 


Ser 


Ser 






155 










160 


Val 


Leu 


Val 


Gin 


His 


Cys 


Pro 


Ala 




170 










175 




Glu Gly 


Leu Gly Gly 


Glu 


Glu 


Glu 


185 










190 






Asp 


Asp 


Ser 


Ala 


Glu 


Glu 


Gly 


Gly 










205 








Ser Trp 


Ala 


Gin 


Asp 


Gly 


Asp 


Glu 








220 










Met 


Ser 


Val 


Phe 


Arg 


Tyr 


Leu 


Ser 






235 










240 


Arg 


val 


Cys 


Lys 


Thr 


Trp 


Tyr 


Lys 




250 










255 




Thr 


Lys 


He 


Asp 


Leu 


Ser 


Arg 


Cys 


265 










270 






Ser 


Gly 


He 


He 


Lys 


Arg 


Gin 


Pro 










285 








Asn 


He 


Ser 


Lys 


Lys 


Gin 


Leu 


Thr 
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290 295 300 

Trp Leu Val Asn Arg Leu Pro Gly Leu Lys Asp Leu Leu Leu Ala Gly 
305 310 315 320 

Cys Ser Trp Ser Ala val Ser Ala Leu Ser Thr Ser Ser Cys Pro Leu 

325 330 335 

Leu Arg Thr Leu Asp Leu Arg Trp Ala Val Gly He Lys Asp Pro Gin 

340 345 350 

lie Arg Asp Leu Leu Thr Pro Pro Ala Asp Lys Pro Gly Gin Asp Asn 

355 360 365 

Arq ser Lys Leu Arg Asn Met Thr Asp Phe Arg Leu Ala Gly Leu Asp 

370 375 380 

He Thr Asp Ala Thr Leu Arg Leu He lie Arg His Met Pro Leu Leu 
385 390 395 400 

Ser Arg Leu Asp Leu Ser His Cys Ser His Leu Thr Asp Gin Ser Ser 

405 410 415 

Asn Leu Leu Thr Ala Val Gly Ser Ser Thr Arg Tyr Ser Leu Thr Glu 

420 425 430 

Leu Asn Met Ala Gly Cys Asn Lys Leu Thr Asp Gin Thr Leu lie Tyr 

435 440 44S 

Leu Arg Arg He Ala Asn Val Thr Leu lie Asp Leu Arg Gly Cys Lys 

450 455 460 

Gin lie Thr Arg Lys Ala Cys Glu His Phe lie Ser Asp Leu Ser lie 
465 470 475 480 

Asn Ser Leu Tyr Cys Leu Ser Asp Glu Lys Leu He Gin Lys He Ser 

485 490 495 

<210> 1631 

<211> 330 

<212> DNA 

<213> Homo sapiens 

acgcgtg^c agccaagcct tagatgaaaa tgcgcttgct gacttttgtg cgatgcaatg 

tcagaacccg aacacacgtg cttcagacat ggcgggatgg aagacacttc agactctttt 

ccatgttgac tctcgcgacg agcttgttga gttgcttggc ttttcgaaag acgacattac 

caaccaagtt cagcaagctg tgggcgcctt gggtttaccg ccactagaag atgaaaacgc 

acaaggtgaa gatccggcgt cgcaggtccc gccagtcacc gacgaggacc ccactgcttt 
300 

cttcgatcaa gctccagatg tgcctctaga 
330 

<210> 1632 

<211> 92 

<212> PRT 

<213> Homo sapiens 

<400> 1632 . 

Met Gin Cys Gin Asn Pro Asn Thr Arg Ala Ser Asp Met Ala Gly Trp 

5 10 15 

Lys Thr Leu Gin Thr Leu Phe His Val Asp Ser Arg Asp Glu Leu Val 
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20 

Glu Leu Leu Gly 
35 

Ala Val Gly Ala 
50 

Gly Glu Asp Pro 
65 

Thr Ala Phe Phe 



Phe Ser Lys Asp 

40 

Leu Gly Leu Pro 
55 

Ala Ser Gin Val 
70 

Asp Gin Val Pro 
85 



25 

Asp He Thr Asn 

Pro Leu Glu Asp 

60 

Pro Pro Val Thr 
75 

Asp Val Pro Leu 
90 



30 

Gin Val Gin Gin 
45 

Glu Asn Ala Gin 

Asp Glu Asp Pro 

80 



<210> 1633 

<211> 259 

<212> DNA 

<213> Homo sapiens 



<400> 1633 
ngggggacgt 
60 

ctcgtccacg 
120 

ggattgttag 
180 

atgtcagggc 

240 

ttgttggcat 
259 



tggctatcaa 
ctggccctgg 
gtggatttac 
agtggttatg 
gggtcatga 



tcttgtcgga 
cccaggggtt 
gacttattcc 
gggtattgcc 



gctttcgtac 
cgtcgagcgg 
gccctcacgg 
tatcttttga 



tggcgacttt 
tgcggctatg 
tggaaaccgg 
cgagtgtcgt 



gctcgagctg 
catcggtacc 
ccaacgtgtg 
ggcaggtgca 



<210> 1634 

<211> 86 

<212> PRT 

<213> Homo sapiens 



<400> 1634 
Xaa Gly Thr Leu 
1 

Leu Leu Glu Leu 

20 

Ala Val Arg Leu 
35 

Tyr Ser Ala Leu 
50 

Trp Leu Trp Gly 
65 

Leu Leu Ala Trp 



Ala He Asn Leu 
5 

Leu Val His Ala 

Cys He Gly Thr 

40 

Thr Val Glu Thr 
55 

He Ala Tyr Leu 

70 

Val Met 
85 



Val Gly Ala Phe 
10 

Gly Pro Gly Pro 
25 

Gly Leu Leu Gly 

Gly Gin Arg Val 

60 

Leu Thr Ser Val 
75 



Val Leu Ala Thr 
15 

Gly Val Arg Arg 
30 

Gly Phe Thr Thr 
45 

Met Ser Gly Gin 

Val Ala Gly Ala 

80 



<210> 1635 

<211> 792 

<212> DNA 

<213> Homo sapiens 



<400> 1635 

nngtcccttt ttatgaaccg gcggactcgg ttggcgttgt ggggcagggg gtggtggagc 
60 
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aagatggcgg ctcatctgtc ctacggccga gtgaacctaa acgtgttgcg cgaggcggtg 
cg^cgcgagc tgcgcgagtt cctggacaag tgcgcaggaa gcaaggcaat agtttgggat 
gaatacctaa ctggaccctt tggcctgatt gcacagtatt cactattgaa ggaacatgaa 
gjggaaaaaa tgttcacact taaaggaaat cgtttgccgg cagctgatgt gaagaatata 

300 * 
attttttttg tcagacccag gctagagttg atggatataa tcgctgaaaa cgtgctcagt 

gaagatagac gaggcccaac gagagatttt catattctgt ttgtgccacg ccgtagcctg 

"gtgcgaac agcggttgaa ggatctgggt gtcttgggat cctttattca cagggaggag 

Jacagcttag atctcattcc atccgatggg gatctcttat ccatggaatc agagggtgca 

ttcaaagagt gctacctgga gggtgaccag acgagcctgt accacgcagc caaggggctg 

600 «. 

atgaccctgc aagctctgta tggaacgatc ccccagatct ttgggaaagg agaatgcgct 
660 

cgggtgagaa ccggctgctt tgtggtggta aaggagggcc cttcacaccc caaaagggag 
gaggaacggg aagctcctta caaacaaatt cagttgatct taattattta tgaatactgt 

780 

actcatgaat tc 
792 

<210> 1636 
<211> 243 
<212> PRT 

<213> Homo sapiens 



Met°Ila"la His Leu Ser Tyr Gly Arg Val Asn Leu Asn Val Leu Arg 

1 5 1° 15 

Glu Ala val Arg Arg Glu Leu Arg Glu Phe Leu Asp Lys Cys Ala Gly 

20 " 25 3° 

Ser Lys Ala lie Val Trp Asp Glu Tyr Leu Thr Gly Pro Phe Gly Leu 

35 40 45 

He Ala Gin Tyr Ser Leu Leu Lys Glu His Glu Val Glu Lys Met Phe 

SO 55 6° 

Thr Leu Lys Gly Asn Arg Leu Pro Ala Ala Asp Val Lys Asn He lie 

70 ^ 
Phe Phe val Arg Pro Arg Leu Glu Leu Met Asp lie He Ala Glu Asn 

85 9° 95 

val Leu Ser Glu Asp Arg Arg Gly Pro Thr Arg Asp Phe His He Leu 

100 105 110 

Phe val Pro Arg Arg Ser Leu Leu Cys Glu Gin Arg Leu Lys Asp Leu 

115 I 20 125 

Glv Val Leu Gly Ser Phe He His Arg Glu Glu Tyr Ser Leu Asp Leu 

130 140 
lie Pro Phe Asp Gly Asp Leu Leu Ser Met Glu Ser Glu Gly Ala Phe 

145 150 155 

Lys Glu Cys Tyr Leu Glu Gly Asp Gin Thr Ser Leu Tyr His Ala Ala 
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Lys Gly Leu Met 

180 

Phe Gly Lys Gly 
195 

Val Lys Glu Gly 
210 

Pro Tyr Lys Gin 
225 

His Glu Phe 



165 

Thr Leu Gin Ala 

Glu Cys Ala Arg 

200 

Pro Ser His Pro 
215 

He Gin Leu He 
230 



170 

Leu Tyr Gly Thr 
185 

Val Arg Thr Gly 

Lys Arg Glu Glu 

220 

Leu He He Tyr 
235 



175 

He Pro Gin He 
190 

Cys Phe Val Val 
205 

Glu Arg Glu Ala 

Glu Tyr Cys Thr 

240 



<210> 1637 

<211> 357 

<212> DNA 

<213> Homo sapiens 



<400> 1637 
ntcatgatga 
60 

cgttatcagt 
120 

cgcggtgaca 
180 

atccttggcc 
240 

ttggcgctca 
300 

cagagcttca 
357 



cacagacccc 
tggccgggca 
gctgcggcat 
tgccggacct 
ccccggacga 
acctgctgcc 



cgcgcaccca 
aaagctgtcc 
cctcggcgcc 
gcccaacagc 
actgtcggcg 
gcgcctcagc 



ggcttgatct 
attctcaatg 
tccggttccg 
ggccagtacc 
atccgcaact 
gccctggaca 



ccctgcaagg 
acgtgtgcct 
gcaagagcac 
actttgccgg 
cagntnnaat 
acgtcgccct 



catcggcaaa 
gtccatctcc 
cctgctcaat 
ccacgatatt 
ggttgtgttc 
gcccctg 



<210> 1638 

<211> 119 

<212> PRT 

<213> Homo sapiens 



<400> 1638 
Xaa Met Met Thr 
1 

Gly He Gly Lys 

20 

Asn Asp Val Cys 
35 

Gly Ala Ser Gly 
50 

Leu Asp Leu Pro 
65 

Leu Ala Leu Thr 

Met Val Val Phe 

100 

Asp Asn Val Ala 
115 



Gin Thr Pro Ala 
5 

Arg Tyr Gin Leu 

Leu Ser He Ser 

40 

Ser Gly Lys Ser 
55 

Asn Ser Gly Gin 
70 

Pro Asp Glu Leu 
85 

Gin Ser Phe Asn 
Leu Pro Leu 



His Pro Gly Leu 
10 

Ala Gly Gin Lys 
25 

Arg Gly Asp Ser 

Thr Leu Leu Asn 

60 

Tyr His Phe Ala 
75 

Ser Ala lie Arg 
90 

Leu Leu Pro Arg 
105 



He Ser Leu Gin 
15 

Leu Ser He Leu 
30 

Cys Gly He Leu 

45 

He Leu Gly Leu 

Gly His Asp He 

80 

Asn Ser Xaa Xaa 
95 

Leu Ser Ala Leu 
110 



1313 



BNSOOCID <WO 0053*73A2J_> 



WO O0/5H473 PCT/USOO/08621 



<210> 1639 

<211> 396 

<212> DNA 

<213> Homo sapiens 

<400> 1639 

acgcgtgtac gtgcgcgtgt gatttcacat gccctcaaag atattcttac tgaaggcgat 
60 

aaagttatcg ttatgggaca taagcgacca gatttagatg ctataggtgc agctatcgga 

gtttcgcgct ttgcatcaat gaataattta gaggcattta tcgttcttaa tgattctgat 
180 

attgatccga cattacgtcg tgttatggat gagattgata agaaaccgga actaaaagaa 

240 

cgctttgtaa catcggatga ggcttgggat atgatgactt ctaagacgac tgtcgttgtt 
300 

gtagatacac ataaacctga aatggtctta gatgaaaatg tcttaaataa agcaaaccgc 
360 

aaagtagtca ttgatcatca tagacgtggc gaaact 
396 

<210> 1640 
<211> 132 
<212> PRT 

<213> Homo sapiens 

<400> 1640 
Thr Arg Va 
l 



35 

Asn Leu Gli 
50 

Leu Arg Ar< 
65 



Arg 


Ala 


Arg 


Val 


He 


Ser 


His 


Ala 


Leu 


Lys 


Asp 


lie 


Leu 


5 








10 










15 




Asp 


Lys 


Val 


He 


Val 


Met 


Gly His 


Lys 


Arg 


Pro 


Asp 


Leu 


20 










25 










30 






Gly 


Ala 


Ala 


He 


Gly Val 


Ser 


Arg 


Phe 


Ala 


Ser 


Met 


Asn 








40 










45 








Ala 


Phe 


He 


Val 
55 


Leu 


Asn 


Asp 


Ser 


Asp 
60 


He 


Asp 


Pro 


Thr 


Val 


Met 


Asp 
70 


Glu 


He 


Asp 


Lys 


Lys 
75 


Pro 


Glu 


Leu 


Lys 


Glu 
80 


Thr 


Ser 


ASp 


Glu 


Ala 


Trp 


Asp 


Met 


Met 


Thr 


Ser 


Lys 


Thr 




85 








90 










95 


Glu 


Val 


Val 


Asp 


Thr 


His 


Lys 


Pro 


Glu 


Met 


Val 


Leu 


Asp 


100 








105 










110 


His 




Asn 


Lys 


Ala 


Asn 


Arg 


Lys 


Val 


Val 


He 


Asp 


His 


Arg 








120 










125 









115 

Arg Gly Glu Thr 
130 

<210> 1641 

<211> 376 

<212> DNA 

<213> Homo sapiens 

<400> 1641 

ttatcagcaa acgacagcag acaagagctc ctggggctct ggggaaatgc tgctgcctgc 
60 
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tggccaaacg aactgatgga tgggctcttg gagtgggaga gactgggcag aagctgtgtg 
120 

gggtgggtga cccccaacct aaagaaccca ctgagacaca tgtggcttcc ctcttccacc 
180 

ttcattgcct ccttccgtct agatgctggc aaggggggac ttggtggaca aagagagcta 
240 

ctattcattc aggagctatg ttacaccagt cactttacat gtgccacttg ctctgggtta 
300 

aactgtgcct cccctcactc atatgttgaa gtcctaaccc taactacctc agaatgggac 
360 

gttatttgga aaaaag 
376 

<210> 1642 

<211> 100 

<212> PRT 

<213> Homo sapiens 

<400> 1642 



Met 


Asp 


Gly 


Leu 


Leu 


Glu 


Trp Glu Arg Leu Gly Arg Ser Cys Val Gly 


± 








5 






10 15 


Trp 


Val 


Thr 


Pro 


Asn 


Leu 


Lys 


Asn Pro Leu Arg His Met Trp Leu Pro 








20 








25 30 


Ser 


Ser 


Thr 


Phe 


He 


Ala 


Ser 


Phe Arg Leu Asp Ala Gly Lys Gly Gly 






35 










40 45 


Leu 


Gly 


Gly 


Gin 


Arg 


Glu 


Leu 


Leu Phe He Gin Glu Leu Cys Tyr Thr 




50 










55 


60 


Ser 


His 


Phe 


Thr 


Cys 


Ala 


Thr 


Cys Ser Gly Leu Asn Cys Ala Ser Pro 


65 










70 




75 80 


His 


Ser 


Tyr 


Val 


Glu 


Val 


Leu 


Thr Leu Thr Thr Ser Glu Trp Asp Val 










85 






90 95 


He 


Trp 


Lys 


Lys 











100 



<210> 1643 

<211> 494 

<212> DNA 

<213> Homo sapiens 

<400> 1643 

aagcttccag aattccatag gaacccagct gcccttctgg tacctcagcg aggtggagcc 
60 

gagtgtctga gagcaggtgc aggagaaggt gtgggctcca cctgggcccc tgaagccagg 
120 

ggccagaatc cccagatcta ggtccaagag ggggctccat gacctcccca tgctgctcct 
180 

ctgcttggat ccaggatata agaaaggagg ggcacacact gtgggggaac tctggggtcc 

240 

cctgtgtgca tcagcgagtc ccgggtctgc cccaccagga tgcaaagggc ctggctgctc 
300 

cagccccacg ctcacagccc tataagtgca cgatggcacc ctatatcatc taagcggggc 
360 

cgcgcctcct gaggccttag ggacaccaga atgagccccc ctcggcggag tctggctctg 
420 
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ggtgtgtgga gatgccacct gggacgggaa 
480 

ccatcccccg tgtg 
494 



ccccaggtgc atggagcccc actgcagaca 



<210> 1644 
<211> 103 
<212> PRT 

<213> Homo sapiens 



<400> 1644 

Met Gly Leu Glu 
1 

Gly Leu Ala Asp 

20 

Ala Pro Pro Phe 
35 

Arg Ser Trp Ser 
50 

Gly Phe Arg Gly 
65 

Gin Thr Leu Gly 

Pro Met Glu Phe 

100 



Gin Pro Gly Pro 
5 

Ala His Arg Gly 
Leu Tyr Pro Gly 

40 

Pro Leu Leu Asp 
55 

Pro Gly Gly Ala 

70 

Ser Thr Ser Leu 
85 

Trp Lys Leu 



Leu His Pro Gly 
10 

Pro Gin Ser Ser 
25 

Ser Lys Gin Arg 

Leu Asp Leu Gly 

60 

His Thr Phe Ser 

75 

Arg Tyr Gin Lys 
90 



Gly Ala Asp Pro 
15 

Pro Thr Val Cys 
30 

Ser Ser Met Gly 
45 

He Leu Ala Pro 

Cys Thr Cys Ser 

80 

Gly Ser Trp Val 
95 



<210> 1645 

<211> 330 

<212> DNA 

<213> Homo sapiens 



<400> 1645 

nnagatctgt cggataatgg 
60 

aggagccggt ctctgaaaca 
120 

accctggacg atgtcctgca 
180 

cagtcactat ccgtggctga 
240 

ttgggcacca atcctaaact 
300 

ggggccaaga tgctagccaa 
330 



ctttggctcc gacatggtga 
cgtggccctt ggaaggaact 
tcggatagcc cagctaatgc 
gtcgcggttg aagcagggtg 
gacagcgctg gatatcagtg 
ggctctacgc 



cactggtgct tgccatcggg 
tcaacgttcg gtgcaaggag 
aggatgacga ctgtcctttg 
ccagcatcct gatccgggct 
gcaatgccat aggggatgct 



<210> 1646 
<211> 110 
<212> PRT 

<213> Homo sapiens 



X 4 aa°Lp 6 LL Ser Asp Asn Gly Phe Gly Ser Asp Met Val Thr Leu Val 

5 10 15 

Leu Ala lie Gly Arg Ser Arg Ser Leu Lys His Val Ala Leu Gly Arg 
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20 

Asn Phe Asn Val 
35 

lie Ala Gin Leu 
50 

Val Ala Glu Ser 
65 

Leu Gly Thr Asn 

lie Gly Asp Ala 

100 



Arg Cys Lys Glu 

40 

Met Gin Asp Asp 
55 

Arg Leu Lys Gin 

70 

Pro Lys Leu Thr 
85 

Gly Ala Lys Met 



25 

Thr Leu Asp Asp 

Asp Cys Pro Leu 

60 

Gly Ala Ser lie 
75 

Ala Leu Asp lie 
90 

Leu Ala Lys Ala 
105 



30 

Val Leu His Arg 
45 

Gin Ser Leu Ser 

Leu lie Arg Ala 

80 

Ser Gly Asn Ala 
95 

Leu Arg 
110 



<210> 1647 

<211> 501 

<212> DNA 

<213> Homo sapiens 



<400> 1647 
aggccgctcg 
60 

gtaccggagg 
120 

cgcgac.tgcg 
180 

ccccggcttt 
240 

ttacacacaa 
300 

gccacatctg 
360 

agtccaagtg 
420 

gggacctgca 
480 

cctttggccc 
501 



gtgatccgcg 
ctcgggctcc 
cagggcgggg 
agactggacc 
tgaatggggg 
tccccatcgg 
gcacagagct 
agtgcggtct 
cggtgacccc 



gcggcggcag 
accgaccctc 
ccggccgaac 
ccacaatgtt 
caatgagagc 
ctggcagcgc 
gtcttccttg 
ggagtgtcca 

g 



cggcgcttcc 
ctcccacccc 
catgggccgc 
tgcagagatg 
agtggagcag 
tgtgtgcgag 
gagcaaaccc 
cttaatgtcc 



tgctaggacc 
ctcccactca 
ggtgtgggct 
ttcaggcacg 
acagagctgg 
agggtgctgt 
ggagctacct 
ccaaggtttt 



ggccggggcc 
ccctctgggc 
aagctggtgg 
cgggagctga 
gggccctgtg 
gctctacatc 
cctcagcgat 
caactttgac 



<210> 1648 • 

<211> 84 

<212> PRT 

<213> Homo sapiens 



<400> 1648 
Met Asn Gly Gly 
1 

Val Ala Thr Ser 

20 

Ala Val Leu Tyr 
35 

Gin Thr Arg Ser 
50 

Glu Cys Pro Leu 
65 

Pro Val Thr Pro 



Asn Glu Ser Ser 
5 

Val Pro He Gly 

He Ser Pro Ser 

40 

Tyr Leu Leu Ser 
55 

Asn Val Pro Lys 
70 



Gly Ala Asp Arg 
10 

Trp Gin Arg Cys 
25 

Gly Thr Glu Leu 

Asp Gly Thr Cys 

60 

Val Phe Asn Phe 
75 



Ala Gly Gly Pro 
15 

Val Arg Glu Gly 
30 

Ser Ser Leu Glu 
45 

Lys Cys Gly Leu 

Asp Pro Leu Ala 

80 
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<210> 1649 

<211> 441 

<212> DMA 

<213> Homo sapiens 

gcgtcggcag ctgaacgggt gctactggca atcggcgaac ccgaactgct ggatacgtcc 
Iccaactcac ggttgtcgcg catcttctcc aacaaggtga tccggcgcta tccggccttt 
gaagacttcc acgggatgga agaatgcatc gatcagatcg tttcgtattt ccgccacgcc 
gcccaaggcc tggaagagaa gaaacagatc ctttacctgc tcggccccgt cggcggcggt 
!aatcgtccc cggccgaaaa gctgaaacag ctgatcgaga aggtcccctt ctacgccatc 
lagggctcgc cggtcttcga gtcgcccctg gggttgttca acgccactga agacggcgcg 
atcctcgagg aagacttcgg gattccacgg cgttacctga acaccatcat gtcgccctgg 

420 

gcgaccaagc gcctggccga a 

441 

<210> 1650 
<211> 147 
<212> PRT 

<213> Homo sapiens 

<400> 1650^ ^ ^ ^ l ^ Gly Qlu prQ 

15 



III Ser Ala Ala Glu Arg Val Leu Leu Ala lie Gly Glu Pro Glu Leu 

Leu Asp Thr ser Thr Asn Ser Arg Leu Ser Arg He Phe Ser Asn Lys 

val lie Arg Arg Tyr Pro Ala Phe Glu Asp Phe His Gly Met Glu Glu 

cys lie Asp Gin lie Val Ser Tyr Phe Arg His Ala Ala Gin Gly Leu 

5 5 

Glu Glu Lys Lys Gin lie Leu Tyr Leu Leu Gly Pro Val Gly Gly Gly 

Lys Ser Ser Leu Ala Olu Lys Leu Lys Gin Leu lie Glu Lys Val Pro 

Phe Tyr Ala lie Lys Gly Ser Pro Val Pne Glu Ser Pro Leu Gly Leu 

Phe Asn Ala Thr Glu Asp Gly Ala 111 Leu Glu Glu Asp Phe Gly lie 

120 125 



Pro Arg Arg Tyr Leu Asn Thr III Met Ser Pro Trp Ala Thr Lys Arg 

130 

Leu Ala Glu 
145 

<210> 1651 
<211> 408 



135 ^° 
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<212> DNA 

<213> Komo sapiens 



<400> 1651 

nccgcggatc 
60 

cgccgcgagc 
120 

gtacactccc 
180 

accggtgcgg 

240 

catggctcgt 
300 

ctgcgcgatt 
360 

ctcggcgccg 
408 



cctccggcat 
tttccgaacg 
tcgcattcgc 
acnaagacgc 
ggcccgcgga 
tccttttgcg 
agcacggccg 



cctggttatc 
cctcgaggat 
gttgctgcgc 
cgttatccgc 
gatgcgcccc 
ttccattgaa 
ccccatgtgg 



gctccctcga 
tacgccgcac 
acagcggccg 
gagctgctca 
gcgtggaatn 
cgcggcctgg 
tctgcggcgg 



aggaatccgg 
aaacttccat 
aggaggagct 
cgggccaagc 
natgtgggct 
gaccgggtga 
gtgaattc 



agcccgactg 
ggtgcgttcc 
gcgccttatt 
agaagacgga 
ttcgcggcag 
cctagagagc 



<210> 1652 
<211> 136 
<212> PRT 

<213> Homo sapiens 



<400> 1652 

Xaa Ala Asp Pro 

1 

Gly Ala Arg Leu 

20 

Ala Gin Thr Ser 

35 

Leu Arg Thr Ala 
50 

Xaa Asp Ala Val 
65 

His Gly Ser Trp 

Leu Ser Arg Gin 

100 

Leu Gly Pro Gly 
115 

Met Trp Ser Ala 
130 



Ser Gly lie Leu 
5 

Arg Arg Glu Leu 

Met Val Arg Ser 

40 

Ala Glu Glu Glu 
55 

lie Arg Glu Leu 
70 

Pro Ala Glu Met 
85 

Leu Arg Asp Phe 

Asp Leu Glu Ser 

120 

Ala Gly Glu Phe 
135 



Val He Ala Pro 
10 

Ser Glu Arg Leu 
25 

Val His Ser Leu 

Leu Arg Leu lie 

60 

Leu Thr Gly Gin 

75 

Arg Pro Ala Trp 
90 

Leu Leu Arg Ser 
105 

Leu Gly Ala Glu 



Ser Lys Glu Ser 
15 

Glu Asp Tyr Ala 
30 

Ala Phe Ala Leu 
45 

Thr Gly Ala Asp 

Ala Glu Asp Gly 

80 

Asn Xaa Cys Gly 
95 

He Glu Arg Gly 
110 

His Gly Arg Pro 
125 



<210> 1653 

<211> 398 

<212> DNA 

<213> Homo sapiens 



<400> 1653 

ccagcctctc tccgaccgcg tccttcttcc 
60 

tcacccgcgc acatggccat cgctccaccg 
120 



ggccatacgg cacccaatgt cgcgtcacca 
gacgagttga gtgacaagat ccggtgcatt 
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ccgcgcaccc ttgaacctgg tgacagtgtg aaggagattc tcaacacgtc gcgtgtcgtc 
ggcattgacg cccagagcag cctgcttatt gctggtgctc agcatctgta cttgttggac 
Jatcacttcc agcgtccgaa cggtgaaacc gtcaatgtct gggaagctcc gccacacgag 



300 

cgcgatgcct tgatcgtggc ggccggtgtc gcacaggtgg cacaaagcag cacacccgtg 
360 

cagatatggc gctgggaaca gctccgacct tgtctaga 
398 

<210> 1654 

<211> 132 

<212> PRT 

<213> Homo sapiens 

Pro°Ala 6 Ier Leu Arg Pro Arg Pro Ser Ser Gly His Thr Ala Pro Asn 

1 5 10 15 

Val Ala Ser Pro Ser Pro Ala His Met Ala lie Ala Pro Pro Asp Glu 

20 25 30 , . 

Leu Ser Asp Lys lie Arg Cys lie Leu Arg Thr Leu Glu Pro Gly Asp 

35 40 45 

Ser Val Lys Glu lie Leu Asn Thr Ser Arg Val Val Gly lie Asp Val 

50 55 60 

Gin ser Ser Leu Leu lie Ala Gly Ala Gin His Leu Tyr Leu Leu Asp 

65 70 75 80 

Asp Tyr Phe Gin Arg Pro Asn Gly Glu lie Val Asn Val Trp Glu Ala 

85 9° 95 

Pro Pro His Glu Arg Asp Ala Leu lie Val Ala Ala Gly Val Ala Gin 

100 105 11° 

val Ala Gin Ser Ser Thr Pro Val Gin lie Trp Arg Trp Glu Gin Leu 

115 120 125 

Arg Leu Cys Leu 
130 

<210> 1655 

<211> 1115 

<212> DNA 

<213> Homo sapiens 

nccctgacct gacctgtcct cgccatggcc gaggccgcct ccggcgccgg gggcacgtcc 

"ggagggcg agcgtggcaa gaggcccccg ccggagggcg agcctgcagc cccggcgtcc 

ggagttctgg ataagctttt cggaaagcgg ctcctgcagg ctggtcgcta cctggtgtcc 

cacaaggcgt ggatgaagac ggtgcctaca gagaactgcg acgtgctgat gaccttccca 

gacacgaccg atgaccacac gctgctatgg ctgctgaacc acatccgcgt gggcattccc 

gagctcatcg tgcaagtccg ccaccaccgc cacacgcgtg cctacgcctt ctttgtcacc 
360 
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gccacgtatg agagcctact ccgaggggcc gacgagctgg gtctgcgcaa agcagtgaag 
420 

gccgagcttg gcgggggcac ccgcggcttc tcctgcgagg aggactttat ctatgagaat 
480 

gtggagagcg agctacgctt cttcacctcc caggaacgcc agagcatcat ccgcttctgg 
540 

ctgcagaatt tgcgtgccaa gcagggagaa gcactccaca acgtgcgctt cctggaggac 
600 

cagccaatca tcccggagct ggcagcacgt gggatcatcc agcaggtgtt ccctgtccac 
660 

gagcagcgta ttctgaaccg cctcatgaag tcatgggtgc aggccgtgtg tgaaaaccag 
720 

cctctagacg acatctgtga ttactttggt gtgaaaattg ccatgtactt cgcctggctg 
780 

ggcttctaca cgtcggctat ggtataccca gctgtcttcg ggtctgtcct gtacacattc 
840 

acagaggctg atcagacaag ccgggatgtt tcctgcgtgg tctttgccct cttcaacgtg 
900 

atctggtcga cgctgttcct ataggaatgg aagcgtatag gggctgagct gggatataat 
960 

tgggggacgc tggactcacc ctgggaagcc gtggaggagc cacgccccca gttcaggtgc 
1020 

gtgcgacgta tcatccccat cactcgggcc gaggagttct actacccgcc ctggaagcgg 
1080 

ctgctcttcc agctgcttgc tagcctccgc ctgtg 
1115 

<210> 1656 
<211> 299 
<212> PRT 

<213> Homo sapiens 
<400> 1656 



Met 


Ala 


Glu 


Ala 


Ala 


Ser Gly Ala Gly 


Gly 


Thr 


Ser 


Leu 


Glu 


Gly 


Glu 


l 








5 










10 










15 




Arg 


Gly 


Lys 


Arg 


Pro 


Pro 


Pro 


Glu 


Gly 


Glu 


Pro 


Ala 


Ala 


Pro 


Ala 


Ser 




20 










25 










30 






Gly 


Val 


Leu 
35 


Asp 


Lys 


Leu 


Phe 


Gly 

40 


Lys 


Arg 


Leu 


Leu 


Gin 

45 


Ala 


Gly 


Arg 


Tyr 


Leu 


Val 


Ser 


His 


Lys 


Ala 


Trp 


Met 


Lys 


Thr 


Val 


Pro 


Thr 


Glu 


Asn 


50 










55 










60 










Cys 


Asp 


Val 


Leu 


Met 


Thr 


Phe 


Pro 


Asp 


Thr 


Thr 


Asp 


Asp 


His 


Thr 


Leu 


65 








70 










75 










80 


Leu 


Trp 


Leu 


Leu 


Asn 


His 


He 


Arg 


Val 


Gly 


lie 


Pro 


Glu 


Leu 


He 


Val 








85 










90 










95 




Gin 


val 


Arg 


His 


His 


Arg 


His 


Thr 


Arg 


Ala 


Tyr 


Ala 


Phe 


Phe 


Val 


Thr 






100 










105 










110 






Ala 


Thr 


Tyr 


Glu 


Ser 


Leu Leu Arg Gly 


Ala 


Asp 


Glu 


Leu 


Gly 


Leu 


Arg 






115 










120 










125 








Lys 


Ala 


Val 


Lys 


Ala 


Glu 


Phe 


Gly Gly 


Gly 


Thr 


Arg 


Gly 


Phe 


Ser 


Cys 




130 










135 










140 










Glu 


Glu 


Asp 


Phe 


He 


Tyr 


Glu 


Asn 


Val 


Glu 


Ser 


Glu 


Leu 


Arg 


Phe 


Phe 


145 








150 










155 










160 


Thr 


Ser 


Gin 


Glu 


Arg 


Gin 


Ser 


He 


He 


Arg 


Phe 


Trp 


Leu 


Gin 


Asn 


Leu 
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Arg Ala Lys Gin 

180 

Gin Pro lie He 
195 

Phe Pro Val His 
210 

Val Gin Ala Val 
225 

Phe Gly Val Lys 

Ser Ala Met Val 

260 

Thr Glu Ala Asp 
275 

Leu Phe Asn Val 
290 



165 

Gly Glu Ala Leu 

Pro Glu Leu Ala 

200 

Glu Gin Arg He 
215 

Cys Glu Asn Gin 
230 

He Ala Met Tyr 
245 

Tyr Pro Ala Val 

Gin Thr Ser Arg 

280 

He Trp Ser Thr 

295 



170 

His Asn Val Arg 
185 

Ala Arg Gly lie 

Leu Asn Arg Leu 

220 

Pro Leu Asp Asp 
235 

Phe Ala Trp Leu 
250 

Phe Gly Ser Val 
265 

Asp Val Ser Cys 
Leu Phe Leu 



175 

Phe Leu Glu Asp 
190 

lie Gin Gin Val 
205 

Met Lys Ser Trp 

lie Cys Asp Tyr 

240 

Gly Phe Tyr Thr 
255 

Leu Tyr Thr Phe 
270 

Val Val Phe Ala 
285 



<210> 1657 

<211> 333 

<212> DNA 

<213> Homo sapiens 



<400> 1657 
tgtagaggct 
60 

gcacggagac 
120 

ttggagcccg 
180 

tctcccaaaa 
240 

ccacgcggcc 
300 

gcgtggacat 
333 



cgaggtcatc 
gcggcgtcag 
cgggcttccc 
ctgctccggg 
cgtgtaagtg 
ccgcccctgc 



cggaccatgt 
cacggacagc 
gcgccgcttc 
caggggcgct 
gcccactcct 
tagcatcagg 



ggtccaggac 
acgcagtctg 
agggggcggg 
ccagcagcct 
gcggcgacat 
get 



gcccccgtcc 
tgagcctctg 
cggcagctcg 
ctgeatgaga 
tccacggcgg 



tccgggcccc 
caggcagttc 
ggceggtact 
eggaeggcat 
gggtaccctc 



<210> 1658 
<211> 108 
<212> PRT 

<213> Homo sapiens 



<400> 1658 
Met Leu Ala 
1 

Val Ala Ala 

Ser His Ala 
35 

Glu Val Pro 
50 

Pro Ala Gly 
65 

Ser Val Leu 



Gly Ala 
5 

Gly Val 
20 

Glu Ala 
Ala Arg 
Ser Lys 
Thr Pro 



Asp Val His Ala Arg Val Pro Pro Pro Trp Asn 

10 15 
Gly His Leu His Gly Pro Arg Gly Cys Arg Pro 

25 30 
Ala Gly Ala Pro Leu Pro Gly Ala Val Leu Gly 

40 45 

Ala Ala Ala Arg Pro Leu Lys Arg Arg Gly Lys 

55 60 
Asn Cys Leu Gin Arg Leu Thr Asp Cys Val Leu 
70 75 80 

Arg Leu Arg Ala Gly Pro Gly Gly Arg Gly Arg 



1322 



BNSDOCID: <WO 0058473A2J_> 



WO 00/58473 



PCT/US00/O8621 



85 90 95 

Pro Gly Pro His Gly Pro Asp Asp Leu Glu Pro Leu 

100 105 

<210> 1659 

<211> 382 

<212> DNA 

<213> Homo sapiens 

<400> 1659 

nnaagcttat ttgttattac taatattttc cgtgaccaga tgggccgcta tggtgagatt 

60 

tacacaactt acaagatgat tttggatgct attcgtaagg tgcctactgc cactgttctc 
120 

cttaatggag acagtccact tttctacaag ccagctattc caaatcctgt acagtatttt 
180 

ggttttgact tggagaaagg cccagcccaa ctggctcact ataataccga aggaattctc 
240 

tgtcccgact gccaaggcat cctcaaatat gagcataata cctatgcaaa cttgggcgcc 
300 

tatatctgtg aagactgtgg atgtaaacgt cctgatctcg actatcgctt gacagaactg 
360 

gttgagttaa ccaacaatcg cn 
382 

<210> 1660 

<211> 127 

<212> PRT 

<213> Homo sapiens 

<400> 1660 



Xaa 


Ser Leu 


Phe 


val 


He 


Thr 


Asn 


He 


Phe Arg Asp 


Gin 


Met 


Gly 


Arg 


1 






5 










10 






15 




Tyr Gly Glu 


lie 


Tyr 


Thr 


Thr 


Tyr 


Lys 


Met He Leu 


Asp 


Ala 


He 


Arg 






20 










25 






30 






Lys 


val Pro 


Thr 


Ala 


Thr 


Val 


Leu 


Leu Asn Gly Asp 


Ser 


Pro 


Leu 


Phe 


35 










40 






45 








Tyr 


Lys Pro 
50 


Ala 


He 


Pro 


Asn 
55 


Pro 


Val 


Gin Tyr Phe 
60 


Gly 


Phe 


Asp 


Leu 


Glu 


Lys Gly 


Pro 


Ala 


Gin 


Leu 


Ala 


His 


Tyr Asn Thr 


Glu 


Gly 


He 


Leu 


65 






70 








75 








60 


Cys 


Pro Asp 


Cys 


Gin 
85 


Gly 


He 


Leu 


Lys 


Tyr Glu His 
90 


Asn 


Thr 


Tyr 
95 


Ala 


Asn 


Leu Gly 


Ala 

100 


Tyr 


lie 


Cys 


Glu 


Asp 
105 


Cys Gly Cys 


Lys 


Arg 
110 


Pro 


Asp 


Leu 


Asp Tyr 
115 


Arg 


Leu 


Thr 


Glu 


Leu 
120 


Val 


Glu Leu Thr 


Asn 
125 


Asn 


Arg 





<210> 1661 

<211> 524 

<212> DNA 

<213> Homo sapiens 

<400> 1661 
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acgcgtcgat gatcatggag aagacgcggg ccggctcctt gcctgtgacc ttcttgtaca 
gctgcgggta gtagagctcc aggctctcga ggaaggccac gcagcccttg tggccggtcc 
gctgcaggat gtccaggagc acacccactt tccgtttgcg gatgaccagg ttggggtcgc 



180 



tgagcacctg ctcctcatca tcagggttca ggaccttgca ctgccgcagg taaggtgtga 



240 



tgcgtgaggg gtcgatgacc gaggtgagcg tcacccggaa gccctccagg acgttccagc 



300 



actcgtcatc gttctcgcag tccgacatgg cctcagcagg caggctgggg agtgtggggc 



360 



agtgctgaga gcgatgccgg ctcctgcccc cacccgggcc cagctcccac tccttctcag 



420 



acgctgggcc agggctctcg tcagggcatc gagggggatc agcccaggcg catccaggag 

480 

aggtgcccag ctccgtgtcc catcccacgc ttgatcgctg catg 
524 

<210> 1662 
<211> 174 
<212> PRT 

<213> Homo sapiens 

M e t°Gln 6 Lg Ser Ser Val Gly Trp Asp Thr Glu Leu Gly Thr Ser Pro 

15 10 IS 

Gly Cys Ala Trp Ala Asp Pro Pro Arg Cys Pro Asp Glu Ser Pro Gly 

20 25 30 

Pro Ala Ser Glu Lys Glu Trp Glu Leu Gly Pro Gly Gly Gly Arg Ser 

35 40 45 

Arq His Arg Ser Gin His Cys Pro Thr Leu Pro Ser Leu Pro Ala Glu 

50 55 60 

Ala Met Ser Asp Tyr Glu Asn Asp Asp Glu Cys Trp Asn Val Leu Glu 
65 70 75 80 

Gly Phe Arg Val Thr Leu Thr Ser Val lie Asp Pro Ser Arg He Thr 

85 9° 95 

Pro Tyr Leu Arg Gin Cys Lys Val Leu Asn Pro Asp Asp Glu Glu Gin 

100 105 • I" 

Val Leu Ser Asp Pro Asn Leu Val lie Arg Lys Arg Lys Val Gly Val 

H5 120 I 25 

Leu Leu Asp lie Leu Gin Arg Thr Gly His Lys Gly Tyr Val Ala Phe 

130 ' 135 1*0 

Leu Glu Ser Leu Glu Leu Tyr Tyr Pro Gin Leu Tyr Lys Lys Val Thr 
145 150 155 160 

Gly Lys Glu Pro Ala Arg Val Phe Ser Met lie He Asp Ala 

165 170 

<210> 1663 
<211> 321 
<212> DNA 

<213> Homo sapiens 
<400> 1663 
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nnagtacttg tcatgattac gcctagtttg ggtatctatt tctctcagcg ttctcagatc 
60 

tcccgaaccc aagacgacga ggctcggaca cgcgcctcta tctcgaccct tcaagacgag 
120 

gtcaagaggt ggcacgatcc cgactacgtc cgtgctcagg cgcgctccca gctcggctgg 
180 

gtgatgccgg gcgaaactgg gtatcaggtc attggagaaa acggtaaggt cattggatcg 
24 0 

acgacttctt tggacgaaaa agatccggcg agtgaagcca gcgccgacgc tcggtggtgg 
300 

caagaggctt gcggatcagt c 
321 

<210> 1664 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 1664 

Xaa Val Leu Val Met He Thr Pro Ser Leu Gly He Tyr Phe Ser Gin 

15 10 15 

Arg Ser Gin He Ser Arg Thr Gin Asp Asp Glu Ala Arg Thr Arg Ala 

20 25 30 

Ser He Ser Thr Leu Gin Asp Glu Val Lys Arg Trp His Asp Pro Asp 

35 40 45 

Tyr Val Arg Ala Gin Ala Arg Ser Gin Leu Gly Trp Val Met Pro Gly 

50 55 60 

Glu Thr Gly Tyr Gin Val lie Gly Glu Asn Gly Lys Val He Gly Ser 
65 70 7S 80 

Thr Thr Ser Leu Asp Glu Lys Asp Pro Ala Ser Glu Ala Ser Ala Asp 

85 90 95 

Ala Arg Trp Trp Gin Glu Ala Cys Gly Ser Val 

100 105 

<210> 1665 

<211> 431 

<212> DNA 

<213> Homo sapiens 

<400> 1665 

gcttccgaac tcatcaagaa gctcaagagg tataaaatgg ttttgcgctc taccggcggc 
60 

ggcccgacta tctccggtgg tgaagtactc atgcaacgcg cttttgcgtg gaacttgctc 
120 

atgagtgcta agtcgatggg cattcatacc tgtatcgata cctccggttt tttgggggct 
180 

gcggcaacag atgacttttt agagtctgtt gatttggtgt tgctcgacgt caaatcggga 
240 

gatgaagaaa tctaccgtgc cctcaccggc agagcgttgc aacctaccat cgattttggt 
3 00 

gatcgtctca ccgcgctcgg taaagaaatc tggattcggt tcgttgtggt ccccggatac 
360 

accgactcgg tagagaacgt ggaaaaggtt gccgatatcg tccgcagatg gcgcaccgct 
420 
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gtttcacgcg t 

431 

<210> 1666 

<211> 143 

<212> PRT 

<213> Homo sapiens 



S: 0 S."S« Leu lie Ly S Lys Leu Lys Arg Tyr Lys Met Val Leu Arg 
sL Thr Gly Gly Gly Pro Thr lie Ser lly Gly Olu Val Leu Met Gin 
Arg Ala Phe 1 Trp Asn Leu Leu Met Ser Ala Lys Ser Met Gly He 
His Thr Cys lie Asp Thr Ser Gly Phe Leu Gly Ala Ala Ala Thr Asp 
Asp Phe Leu Glu Ser Val Asp Leu Val Leu Leu Asp Val Lys Ser Gly 
Asp Glu Glu lie Tyr Arg Ala Leu Thr Gly Arg Ala Leu Gin Pro Thr 

8 5 *^ 
He Asp Phe Gly Asp Arg Leu Thr Ala Leu Gly Lys Glu lie Trp lie 

100 105 
Arg Phe Val Val Val Pro Gly Tyr Thr Asp Ser Val Glu Asn Val Glu 

Lys val III Asp lie Val Arg Arg Trp Arg Thr Ala Val Ser Arg 

135 140 



130 

<210> 1667 
<211> 370 
<212> DNA 

<213> Homo sapiens 



'tccgctgaga ccagcgttgg tgacttccca ggtgagactg tccgcaccat ggccaagatc 
gStgagtcta ctgaggcccg tggcttggac aagatcgcca agatcgactg ggatccgcac 
accaccagtg gcatcatgtc gaaggcagct gctgagatcg ctgagcgcgc cgaggccaag 
ttcatcgtgg cctttaccaa gtccggtgac accgcccgtc gtatcgctcg tctgcgtccg 
agcaccccgc tcatcgtttt cacctctgat gagaccacga ccaagaccct cgcctgggtc 
Jggggcgctc acgccgtcgt taccccggtg tttaagaatg cggaggagct gtaccgctgg 



360 

gttaacgcgt 
370 

<210> 1668 

<211> 123 

<212> PRT 

<213> Homo sapiens 
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<400> 1668 

Ser Ala Glu Thr Ser Val Gly Asp Phe Pro Gly Glu Thr Val Arg Thr 

15 10 15 

Met Ala Lys He Val Glu Ser Thr Glu Ala Arg Gly Leu Asp Lys He 

20 25 30 

Ala Lys He Asp Trp Asp Pro His Thr Thr Ser Gly He Met Ser Lys 

35 40 45 

Ala Ala Ala Glu He Ala Glu Arg Ala Glu Ala Lys Phe He Val Ala 

50 55 60 

Phe Thr Lys Ser Gly Asp Thr Ala Arg Arg He Ala Arg Leu Arg Pro 
65 70 75 80 

Ser Thr Pro Leu lie Val Phe Thr Ser Asp Glu Thr Thr Thr Lys Thr 

85 90 95 

Leu Ala Trp Val Trp Gly Ala His Ala Val Val Thr Pro Val Phe Lys 

100 105 HO 

Asn Ala Glu Glu Leu Tyr Arg Trp Val Asn Ala 
115 120 

<210> 1669 
<211> 1491 
<212> DNA 

<213> Homo sapiens 
<400> 1669 

ggatcctgca gtggtgatct gtcatcgtca cgtcacagaa ctgaacatgg aaatgaacaa 
60 

cgaaaactcc acccccttct caaacgagtt attcctagct ccgcccccag tccttgcctc 
120 

tcccagcctt ggtggtaatt agcttgaaag tgggaacgag agtgcggtcc gcaaagaaag 
180 

gacttctggt tagacactga aatacaaaca gactgccaac gagctctggg caaagctgcc 
240 

ccgtcttctt ttttcgaaag accctcaaaa actgcctttc cttctgctac caaaacttgg 
300 

gccctagaaa gtggctgcgg agtggagcag atggacatca ctgagaatgg tagaggaggg 
360 

gctgtgtttt ctgaggggga gtcatggcag cttgtgctgg gggccaggaa gggaaaaaac 
420 

caatctggca ttcaggttgt ggaaggcaaa gtgaaacaag aagtcatttg ggaaaatatt 
480 

atattataaa cacatagaat aatatgtaca cgctcatata catcccaaag agaagcctca 
540 

aggagttccg tttcttctca aaagaaactt cactatgata aagcattcct atagtgggaa 
600 

ttaactacaa tgaaataatt taacaatttc atttatgcta tatctgtgtc cactacagag 
660 

tctacggtga aggctgtgtg gagcgagtgt gtctagtgga ctcgaacacc aacgcgttct 
720 

tcaaaaatag gcaatgacct gtttttttct attcacattt acaatagcta cacagtgatg 
780 

aaacgcagac tgaaaaatca aatggcagga cgatggaact gtcgtcaagg ttctcagact 
840 

tgtggcttct gcacctgtta tacttttgga tacgagtgag ctccacttag cttcgttaag 
900 
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attagaaatt tccatgaaac acttacccac atataaattc tgtgtaaagc tttatttttt 
960 

tccccaccta ctttaatttt ttttaaaaag tgaaataaga ggaaaaactc ttataaaata 
1020 

taaggtttaa catacgagag agcgaggaac accccggagg ctgccggtgc gtgtggcttc 
itgtttctgc gctacatgag tctagtgtcc tcatcttcca ttgtgacaac ccttctcccc 

1140 

ccatcacact gtcaatgagc tctaggcaaa gctgccccgt ttgcttttaa cctaagggat 
gctgtggttt ggttgactac atttgactac caccactgaa ggcggcggac gtctgaagcg 
gctggatacc gcaacgatgg aaaatcaggc gaggtactag cgtggagggc cgggctgcca 
ggtcaaggtc gtctgggttc tcaggagcca gtctgtgcca cagaaccatc ggcagctgcc 
itcgtaaggc acctcggtct ggcattcgga aaaccacccc atcttgccag agtcccttgg 



1440 



tccttgggta gcaaaagccg tatgcgatct aaatcaagct ttcaatcatg a 

1491 



<210> 1670 

<211> 132 

<212> PRT 

<213> Homo sapiens 



<400> 1670 
Met Pro As; 
1 



35 

Ala Glu Gl; 
50 

Ala Ala Le 
65 



Trp 


Phe 


Phe 


Pro 


Phe Leu 


Ala 


Pro 


Ser 


Thr 


Ser 


Cys 


His 


5 








10 










15 




Ser 


Glu 


Asn 


Thr 


Ala Pro 


Pro 


Leu 


Pro 


Phe 


Ser 


Val 


Met 


20 








25 










30 




Val 


Ser 


Thr 


Pro 


Gin 


Pro Leu 


Ser 


Arg 


Ala 


Gin 


Val 


Leu 










40 








45 








Lys 


Ala 


Val 


Phe 


Glu Gly Leu 


Ser 


Lys 


Lys 


Glu Asp Gly 






55 








60 










Pro 


Arg 


Ala 


Arg 


Trp Gin 


Ser 


Val 


Cys 


He 


Ser 


Val 


Ser 




70 








75 










80 


Ser 


Phe 


Leu 


Cys 


Gly Pro 


His 


Ser 


Arg 


Ser 


His 


Phe 


Gin 




85 






90 










95 




His 


Gin Gly 


Trp 


Glu Arg 


Gin 


Gly 


Leu 


Gly 


Ala 


Glu 


Leu 


100 








105 










110 






Arg 


Leu 


Arg 


Arg 


Gly Trp 


Ser 


Phe 


Arg 


Cys 


Ser 


Phe 


Pro 








120 








125 









115 

Cys Ser Val Leu 
130 

<210> 1671 

<211> 432 

<212> DNA 

<213> Homo sapiens 

gcgcgccggg gcgggaggac gccagtcgtc ttcccgcccc tcaccacgac acgaccatta 
60 
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tcgcgacgaa 
120 

gcatcccgca 
180 

gctactgcca 

240 

gcagccccga 
300 

gatcagaacc 
360 

ctgcttgccc 
420 

ctcgcaccta 
432 



ggaagcccat 
tgaagccggt 
tagccccggc 
cgttgttggc 
cgccggcctt 
tgctcatcgc 

gg 



ggctgaaacc 
gtcgcgggtc 
cgtcatcgtc 
taacaccgat 
tggtatccag 
agtgccgctc 



acatcgccgg 
ggggacacga 
atcctgatgt 
aactttttca 
gccctgctat 
tcggtgggca 



cacagcggaa 
ttttcgctgg 
tcgtcttcct 
cgtcccgggc 
ggacgacagt 
tcgctctgtt 



acccacggcg 
cgcctcgccg 
catgaagacg 
ttggacaacg 
catctcatcc 
tatcacccag 



<210> 1672 

<211> 144 

<212> PRT 

<213> Homo sapiens 



<400> 1672 
Ala Arg Arg Gly 
1 

Thr Arg Pro Leu 

20 

Pro Ala Gin Arg 
35 

Arg Val Gly Asp 
50 

Ala Leu Ala Val 
65 

Ala Ala Pro Thr 

Ala Trp Thr Thr 

100 

Leu Trp Thr Thr 
115 

Pro Leu Ser Val 
130 



Gly Arg Thr Pro 
5 

Ser Arg Arg Arg 

Lys Pro Thr Ala 

40 

Thr He Phe Ala 
55 

He Val He Leu 
70 

Leu Leu Ala Asn 
85 

Asp Gin Asn Pro 

Val He Ser Ser 

120 

Gly He Ala Leu 
135 



Val Val Phe Pro 
10 

Lys Pro Met Ala 
25 

Ala Ser Arg Met 

Gly Ala Ser Ser 

60 

Met Phe val Phe 
75 

Thr Asp Asn Phe 
90 

Pro Ala Phe Gly 
105 

Leu Leu Ala Leu 

Phe He Thr Gin 

140 



Pro Leu Thr Thr 
15 

Glu Thr Thr Ser 
30 

Lys Pro Val Ser 
45 

Val He Ala lie 

Leu Met Lys Thr 

80 

Phe Thr Ser Arg 
95 

He Gin Ala Leu 
110 

Leu He Ala Val 
125 

Leu Ala Pro Arg 



<210> 1673 

<211> 401 

<212> DNA 

<213> Homo sapiens 



<400> 1673 
tcgcgagcac 
60 

gacctggcag 
120 

ggctcccagc 
180 

tctgctggcc 
240 



actccagcct 
tgaagctgct 
gtcttttcca 
ttcttccagg 



ctggggcgtc 
gatgaatgca 
tgagccaaag 
ggagttcatt 



tgccagggcc 
cgacaaagac 
gcctggtcct 
gctgggggtg 



tctgtgtttt 
cagtttgctc 

ggaggggggt 

gccctgcagg 



gatatactct 
cgtaacccca 
gccctgcagc 
gacctccact 
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gtgctgggga ggggaagaag 
300 

atgcaaattc tccacttgtg 
360 

gcagggttag tgctgggacc 

401 



aaggatgcaa cagggggagg 
aataaagaaa tagagagcca 
cagaaccagt caactggttt 



ggagaatctg agaaaatagg 
ttgctaagaa ctatgtttac 
t 



<210> 1674 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<40O> 1674 
Met Ala Leu Tyr 
1 

Ser Gin lie Leu 

20 

Ser Thr Val Glu 
35 

Gly Arg Arg Pro 
50 

Phe Gly Ser Trp 
65 

Gly Leu Cys Arg 

He Lys Thr Gin 

100 

Arg 



Phe Phe He His 
5 

Pro Ser Pro Cys 

Val Pro Ala Gly 

40 

Ala Glu Leu Gin 
55 

Lys Arg Arg Trp 
70 

Ala Phe He Ser 

85 

Arg Pro Trp Gin 



Lys Trp Arg He 
10 

Cys He Leu Leu 
25 

Pro Pro Pro Ala 

Gly Thr Pro Leu 

60 

Glu Pro Gly Val 
75 

Ser Phe Thr Ala 
90 

Thr Pro Gin Arg 
105 



Cys He Leu Phe 
15 

Leu Pro Leu Pro 
30 

Met Asn Ser Pro 
45 

Gin Asp Gin Ala 

Thr Glu Gin Thr 

80 

Arg Ser Glu Tyr 
95 

Leu Glu Cys Ala 
110 



<210> 1675 
<211> 500 
<212> DNA 

<213> Homo sapiens 



^ccggcgcac ccacccggga cgtggtgaaa tcggcaaaac tcacctcttt agctacctgc 
gcgccaaccg cacgggcagc ctcccacacg ccctctagag cgctgctgga cagaatggct 
tgactgtttg gcatgctctc aggatacccg tttagccagg aaacaccggt aggcttgcta 
ctatgcgagc agccgacgca cgggtagagg gaattcccac cacagtccct cgcactccac 
ccgcacacgc cctgggaacc gtcacccgcg gtaccaccgg gtcaatcggc tccgcaaatg 
cgaccgctgg atgtgccacc accccgcnca tccgcagtgc gctccgtaac gccgtctgca 
Icaccgtccc ctccgtatct gccgacacct gtgccaacac ttgtaccgat gcatgcaccg 
Itgcagcaac aggcgctccg ctcgctatcg atctgggata cggcgccgcc ccctggacca 

480 

ctgttgagat ggctacgcgt 
500 
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<210> 1676 

<211> 97 

<212> PRT 

<213> Homo sapiens 



<400> 1676 
Arg Glu Phe Pro 
1 

Glu Pro Ser Pro 

20 

Pro Leu Asp Val 
35 

Pro Ser Ala Thr 
50 

Leu val Pro Met 
65 

Ser lie Trp Asp 
Arg 



Pro Gin Ser Leu 
5 

Ala Val Pro Pro 

Pro Pro Pro Arg 

40 

Pro Ser Pro Pro 
55 

His Ala Pro Met 
70 

Thr Ala Pro Pro 
85 



Ala Leu His Pro 
10 

Gly Gin Ser Ala 
25 

Xaa Ser Ala Val 

Tyr Leu Pro Thr 

60 

Gin Gin Gin Ala 
75 

Pro Gly Pro Leu 
90 



His Thr Pro Trp 
15 

Pro Gin Met Arg 
30 

Arg Ser Val Thr 
45 

Pro Val Pro Thr 

Leu Arg Ser Leu 

80 

Leu Arg Trp Leu 
95 



<210> 1677 

<211> 631 

<212> DNA 

<213> Homo sapiens 



<400> 1677 
nntcatgatt 
60 

gatttgcgcg 
120 

cagcaggatg 
180 

gtggggcttt 

240 

gccgcggggg 
300 

gtataacaat 
360 

tgctgcctcc 
420 

cgaggtggcc 
480 

tagccacaaa 
540 

gcccttgttt 
600 

attgttgaag 
631 



tcctcaatga 
gtacgggtgc 
ttgtgaccgc 
tcggtaaatc 
ttggctgctg 
gaggtccttt 
cccggccgtg 
cacccgcatt 
taatgggcgg 
atttccgctg 
gaccgtaagg 



tgccaaggtg 
ttctactggg 
cgtggaatgg 
ctacgatggg 
tggtggcgca 
actacaacgc 
tccttcacga 
gcctgtccga 
gatcggtctt 
gccttattga 
ctccgacgcg 



atggaggccg 
tgtttgngac 
gcggcggtac 
gggacggggt 
ggagccagct 
tattggtacg 
cactcccgaa 
caatttgcgt 
tccctcacca 
ggacaatacg 
t 



gctatacctg 
tggaatggtc 
agccgtggtc 
cttattgctg 
atggagccct 
agcctttctt 
tatatgaaga 
aattctttag 
agacgcataa 
gagcctgatg 



ggtgcaggtg 
cnncggggag 
gaatggtcgg 
caggtaatca 
acacttacct 
atgatgagat 
acagtgtcta 
accccatccg 
tttcccccgt 
gtttggtgga 



<210> 1678 
<211> 78 
<212> PRT 
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<213> Homo sapiens 



<400> 1678 
Xaa His Asp Phe 
1 

Trp Val Gin Val 

20 

Xaa Leu Glu Trp 
35 

Glu Trp Ala Ala 
50 

Gly Lys Ser Tyr 
65 



Leu Asn Asp Ala 
5 

Asp Leu Arg Gly 

Ser Xaa Gly Glu 

40 

Val Gin Pro Trp 
55 

Asp Gly Gly Thr 

70 



Lys Val Met Glu 
10 

Thr Gly Ala Ser 
25 

Gin Gin Asp Val 

Ser Asn Gly Arg 

60 

Gly Ser Tyr Cys 
75 



Ala Gly Tyr Thr 
15 

Thr Gly Cys Leu 
30 

Val Thr Ala Val 
45 

Val Gly Leu Phe 
Cys Arg 



<210> 1679 

<211> 531 

<212> DNA 

<213> Homo sapiens 



<400> 1679 

nctacttaga gcaaaggtag gaaaagaagg 
60 

agaatggatt ataagtcgag cctgatccag 
120 

cagctgatct gccctatctg cctggagatg 
180 

cagcacaacc tgtgccggaa gtgtgccaat 
240 

accagccggg gcagctcagt gtccatgtct 
300 

cacgaggtga tcatggatcg tcacggagtg 
360 

aacatcatcg acatctacaa acaggagtgc 
420 

cccatgtaca aggagcacga agatgagaaa 
480 

cccacctgct ccatgtgcaa ggtgtttggg 
531 



cagctaggcg tggctctcat tccttcccac 
gatgggaatc ccatggagaa cttggagaag 
tttaccaagc cagtggtcat cttgccgtgc 
gacatcttcc aggctgcaaa tccctactgg 
ggaggccgtt tccgctgccc tacctgccgc 
tacggcctgc agaggaacct gctggtggag 
tccagtcggc cgctgcagaa gggcagtcac 
atcaacatct actgtctcac gtgtgaggtg 
atccacaagg cctgcgaggt g 



<210> 1680 
<211> 143 
<212> PRT 

<213> Homo sapiens 



<400> 1680 
Met Glu Asn Leu 
1 

Phe Thr Lys Pro 

20 

Lys Cys Ala Asn 
35 

Arg Gly Ser Ser 
50 

Cys Arg His Glu 



Glu Lys Gin Leu 
5 

Val Val lie Leu 

Asp He Phe Gin 

40 

Val Ser Met Ser 
55 

Val He Met Asp 



He Cys Pro He 
10 

Pro Cys Gin His 
25 

Ala Ala Asn Pro 

Gly Gly Arg Phe 

60 

Arg His Gly Val 



Cys Leu Glu Met 
15 

Asn Leu Cys Arg 
30 

Tyr Trp Thr Ser 
45 

Arg Cys Pro Thr 
Tyr Gly Leu Gin 
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65 70 75 80 

Arg Asn Leu Leu Val Glu Asn lie He Asp He Tyr Lys Gin Glu Cys 

85 90 95 

Ser Ser Arg Pro Leu Gin Lys Gly Ser His Pro Met Tyr Lys Glu His 

100 105 110 

Glu Asp Glu Lys He Asn He Tyr Cys Leu Thr Cys Glu Val Pro Thr 

115 120 125 

Cys Ser Met Cys Lys Val Phe Gly He His Lys Ala Cys Glu Val 
130 135 140 

<210> 1681 
<211> 396 
<212> DNA 

<213> Homo sapiens 
<400> 1681 

gagttccaca actgcaggac agatgacaag acgttccaat gtgagatgtg tttcagattc 
60 

ttttccacca acagcaacct ctccaagcac aagaagaagc acggcgacaa gaagtttgcc 
120 

tgtgaggtct gcagcaagat gttctaccgc aaggacgtca tgctggacca ccagcgccgg 
180 

cacnctggaa ggagtgcggc gagtgaagcg nnagaggacc tggaggccgg tggggagaac 
240 

ctggtccgtt acaagaagga gccttccggg tgcccggtgt gtggcaaggt gttctcctgc 
300 

cggagcaata tgaacaagca cctgctcacc cacggcgaca agaagtacac ctgcgagatc 
360 

tgcgggcgca agttcttccg cgtggatgtg ctcagg 
396 

<210> 1682 
<211> 132 
<212> PRT 

<213> Homo sapiens 
<400> 1682 

Glu Phe His Asn Cys Arg Thr Asp Asp Lys Thr Phe Gin Cys Glu Met 

15 10 15 

Cys Phe Arg Phe Phe Ser Thr Asn Ser Asn Leu Ser Lys His Lys Lys 

20 25 30 

Lys His Gly Asp Lys Lys Phe Ala Cys Glu Val Cys Ser Lys Met Phe 

35 40 45 

Tyr Arg Lys Asp Val Met Leu Asp His Gin Arg Arg His Xaa Gly Arg 

50 55 60 

Ser Ala Ala Ser Glu Ala Xaa Glu Asp Leu Glu Ala Gly Gly Glu Asn 
65 70 75 80 

Leu Val Arg Tyr Lys Lys Glu Pro Ser Gly Cys Pro Val Cys Gly Lys 

85 90 95 

Val Phe Ser Cys Arg Ser Asn Met Asn Lys His Leu Leu Thr His Gly 

100 105 HO 

Asp Lys Lys Tyr Thr Cys Glu He Cys Gly Arg Lys Phe Phe Arg Val 

115 120 125 

Asp Val Leu Arg 
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130 

<210> 1683 

<211> 676 

<212> DNA 

<213> Homo sapiens 

nncggccgga caggtcccga gcagccccgc ccaacatgga cccagacccc caggcgggcg 
tgcaggtggg catgcgggtg gtgcgcggcg tggaccggaa gtggggccag caggacggcg 
gcgagggcgg cgtgggcacg gtggtggagc ttggccgcca cggcagcccc tcgacacccg 
accgcacagt ggtcgtgcag tgggaccagg gcacgcgcac caactaccgc gccggctacc 
agggcgcgca cgacctgctg ctgtacgaca acgcccagat cggcgtccgg caccccaaca 
watctgtga ctgctgcaag aagcacgggc tgcgggggat gcgctggaag tgccgtgtgt 
gcctggacta cgacctctgc acgcagtgct acatgcacaa caagcacgag ctcgcccacg 
ccttcgaccg ctacgagacc gctcactcgc gccctgtcac actgagtccc cgccagggcc 
Jcccgaggat cccactaagg ggcatcttcc agggagcgaa ggtggtgcga ggccccgact 
gggagtgggg ctcacaggat ggtgagcgga ggcagagggg cggggtcagg gctgggctgt 
ggccggctca cggctcagcc ttagcctgct gggggggcct ctttccccag gagggaaggg 

660 

aaaccgggcc gccgga 

676 

<210> 1684 

<211> 154 

<212> PRT 

<213> Homo sapiens 



xaa Gly Trg Thr Gly Pro olu Gin Pro Arg Pro Thr Trp Thr Gin Thr 

1 5 10 

Pro Arg Arg Ala Cys Arg Trp Ala Cys Gly Trp Cys Ala Ala Trp Thr 

Gly Ser Gly Ala Ser Arg Thr Ala Ala Arg Ala Ala Trp Ala Arg Trp 

35 40 45 

Trp Ser Leu Ala Ala Thr Ala Ala Pro Arg His Pro Thr Ala Gin Trp 

Ser Cys Ser Gly Thr Arg "a Arg Ala Pro Thr Thr Ala Pro Ala Thr 

7 0 ^ 

Arg Ala Arg Thr Thr Cys Cys Cys Thr Thr Thr Pro Arg Ser Ala Ser 



65 

g Ala Arg Thr 

Gly Thr Pro Thr Ser Ser Val Thr Ala Ala Arg ser Thr Gly Cys Gly 
Gly Cys Ala ITy Ser Ala Val Cys 15a Trp Thr Thr Thr Ser Ala Arg 
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115 120 125 

Ser Ala Thr Cys Thr Thr Ser Met Ser Ser Pro Thr Pro Ser Thr Ala 

130 135 140 

Thr Arg Pro Leu Thr Arg Ala Leu Ser His 
145 150 

<210> 1685 

<211> 2740 

<212> DNA 

<213> Homo sapiens 

<400> 1685 

ngaggaggag ccggcggcgg ctccggggaa agggaggggg gcgctccgca gccgccgccg 
60 

cccaggggct ggcgagggaa aggcgtacgc gctcagcaga ggggcggcag cggcggggag 
120 

ggggcctccc cttctccatc ctcctcttct gcgggcaaaa ccccaggaac cggcagcaga 
180 

aactccggaa gcggcgttgc ggggggcggc agcggtggtg gagggagcta ctggaaagaa 
240 

ggatgcccgc agtctgagct catccagttc catctcaaga aggagcgggc ggcagcggcg 
300 

gcggccgcgg ctcagatgca cgctaagaac ggcggcggca gcagtagccg cagctccccg 
360 

gtgtctggcc cccctgccgt ttgcgagacc ctggccgtcg cctccgcctc cccaatggcg 
420 

gcggcggcgg agggccccca gcagagcgca gagggcagcg cgagcggcgg gggcatgcag 
480 

gcggcagcgc ccccttcgtc gcagccgcac ccgcagcagc tccaagagca ggaagaaatg 
540 

caagaggaga tggagaagct gcgagaggaa aacgagactc tcaagaacga gatcgatgag 
600 

ctgagaaccg agatggacga gatgagggac actttcttcg aggaggatgc ctgtcaactg 
660 

caggaaatgc gccacgagtt ggagagagcc aacaaaaact gccggatcct gcagtaccgc 
720 

ctccgcaaag ccgagcgcaa aaggctccgc tacgcccaga ccggggaaat cgacggggag 
780 

ctgttgcgca gcctggagca ggacctcaag gctgcaaagg atgtatctgt gagacttcac 
840 

catgaattag aaaatgtgga agaaaagaga acaacaacag aagatgaaaa tgagaaactg 
900 

aggcaacagc tcatagaagt tgaaattgca aagcaagctt tacagaatga actggaaaaa 
960 

atgaaagagt tatccctaaa aagaagagga agcaaagact tgccaaaatc tgaaaaaaag 
1020 

gctcaacaga ctcccacaga ggaggacaat gaagatctga agtgccagct gcagtttgtt 
1080 

aaggaagaag ccgcttcgat gagaaagaaa atggccaaga ctgataaaga aaaggacaga 
1140 

tttgaacacg agccccagaa gtacagatcc ttttacgggg atctggacag tcctttgccc 
1200 

aaaggagaag ccggaggccc tcccagcact agggaggccg agctcaagct acggctaagg 
1260 
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ccggtggagg aagaagccaa catcccgggc aggaaaaccg ccgaaccgga ggtggagaac 
agaggcccga aggcggaact ggacgacctt aggggcgatg acnnttcaac ggctcggcca 
acccgctcat gagggnagca gagcgaatcc ctgtcggagc tgcggcagca cctgcagctg 
gtggaagacg agacggagct gctgcggagg aacgtggccg acctggagga gcagaacaag 
cg^atcacgg cggagctcaa caagtacaag tacaagnntc cggcggccac gacagcgcgc 
ggcaccacga caacgccana gaccgaggcc ctgcaggagg agctgaaggc ggcgcgcctg 
cagatcaacg agctcagcgg caaggtcatg cagctgcagt acgagaaccg cgtgcttacg 

1680 

tccaacatgc agcgctacga cctggcctcg cacctgggca tccgcggcag cccccgcgac 

agcgacgccg agagcgacgc gggcaagaag gagagcgacg acgacccgcg gcccccgcac 

1800 _ 
cgcaagcgcg aagggcccat cggcggcgag agcgactcgg aggaggtgnn cgcaacatcc 

gctgcctcan cgcccactcg ccccttctac ccggcgcccg ggccctggcc caagagcttc 
1920 

tccgatcggc agcagatgaa ggacatccgc tcggaggccg agcgcctggg caagaccatc 

gaccggctca tcgccgacac gagcaccatc atcaccgagg cgcgcatcnt acgtggccaa 
2040 

cggggacctg ttnncggact catggacgag gaggacgacg gcagccgcat ccgggagcac 
gagctgctct accgcatcaa cgctcagatg aaggccttcc gcaaggagct gcagaccttc 
accgaccgcc tcgaggtgcc caagcccgcg gacgaccgcg gcgccgagga gcccaccccc 
gtgagccaga cgttccagcc caccacctta cttattctca ttcttgtatt actttcatca 
cctccccaca caacaacatt caaacttgtc ttccttttta caccgccccc cgtaccgtaa 
accttccatc atttaccatt cattgcagca ttttcagtct gcccaccctg ttcacccttc 
aagacaagaa gtaaaagaag tataatttct gtagtaacca acgccacaaa aacactgaag 
accgcccacc tctttacaaa gatacaaccc atcttaccaa gaccaaattc aataagaagc 
ccaaacacca aaatatttca ggtaagaaag tgtgacattc ttctgtatga attgttttaa 
tttttacccc tttttttcat cctgtttgcc tcctcttgat aaataattgg catactgaat 
ataaaaatgg actacatgtc tcataattat ttctcagtag ttcactacca. ctattcaaaa 



2700 



gctggacgga cattcacaat ttggtcacat ttccaaaaag 
2740 



<210> 1686 
<211> 463 
<212> PRT . 
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<213> Homo sapiens 



<400> 1686 
Xaa Gly Gly Ala 
1 

Gin Pro Pro Pro 

20 

Gin Arg Gly Gly 
35 

Ser Ser Ala Gly 
50 

Gly Val Ala Gly 
65 

Gly Cys Leu Gin 

Ala Ala Ala Ala 

100 

Gly Ser Ser Ser 
115 

Glu Thr Leu Ala 
130 

Gly Pro Gin Gin 
145 

Ala Ala Ala Pro 

Gin Glu Glu Met 

180 

Thr Leu Lys Asn 
195 

Arg Asp Thr Phe 
210 

His Glu Leu Glu 
225 

Leu Arg Lys Ala 

lie Asp Gly Glu 

260 

Lys Asp val Ser 
275 

Lys Arg Thr Thr 
290 

lie Glu Val Glu 
305 

Met Lys Glu Leu 

Ser Glu Lys Lys 

340 

Leu Lys Cys Gin 
355 

Lys Lys Met Ala 
370 

Leu Gin Lys Tyr 
385 

Lys Gly Glu Ala 



Gly Gly Gly Ser 
5 

Pro Arg Gly Trp 

Ser Gly Gly Glu 

40 

Lys Thr Pro Gly 
55 

Gly Gly Ser Gly 
70 

Ser Glu Leu lie 
85 

Ala Ala Ala Ala 

Arg Ser Ser Pro 

120 

Val Ala Ser Ala 
135 

Ser Ala Glu Gly 
150 

Pro Ser Ser Gin 
165 

Gin Glu Glu Met 

Glu lie Asp Glu 

200 

Phe Glu Glu Asp 
215 

Arg Ala Asn Lys 
230 

Glu Arg Lys Arg 
245 

Leu Leu Arg Ser 

Val Arg Leu His 

280 

Thr Glu Asp Glu 
295 

He Ala Lys Gin 
310 

Ser Leu Lys Arg 
325 

Ala Gin Gin Thr 

Leu Gin Phe Val 

360 

Lys He Asp Lys 
375 

Arg Ser Phe Tyr 
390 

Gly Gly Pro Pro 



Gly Glu Arg Glu 
10 

Arg Gly Lys Gly 
25 

Gly Ala Ser Pro 

Thr Gly Ser Arg 

60 

Gly Gly Gly Ser 
75 

Gin Phe His Leu 
90 

Gin Met His Ala 
105 

Val Ser Gly Pro 

Ser Pro Met Ala 

140 

Ser Ala Ser Gly 
155 

Pro His Pro Gin 
170 

Glu Lys Leu Arg 
185 

Leu Arg Thr Glu 

Ala Cys Gin Leu 

220 

Asn Cys Arg He 
235 

Leu Arg Tyr Ala 
250 

Leu Glu Gin Asp 
265 

His Glu Leu Glu 

Asn Glu Lys Leu 

300 

Ala Leu Gin Asn 
315 

Arg Gly Ser Lys 
330 

Pro Thr Glu Glu 
345 

Lys Glu Glu Ala 

Glu Lys Asp Arg 

380 

Gly Asp Leu Asp 
395 

Ser Thr Arg Glu 



Gly Gly Ala Pro 
15 

val Arg Ala Gin 
30 

Ser Pro Ser Ser 
45 

Asn Ser Gly Ser 

Tyr Trp Lys Glu 

80 

Lys Lys Glu Arg 
95 

Lys Asn Gly Gly 
110 

Pro Ala Val Cys 
125 

Ala Ala Ala Glu 
Gly Gly Met Gin 

160 

Gin Leu Gin Glu 
175 

Glu Glu Asn Glu 
190 

Met Asp Glu Met 
205 

Gin Glu Met Arg 

Leu Gin Tyr Arg 

240 

Gin Thr Gly Glu 
255 

Leu Lys Val Ala 
270 

Asn Val Glu Glu 
285 

Arg Gin Gin Leu 

Glu Leu Glu Lys 

320 

Asp Leu Pro Lys 
335 

Asp Asn Glu Asp 
350 

Ala Leu Met Arg 
365 

Phe Glu His Glu 

Ser Pro Leu Pro 

400 

Ala Glu Leu Lys 
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405 410 415 

Leu Arg Leu Arg Leu Val Glu Glu Glu Ala Asn He Leu Gly Arg Lys 

420 425 430 

He Val Glu Leu Glu Val Glu Asn Arg Gly Leu Lys Ala Glu Leu Asp 

435 440 445 

Asp Leu Arg Gly Asp Asp Xaa Ser Thr Ala Arg Pro Thr Arg Ser 
450 455 460 

<210> 1687 
<211> 326 
<212> DNA 

<213> Homo sapiens 
<400> 1687 

gtgcacacag gtgagcgtcc ctacaagtgt ccacactgcg actatgcagg tacccagtcg 
60 

ggctcgctca agtatcacct tcagcgtcac caccgagagc agaagaacag tgcgggttcc 
120 

tgggcctccc ccagaacccc cgccaccttc ccagcggggc tcactgcagc cgcagtcagg 
180 

agccaagcca actcaggcct cagccacctg ggtagagggc actgcaagta cccggcctcc 

240 

ttcgagcagc accggaccag ggtcccgtag gaagcctgct agccctggga ggaccctgcg 
300 

aaacggcgat gtggtgaagc cgaact 
326 

<210> 1688 
<211> 89 
<212> PRT 

<213> Homo sapiens 
<400> 1688 

Val His Thr Gly Glu Arg Pro Tyr Lys Cys Pro His Cys Asp Tyr Ala 

15 10 15 

Gly Thr Gin Ser Gly Ser Leu Lys Tyr His Leu Gin Arg His His Arg 

20 25 30 

Glu Gin Lys Asn Ser Ala Gly Ser Trp Ala Ser Pro Arg Thr Pro Ala 

35 40 45 

Thr Phe Pro Ala Gly Leu Thr Ala Ala Ala Val Arg Ser Gin Ala Asn 

50 55 60 

Ser Gly Leu Ser His Leu Gly Arg Gly His Cys Lys Tyr Pro Ala Ser 
65 70 75 80 

Phe Glu Gin His Arg Thr Arg val Pro 

85 

<210> 1689 
<211> 301 
<212> DNA 

<213> Homo sapiens 
<400> 1689 

nggggaagcc atggctgctt aaggacaatg cactgtcagc tcggtgatgt cttgatttgg 
60 
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tctgggattc 
120 

ttggcctttt 
180 

atgtggtacc 
240 

ccactgtggc 

300 

a 

301 



tgcacttagt 
cccagtccat 
agaattttcc 
tatctgtgaa 



aattgcagat 
taagcctaaa 
agtttggcgg 
agaacacaat 



aatactcatg 
caaaccacat 
actatcttga 
gaagaaaatc 



tggcgccaag 
cactttacat 
tcaaatcaac 
tggagcctta 



gaaaaaaaaa 
caggcagatc 
taaattattg 
tctcatactc 



<210> 1690 

<211> 91 

<212> PRT 

<213> Homo sapiens 



<400> 1690 
Met His Cys Gin 
1 

Leu Val lie Ala 

20 

Ala Phe Ser Gin 
35 

Arg Gin He Met 
50 

He Lys Ser Thr 
65 

Asn Glu Glu Asn 



Leu Gly Asp Val 
5 

Asp Asn Thr His 

Ser He Lys Pro 

40 

Trp Tyr Gin Asn 
55 

Lys Leu Leu Pro 
70 

Leu Glu Pro Tyr 
85 



Leu He Trp Ser 
10 

Val Ala Pro Arg 
25 

Lys Gin Thr Thr 

Phe Pro Val Trp 

60 

Leu Trp Leu Ser 
75 

Leu He Leu 
90 



Gly He Leu His 
15 

Lys Lys Lys Leu 
30 

Ser Leu Tyr He 
45 

Arg Thr He Leu 

Val Lys Glu His 

80 



<210> 1691 
<211> 483 
<212> DNA 

<213> Homo sapiens 



<400> 1691 

nacgcgttcc ggtatgccga tgggccggtg ctgctgggcg tccgccggcg gcgcggtgag 
60 

ttgtgccttg aagtgtggga ccgcggcccc ggcattcctc aagacaaaca aaagtcattc 
120 

ttcgaagaat tcaaacgcct ggacagtcac cagacccgcg ccgagaaagg cctgggcctg 
180 

ggcctggcga ttgccgacgg cttgtgccgc gtgctcgggc atcgcttgag cgtgcgttcg 
240 

tggccgggca agggcagcgt gttcagcgtg cgcgtgccgt tggcgcgcac ccaggtcagc 
300 

gcgcctgcca agccggcgca ggaaagcggc cagccgttga gtggcgcgca ggtgctgtgt 
360 

gtgaataaca aagaaagcat cctgatcggc atgcgcagct tgctcccgcg ctggggctgc 
420 

gaagtctggc ccgcgcgcga ccaggcgcaa tgtgccgcgc tgttggctga gggtgtgcgg 

480 
ccg 
483 
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<210> 1692 
<211> 161 
<212> PRT 

<213> Homo sapiens 
<400> 1692 

Xaa Ala Phe Arg Tyr Ala Asp Gly Pro Val Leu Leu Gly Val Arg Arg 

1 5 10 15 

Arg Arg Gly Glu Leu Cys Leu Glu Val Trp Asp Arg Gly Pro Gly lie 

20 2 5 30 

Pro Gin Asp Lys Gin Lys Ser Phe Phe Glu Glu Phe Lys Arg Leu Asp 

35 40 45 

Ser His Gin Thr Arg Ala Glu Lys Gly Leu Gly Leu Gly Leu Ala lie 

50 55 60 

Ala Asp Gly Leu Cys Arg Val Leu Gly His Arg Leu Ser Val Arg Ser 
65 70 75 80 

Trp Pro Gly Lys Gly Ser Val Phe Ser Val Arg Val Pro Leu Ala Arg 

85 90 95 

Thr Gin val Ser Ala Pro Ala Lys Pro Ala Gin Glu Ser Gly Gin Pro 

100 105 HO 

Leu Ser Gly Ala Gin Val Leu Cys Val Asn Asn Lys Glu Ser He Leu 

115 120 125 

He Gly Met Arg Ser Leu Leu Pro Arg Trp Gly Cys Glu Val Trp Pro 

130 135 140 

Ala Arg Asp Gin Ala Gin Cys Ala Ala Leu Leu Ala Glu Gly Val Arg 
145 150 155 160 

Pro 



<210> 1693 
<211> 333 
<212> DNA 

<213> Homo sapiens 
<400> 1693 

acgcgtgttc catctgcagc cgtgcgaaaa ctctcccacc atgtcgcaga ctggatactt 
60 

cgaggattca agctactaca agtgtgacac agatgacacc ttcgaagccc gagaggagat 
120 

actggggggg atgaggcctt cgacactgcc aactcctcca tcgtgtctgg cgagagtatc 
180 

cgcttttttg tcaatgtcaa ccttgagatg caggccacca acactgagaa tgaagcgact 
240 

tccggtggct gtgtgctcct gcacacctcc cgaaaggcca gcatcgtcct gaacgagacg 
300 

gccacctccc cggataacgt gctgcggacc atg 
333 

<210> 1694 
<211> HO 
<212> PRT 

<213> Homo sapiens 
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<400> 1694 
Met Val Arg Ser 
1 

Met Leu Ala Phe 

20 

Ala Ser Phe Ser 
35 

Lys Lys Arg He 
50 

Lys Ala Ser Ser 
65 

Leu Cys His Thr 

Thr Trp Trp Glu 

100 



Thr Leu Ser Arg 
5 

Arg Glu Val Cys 

Val Leu Val Ala 

40 

Leu Ser Pro Asp 
55 

Pro Pro Val Ser 
70 

Cys Ser Ser Leu 
85 

Ser Phe Arg Thr 



Glu Val Ala Val 
10 

Arg Ser Thr Gin 
25 

Cys He Ser Arg 

Thr Met Glu Glu 

60 

Pro Leu Gly Leu 
75 

Asn Pro Arg Ser 
90 

Ala Ala Asp Gly 
105 



Ser Phe Arg Thr 
15 

Pro Pro Glu Val 
30 

Leu Thr Leu Thr 
45 

Leu Ala Val Ser 

Arg Arg Cys His 

80 

He Gin Ser Ala 
95 

Thr Arg 
110 



<210> 1695 

<211> 485 

<212> DNA 

<213> Homo sapiens 



<400> 1695 
tgatcagctt 
60 

gccaggaatt 
120 

cagcacacaa 
180 

aagagaatgg 
240 

tcaactttgc 

300 

tcagttcagc 
360 

tgcggtccaa 
420 

tgagggtgaa 
480 
accta 
485 



tatcaggagt 
tgaagactat 
cacatcggga 
agaaataacc 
gatcaatgat 
ccacatgctg 
aatgaacatt 
tgtccctgag 



ttttgcaagt 
cttcaccagg 
cgttcagctc 
cttgtaaagc 
ctatatttct 
caggtcaacc 
atccaaaaac 
ttccagaagg 



accgcagatt 
aaatgcaaaa 
caccctccac 
gtcgtatatt 
tttctgaaat 
gggcatataa 
tcttcctgaa 
atgccatcct 



tatgttgaat 
tagcaaggaa 
aaatgtccgg 
tggccacagg 
ggagaaattt 
tgagaatgat 
ttctgacatc 
tgctgccatc 



cctagtaagc 
aatttcacca 
agtgcagacc 
attatcactg 
aatgatctgg 
gtgatcctaa 
cctccaaagc 
acagagggct 



<210> 1696 
<211> 148 
<212> PRT 

<213> Homo sapiens 
<400> 1696 

Met Leu Asn Pro Ser Lys Arg Gin 

1 5 
Glu Met Gin Asn Ser Lys Glu Asn 

20 

Gly Arg Ser Ala Pro Pro Ser Thr 

35 40 
Asn Gly Glu He Thr Leu Val Lys 



Glu Phe Glu Asp Tyr Leu His Gin 

10 15 
Phe Thr Thr Ala His Asn Thr Ser 
25 30 
Asn Val Arg Ser Ala Asp Gin Glu 

45 

Arg Arg He Phe Gly His Arg He 
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lie Thr Val Asn Phe Ala lie Asn Asp Leu Tyr Phe Phe Ser Glu Met 

"u Lys Phe Asn Asp Leu Val Ser Ser Ala His Met Leu Gin Val Asn 

85 90 

Arg Ala Tyr Asn Glu Asn Asp Val He Leu Met Arg Ser Lys Met Asn 

inn 105 110 



135 140 



100 

lie lie Gin Lys Leu Phe Leu Asn Ser Asp He Pro Pro Lys Leu Arg 

115 120 12 5 

val Asn ial Pro Glu Phe Gin Lys Asp Ala lie Leu Ala Ala He Thr 
130 

Glu Gly Tyr Leu 
145 

<210> 1697 
<211> 337 
<212> DNA 

<213> Homo sapiens 



Iccaggttcc- caccatcctc aggggaatca caggttactg gctttggaga ccgagatgtc 
ttcccgcctc ccaggggcct gtggatggga ctccctgcga attcgactcc caggggaaaa 

12 0 

gccaagagct gcctccttgg gacaactggg gcggcagctg tgatcgcaca tggcttcagc 
agaggcctga gcggctgcct ccgttggcca gcaggctctg agagcactcg cccggcctga 
ctgttcatcc atcctttcac ccggaggcca gctgtggctg tctgtgctct cagaggggag 

300 

gcgatgggca aggcgcctgc catgcagatg ggtggtg 
337 

<210> 1698 
<211> 107 
<212> PRT 

<213> Homo sapiens 



Met Ila Gly Ala Leu Pro lie Ala Ser Pro Leu Arg Ala Gin Thr Ala 

5 10 15 

Thr Ala Gly Leu Arg Val Lys Gly Trp Met Asn Ser Gin Ala Gly Arg 

20 25 
val Leu Ser Glu Pro Ala Gly Gin Arg Arg Gin Pro Leu Arg Pro Leu 

Leu Lys Pro Cys Ala He Thr Ala Ala Ala Pro Val Val Pro Arg Arg 

Gin Leu Leu Ala Phe Pro Leu Gly Val Glu Phe Ala Gly Ser Pro He 

hIs Arg Pro Leu Gly Gly Gly Lys Thr Ser Arg Ser Pro Lys Pro Val 

85 90 95 

Thr Cvs Asp Ser Pro Glu Asp Gly Gly Asn Leu 

100 1° 5 
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<210> 1699 

<211> 442 

<212> DNA 

<213> Homo sapiens 

<400> 1699 

nacgcgttcc ttaaggatca tcctgaggtt ctgtacgtag accttctaat tgcggatatg 
60 

aatggtgtgg tgcgcggcaa gcgcatcgaa cgcaccagcc tccacaaggt ttacgagaag 
120 

ggcattaacc tgcctgcctc tctatttgcc ctggatatca atggctcaac ggtggaaagc 
180 

accggcctgg gtctggacat cggtgatgct gaccgaatct gttatccaat ccccgacacc 
240 

ctgtgcaatg aaccctggca aaagcgccca accgcgcaac tgctgatgac catgcacgaa 
300 

cttgaagggg aacctttttt cgccgatcct cgcgaagtac tccgccaagt tgtaagcaaa 
360 

tttgacgacc tcggtctgac catctgcgcc gcattcgagc tggagttcta cctgattgac 
420 

caggagaacg tgaatggccg gc 
442 

<210> 1700 
<211> 147 
<212> PRT 
<213> Homo sapiens 

<400> 1700 

Xaa Ala Phe Leu Lys Asp His 

1 5 
lie Ala Asp Met Asn Gly Val 

20 

Ser Leu His Lys Val Tyr Glu 
35 

Phe Ala Leu Asp He Asn Gly 

50 55 
Leu Asp He Gly Asp Ala Asp 
65 70 
Leu Cys Asn Glu Pro Trp Gin 

85 

Thr Met His Glu Leu Glu Gly 

100 

Val Leu Arg Gin Val Val Ser 
115 

Cys Ala Ala Phe Glu Leu Glu 
130 135 
Asn Gly Arg 
145 

<210> 1701 
<211> 8265 
<212> DNA 
<213> Homo sapiens 
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Pro Glu Val Leu 
10 

Val Arg Gly Lys 
25 

Lys Gly He Asn 
40 

Ser Thr Val Glu 

Arg He Cys Tyr 

75 

Lys Arg Pro Thr 
90 

Glu Pro Phe Phe 
105 

Lys Phe Asp Asp 
120 

Phe Tyr Leu lie 



Tyr Val Asp 

Arg He Glu 
30 

Leu Pro Ala 
45 

Ser Thr Gly 
60 

Pro lie Pro 

Ala Gin Leu 

Ala Asp Pro 
110 

Leu Gly Leu 
125 

Asp Gin Glu 
140 



Leu Leu 
15 

Arg Thr 

Ser Leu 

Leu Gly 

Asp Thr 

60 
Leu Met 
95 

Arg Glu 
Thr He 
Asn Val 
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<400> 1701 

nacgcgtgaa gggagggcga ggccggagcc cgagggcgac ccgagaagcg gcggggcggc 

gggccggcgg gcggggcgca gagccaggca gcgcaggtat agccaggctg gagaaaagaa 

gctgccacca tggttgcact ttcactgaag atcagcattg ggaatgcggt gaagacgatg 

cagcttgagc cgtctaccat ggtgtacgac gcctgccgca tcattcgtga gcggatccca 

gaggccccag ctggccctcc cagcgacttt gggctctttc tgtcagatga tgaccccaaa 

aagggtatat ggctggaggc tgggaaagct ttggactact acatgctccg aaatggggac 

actatggagt acaggaagaa acagagaccc ctgaagatcc gtatgctgga cggaactgtg 

aagacgatca tggtggatga ctctaagact gtcactgaca tgctcatgac catctgtgcc 

cgcattggca tcaccaatca tgatgaatat tcattggttc gagagctgat ggaagaaaag 

aaagaggaag gaacgggcac actcaaaaag gacaagacat tgctgcgaga tgaaaagaag 
600 

atggagaaac taaagcagaa atcgcacaca gatgatgagt tgaactggct ggaccatggt 
660 

cggacactga gggagcaggg tgtagaggag cacgagacgc tgctgctgcg gaggaagttc 

ttttactcag accagaatgt ggattcccgg gaccctgtac agctgaacct cccgtatgtg 

laggcacgag atgacaccct gaatggctcc caccctgtct cctttgacaa ggcctgtgag 

"tgctggct cccaatgcca gatccagttt gggccccaca atgagcagaa gcacaaggct 
900 

ggcttccttg acctgaagga cttcccgccc aaggagtatg tgaagcagaa gggagagcgt 

aagaccttcc aggcacacaa gaactgtggg cagacgagtg agattgaggc caaggtccgc 
1020 

tacgtgaagc tagcccgttc tctcaagact tacggtgtct ccttcttccC ggtgaaggaa 

aaaatgaaag ggaagaacaa gccagtgccc aggcttctgg gcatcaccaa ggagtgtgtg 

atgcgagtgg atgagaagac caaggaagtg atccaggagt ggaacctcac caacatcaaa 

cgctgggctg cgtctcccaa aagcttcacc ctggattttg gagatcacca agatggccat 

tactcagtac agacaactga aggggagcag attgcacagc tcattgccgg ctacatcgat 

atcaccctga agaagaaaaa aagcaaggac cactttgggc cggaaggaga tgaggagtct 

actatgctgg aggactcagt gccccccaaa aagtcaacag tcctgcagca gcaatacaac 

igggtgggga aagcggagca tggctctgtg gccctgcctg ccatcatgcg ctctggagcc 

Jccggtcctg agaatttcca ggtgggcagc acgccccctg cccagcagca gactaccagc 
1560 
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ggccagacgc accgaggaca catgcctcct ctgacttcag cccagcaggc actcactgga 
1620 

accattaact ccagcatgca ggccgtgcag gctgcccagg ccaccctgga tgactttgac 
1680 

actctgccgc ctcttggcca ggatgctgcc tctaaggcct ggcgtaaaaa caagatggat 
1740 

gaatcaaagc atgagatcca ctctcaggta gatgccatca cagctggtac tgcgtctgtg 
1800 

gtgaacctga cagcagggga ccctgctgag acagactata ccgcagtggg ctgtgcagtc 
1860 

accacaatct cctccaacct gacggagatg tcccgtgggg tgaagctgct ggctgccttg 
1920 

ctggaggacg aaggcggcag tggtcggccc ctgttgcagg cagcaaaggg ccttgcggga 
1980 

gcagtgccag aactgctgcg cagtgcccaa ccagccagtg ctgagccccg tcagaacctg 
2040 

ctgcaagcag ctgggaacgt gggccaggcc agtggggagc tgttgcaaca aattggggaa 
2100 

agtgatactg acccccactt ccaggatgcg ctaatgcagc tcgccaaagc tgtggcaagt 
2160 

gctgcagctg ccctggtcct caaggccaag agtgtggccc agcggacaga ggactcggga 
2220 

cttcagaccc aagttattgc tgcagcaaca cagtgtgccc tatccacttc ccaactagtg 
2280 

gcctgtacta aggtggtggc acctacaatc agctcacctg tctgccaaga gcaactggtg 
2340 

gaggctggac gactggtagc caaagccgtg aagggctgtg tgtctgcctc ccaggcagct 
2400 

acagaggatg ggcaactgtt gcgaggggta ggagcagcag ccacagctgt cacccaggcc 
2460 

ctaaacgagc cgctgcagca tgtgaaagcc catgccacag gggctgggcc tgctggccgt 
2520 

tatgaccagg ctactgacac catcctaacc gtcactgaga acatctttag ctccatgggt 
2580 

gatgccgggg agatggtgcg acaggcccgc atcctggccc aagccacatc tgacctggtc 
2640 

aatgccatca aggctgatgc tgagggggaa agtgatctgg agaactcccg caagctcctg 
2700 

agtgctgcca agatcctcgc tgatgccacc gccaagatgg tggaggcggc caagggagca 
2760 

gccgcccacc ctgacagtga ggaacagcag cagcgactgc gtgaagcagc tgaggggctt 
2820 

cgcatggcca ccaatgcagc tgcgcagaac gccatcaaga agaagttggt gcagcgcctg 
2880 

gagcatgcag ccaagcaagc tgcagcctct gcaacacaga ccattgctgc agcccaacat 
2940 

gcagcctccg cccccaaggc ctctgccggc ccccagcccc tgctggtgca gagctgcaag 
3000 

gcagtggcag agcagattcc actgctggtg cagggcgtcc gaggaagcca agcccagcct 
3060 

gacagcccca gcgcccagct tgcccccatt gctgccagcc agagcttcct gcagccaggt 
3120 

gggaagatgg tggcagctgc aaaggcctca gtgccaacga ttcaggacca ggcttcagcc 
3180 
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atgcagccga gtcagtgtgc caagaacctg ggcaccgcgc tggctgaact ccggacggct 

gcccagaagg ctcaggaagc atgtggacct ttggagatgg attctgcact gagtgtggta 
3300 

cagaatctag agaaagatct acaggaagtg aaggcagcag ctcgagatgg caagcttaaa 

ccc^tacctg gggagacaat ggagaagtgt acccaggacc tgggcaacag caccaaagcc 

g^gagcccag ccatcgccca gctactggga gaggttgccc agggcaatga gaattatgca 

ggtattgcag ctcgggatgt ggcaggtggg ctgcggtcac tggcccaggc cgctagggga 

gtcgctgcac tgacgtcaga tcctgcagtg caggccattg tacttgatac ggccagtgat 
3600 

gtgctggaca aggccagcag cctcattgag gaggcgaaaa aggcagctgg ccatccaggg 

gaccccgaga gccagcagcg gcttgcccag gtggctaaag cagtgaccca ggctctgaac 

cgctgtgtca gctgcctacc tggccagcgc gatgtggata atgccctgag ggcagttgga 

gltgccagca agcgactcct gagtgactcg cttcctccta gcactgggac atttcaagaa 

gctcagagcc ggttgaacga agccgctgct gggctgaatc aggcagccac agaactggtg 

caggcctctc ggggaacccc tcaggacctg gctcgagcct caggccgatt tggacaggac 

Jtcagcacct tcctggaagc tggtgtggag atggcaggcc aggctccgag ccaggaggac 
4020 

cgagcccaag ttgtgtccaa cctgaagggc atctccatgt cttcaagcaa acttcttctg 
4080 

gctgccaagg ccctgcccac ggaccctgct gcccctaacc ccaagagtca gctggctgca 
gctgccaggg cagcaactga cagcatcaat cagctcatca ctatgtgcac ccagcaggca 
cccggccaga aggagtgtga taacgccctg cgggaattgg agacggtccg ggaactcctg 
gagaacccag tccagcccat caatgacatg tcctactttg gttgcctgga cagcgtaatg 
gagaacccaa aggtgctggg cgaggccatg actggcatct cccaaaatgc caagaacgga 
aacctgccag agtttggaga cgccatttcc acagcctcaa aggcactttg tggcttcacc 
gaggcagctg cacaggccgc atacccggtt ggtgtctctg accccaatag ccaagctgga 
cagcaagggc tagtggagcc cacacagttt gcccgtgcaa accaggcaat tcagatggcc 
Jgccagagtt tgggagagcc tggctgtacc caggcccagg tgctctctgc agccaccatt 
gtggctaaac acacctctgc actgtgtaac agctgtcgcc cggcttctgc ccgtaccacc 
aatcctactg ccaagcgcca gtttgtacag tcagccaagg aggcggccaa cagcacagcc 
aaccttgtca agaccatcaa ggcgctagat ggggccttca cagaggagaa ccgtgcccag 

4800 
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tgccgagcag caacagcccc 
4860 

aaccctgagt cctccagcat 
4920 

cccactgtga tctctgccaa 
4980 

cgggccctcg cagtcaatcc 
5040 

cgtactgtct cagactccat 
5100 

cagctggagt gtgaaacggc 
5160 

gcttccctcg ctgcagtcag 
5220 

ttgcacactc agatgctcac 
5280 

aatgctgccc gggctgaagc 
5340 

tttgagccgc tcaccctggc 
5400 

cagatggcac tcctggacca 
5460 

actgccaagg aggctggtgg 
5520 

gaggctgtgc agatgatgac 
5580 

gccagtgctg ctggggtcgt 
5640 

ctagatgaag gaccaatggg 
5700 

gtgcggacag ccaaggccat 
5760 

agcccagagg agctgggccc 
5820 

tcggaggcca agcctgcagc 
5880 

caccgggtac aggagctggg 
5940 

cagtgcagcc ccagtgatgc 
6000 

tctgagaagg tctcccacgt 
6060 

tgcatcacag cagccagcgc 
6120 

ttcgccaccg ctggcacact 
6180 

ggcatcttaa agactgcgaa 
6240 

gctgggagcc aggagaagtt 
6300 

ctcgctgatg tggtcaagct 
6360 

gtggtactaa ccaacgcagt 
6420 



tctgctggag gctgtggaca 
tcctgcccag accagccctg 
gacaatgtta gagagtgccg 
ccgggacccc ccgagctggt 
caagaagcta attacaagca 
cattgcagct ctgaacagtt 
ccagcagcct gctccccgtg 
tgcagtccaa gagatctccc 
ctcccagctg ggacacaagg 
tgcagtgggt gctgcctcca 
gactaaaaca ttggcagagt 
taacccaaag caagcagctc 
cgaggccgta gaggacctga 
gggtggcatg gtggactcca 
tgaaccagaa ggttccttcg 
tgcagtgacc gttcaggaga 
tcttgctaac cagctgacca 
ggtggctgct gaaaatgaag 
ccatggctgt gccgctctgg 
ctacaccaag aaggagctca 
cctggctgcg ctccaggctg 
tgtgtctggt atcattgctg 
caaccgtgag ggtactgaaa 
ggtgctggtg gaggacacca 
ggcgcaggct gcccagccct 
gggcgcagcc agcctgggag 
gaaagatgta gccaaagccc 



atctgagtgc ctttgcgtcc 
agggtcgggc tgccatggag 
ggggactcat ccagacagcc 
cggtgctggc cggccactcc 
tgagggacaa ggctccaggg 
gtctacggga cctagaccag 
agggaacctc tcaagaggcc 
atctcattga gccgctggcc 
tgtcccagat ggcgcagtac 
agaccctgag ccacccgcag 
ctgccctgca gttgctatac 
acacccagga agccctggag 
caacaaccct caacgaggca 
tcacccaggc catcaaccag 
tggattacca aacaactatg 
tggttaccaa gtcaaacacc 
gtgactatgg ccgtctggcc 
agataggttc ccatatcaaa 
tcaccaaggc aggcgccctg 
tagagtgtgc ccggagagtc 
ggaatcgtgg cacccaggcc 
accttgacac caccatcatg 
cttctgcaga ccaccgggag 
aggtcctggt gcaaaacgca 
ccgtggcgac catcacccgc 
ctgaggaccc tgagacccag 
tgggagacct catcagtgca 
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acgaaggccg cagctggcaa 
6480 

gccaaggtga tggtgaccaa 
6540 

gaggccacca aaggcactcg 
6600 

gcggttttct gttccccaga 
6660 

atgaccaagg gtatcaccac 
6720 

caggaagatg tcattgccac 
6780 

gcttgcaagg aagcagctta 
6840 

cactatggcc gggagtgtgc 
6900 

ctgcagaagc caagcccaga 
6960 

ggttccgtca ctgagctcat 
7020 

ccagaggacc ccacagtcat 
7080 

gctgcagcca aaaagctaga 
7140 

tccttgaact ttgaggagca 
7200 

gcactggtaa aggctgcgtc 
7260 

gccattccag ccaatgcact 
7320 

cggatggtgg ctgcggccac 
7380 

catgccagcc aggagaagct 
7440 

ctccttgtgg cctgcaaggt 
7500 

gctgctggca acgcagtgaa 
7560 

gcagcctttg aagagcagga 
7620 

attgcccaga tcatcgcagc 
7680 

gcgcggaaga aactggccca 

7740 

cgagatgagc actaaagaag 
7800 

tgccactacc aaagccttct 
7860 

aaagtgcctg ccaaacccca 
7920 

cctccccaac cccaagtgcc 
7980 

agtattaacg ctccaagagt 
8040 



agttggagat gaccctgctg 
tgtgacatca ttgcttaaga 
ggccctggag gcaaccacag 
gccacctgcc aagacctcta 
ggcaaccgcc aaggccgttg 
agccaatctg agccgccgtg 
ccacccagaa gtggcccctg 
caatggctac ctggaactgc 
actgaagcag cagttgacag 
ccaggctgct gaagccatga 
tgctgagaat gagctcctgg 
gcagctgaag ccccgggcca 
gatactagaa gctgccaagt 
ggctgcccag agagaactag 
ggacgatggg cagtggtccc 
caacaatctg tgtgaggcag 
catctcatca gccaagcagg 
caaggctgac caggactcgg 
gcgagcctca gataatctgg 
gaatgagaca gtggtggtga 
acaggaagaa atgcttcgga 
gatccggcag cagcagtaca 
cctcttctat ttaatgcaga 
gggctgtcgg ggcccaacct 
gggcctggcc ccgcccagtc 
ctcatgccct agggcccccc 
attattaacg ctgctgtacc 



tgtggcagct aaagaactct 
cagtaaaagc cgtggaagat 
aacacatacg gcaggagctg 
ccccagaaga cttcatccga 
ctgctggcaa ttcctgtcgc 
ctattgcaga tatgcttcgg 
atgtgcggct tcgagccctg 
tggaccatgt actgctgacc 
gacattcaaa gcgtgtggct 
agggaacaga atgggtagac 
gagctgcagc cgccattgag 
aacccaagga ggcagatgag 
ccattgcagc agccaccagt 
tggcccaagg gaaggtgggt 
agggcctcat ttctgctgcc 
ccaatgcagc tgtacaaggc 
tagctgcctc cacagcccag 
aggcaatgaa acgacttcag 
tgaaagcagc acagaaggct 
aagagaagat ggttggcggc 
aggaacgaga gctggaagag 
agtttctgcc ttcagagctt 
cccggcccag agactgtgcg 
gcccaacccc agcactcccc 
ccgcagtaca tcccctgtcc 
aagcgcctgc ccctccccag 
tcgatctgaa tctgccgggg 



1348 



005847 3A2 I > 



WO 00/58473 PCT/USO0/0862I 



ccccagccca ctccaccctg ccagcagctt ccagccagtc cccacagcct catcagctcc 

8100 

cttcaccgtt ttttgatact atcttccccc acccccagct acccataggg gctgcagagt 

tataagcccc aaacaggcca tgctccaata aaaatgattc cacctacaac ctctgcctgg 
8220 

cttcaaggga gatacaagtt ttctcccagg gcagtaggag agaca 
826S 

<210> 1702 
<211> 2541 
<212> PRT 

<213> Homo sapiens 
<400> 1702 

Met Val Ala Leu Ser Leu Lys lie Ser lie Gly Asn Val Val Lys Thr 

1 5 10 15 

Met Gin Phe Glu Pro Ser Thr Met Val Tyr Asp Ala Cys Arg He lie 

20 25 30 

Arg Glu Arg lie Pro Glu Ala Pro Ala Gly Pro Pro Ser Asp Phe Gly 

35 40 45 

Leu Phe Leu Ser Asp Asp Asp Pro Lys Lys Gly He Trp Leu Glu Ala 

50 55 60 

Gly Lys Ala Leu Asp Tyr Tyr Met Leu Arg Asn Gly Asp Thr Met Glu 
65 ' 7 0 75 80 

Tyr Arg Lys Lys Gin Arg Pro Leu Lys lie Arg Met Leu Asp Gly Thr 

85 90 95 

val Lys Thr lie Met Val Asp Asp Ser Lys Thr Val Thr Asp Met Leu 

100 105 11° 

Met Thr lie Cys Ala Arg lie Gly lie Thr Asn His Asp Glu Tyr Ser 

IIS 120 125 

Leu Val Arg Glu Leu Met Glu Glu Lys Lys Glu Glu Gly Thr Gly Thr 

130 135 I 40 

Leu Lys Lys Asp Lys Thr Leu Leu Arg Asp Glu Lys Lys Met Glu Lys 

150 155 160 

Leu Lys Gin Lys Leu His Thr Asp Asp Glu Leu Asn Trp Leu Asp His 

165 170 I 75 

Glv Arg Thr Leu Arg Glu Gin Gly Val Glu Glu His Glu Thr Leu Leu 

180 185 190 

Leu Arg Arg Lys Phe Phe Tyr Ser Asp Gin Asn Val Asp Ser Arg Asp 

195 ' 200 205 

Pro Val Gin Leu Asn Leu Leu Tyr Val Gin Ala Arg Asp Asp lie Leu 

210 215 220 

Asn Gly Ser His Pro Val Ser Phe Asp Lys Ala Cys Glu Phe Ala Gly 

230 235 240 

Pne Gin Cys Gin lie Gin Phe Gly Pro His Asn Glu Gin Lys His Lys 

245 250 255 

Ala Gly Phe Leu Asp Leu Lys Asp Phe Leu Pro Lys Glu Tyr Val Lys 

260 265 270 

Gin Lys Gly Glu Arg Lys lie Phe Gin Ala His Lys Asn Cys Gly Gin 

275 280 285 

Met Ser Glu lie Glu Ala Lys val Arg Tyr Val Lys Leu Ala Arg Ser 

290 295 300 

Leu Lys Thr Tyr Gly Val Ser Phe Phe Leu Val Lys Glu Lys Met Lys 
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305 

Gly Lys Asn Lys 

Val Met Arg Val 

340 

Leu Thr Asn lie 
355 

Asp Phe Gly Asp 
370 

Gly Glu Gin He 
385 

Lys Lys Lys Lys 

Ser Thr Met Leu 

420 

Gin Gin Gin Tyr 

435 

Leu Pro Ala He 
450 

Val Gly Ser Met 
465 

His Arg Gly His 

Gly Thr He Asn 

500 

Leu Asp Asp Phe 
515 

Lys Ala Trp Arg 
530 

Ser Gin Val Asp 
545 

Thr Ala Gly Asp 

Val Thr Thr He 

580 

Leu Leu Ala Ala 
595 

Leu Gin Ala Ala 
610 

Ser Ala Gin Pro 
625 

Ala Gly Asn Val 

Glu Ser Asp Thr 

660 

Lys Ala Val Ala 
675 

Val Ala Gin Arg 
690 

Ala Ala Thr Gin 
705 

Lys Val Val Ala 
Val Glu Ala Gly 



310 

Leu Val Pro Arg 
325 

Asp Glu Lys Thr 

Lys Arg Trp Ala 

360 

Tyr Gin Asp Gly 
375 

Ala Gin Leu He 
390 

Ser Lys Asp His 

405 

Glu Asp Ser Val 

Asn Arg Val Gly 

440 

Met Arg Ser Gly 
455 

Pro Pro Ala Gin 
470 

Met Pro Pro Leu 
485 

Ser Ser Met Gin 

Asp Thr Leu Pro 

520 

Lys Asn Lys Met 
535 

Ala He Thr Ala 
550 

Pro Ala Glu Thr 
565 

Ser Ser Asn Leu 

Leu Leu Glu Asp 

600 

Lys Gly Leu Ala 
615 

Ala Ser Ala Glu 
630 

Gly Gin Ala Ser 
645 

Asp Pro His Phe 

Ser Ala Ala Ala 

680 

Thr Glu Asp Ser 
695 

Cys Ala Leu Ser 
710 

Pro Thr He Ser 
725 

Arg Leu Val Ala 



315 

Leu Leu Gly He 
330 

Lys Glu Val He 
345 

Ala Ser Pro Lys 

Tyr Tyr Ser Val 

380 

Ala Gly Tyr He 
395 

Phe Gly Leu Glu 
410 

Ser Pro Lys Lys 
425 

Lys Val Glu His 

Ala Ser Gly Pro 

460 

Gin Gin He Thr 
475 

Thr Ser Ala Gin 
490 

Ala Val Gin Ala 
505 

Pro Leu Gly Gin 

Asp Glu Ser Lys 

540 

Gly Thr Ala Ser 

555 

Asp Tyr Thr Ala 
570 

Thr Glu Met Ser 
585 

Glu Gly Gly Ser 

Gly Ala Val Ser 

620 

Pro Arg Gin Asn 
635 

Gly Glu Leu Leu 
650 

Gin Asp Ala Leu 
665 

Ala Leu Val Leu 

Gly Leu Gin Thr 

700 

Thr Ser Gin Leu 
715 

Ser Pro Val Cys 
730 

Lys Ala val Lys 



320 

Thr Lys Glu Cys 
335 

Gin Glu Trp Asn 
350 

Ser Phe Thr Leu 
365 

Gin Thr Thr Glu 

Asp He He Leu 

400 

Gly Asp Glu Glu 
415 

Ser Thr Val Leu 
430 

Gly Ser val Ala 
445 

Glu Asn Phe Gin 

Ser Gly Gin Met 

480 

Gin Ala Leu Thr 
495 

Ala Gin Ala Thr 
510 

Asp Ala Ala Ser 
525 

His Glu lie His 

Val Val Asn Leu 

560 

Val Gly Cys Ala 
575 

Arg Gly Val Lys 
590 

Gly Arg Pro Leu 
605 

Glu Leu Leu Arg 

Leu Leu Gin Ala 

640 

Gin Gin He Gly 
655 

Met Gin Leu Ala 
670 

Lys Ala Lys Ser 
685 

Gin Val lie Ala 

Val Ala Cys Thr 

720 

Gin Glu Gin Leu 
735 

Gly Cys Val Ser 
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740 7 4S 750 

Ala Ser Gin Ala Ala Thr Glu Asp Gly Gin Leu Leu Arg Gly Val Gly 

755 7S0 765 

Ala Ala Ala Thr Ala Val Thr Gin Ala Leu Asn Glu Leu Leu Gin His 

770 77 5 780 



Val Lys Ala His Ala Thr Gly Ala Gly Pro Ala Gly Arg Tyr Asp Gin 
785 790 795 

Ala Thr Asp Thr lie Leu Thr Val Thr Glu Asn lie Phe Ser Ser Met 

805 81° 815 , 

Glv Asp Ala Gly Glu Met Val Arg Gin Ala Arg lie Leu Ala Gin Ala 

820 825 830 

Thr Ser Asp Leu Val Asn Ala lie Lys Ala Asp Ala Glu Gly Glu Ser 

835 840 845 

Asp Leu Glu Asn Ser Arg Lys Leu Leu Ser Ala Ala Lys lie Leu Ala 

850 855 860 

Asp Ala Thr Ala Lys Met Val Glu Ala Ala Lys Gly Ala Ala Ala His 

870 875 880 

Pro Asp Ser Glu Glu Gin Gin Gin Arg Leu Arg Glu Ala Ala Glu Gly 

885 890 89S 

Leu Arg Met Ala Thr Asn Ala Ala Ala Gin Asn Ala He Lys Lys Lys 

900 905 910 

Leu val Gin Arg Leu Glu His Ala Ala Lys Gin Ala Ala Ala Ser Ala 

91S 920 925 

Thr Gin Thr lie Ala Ala Ala Gin His Ala Ala Ser Ala Pro Lys Ala 

930 935 940 

Ser Ala Gly Pro Gin Pro Leu Leu Val Gin Ser Cys Lys Ala Val Ala 
945 950 955 960 

Glu Gin lie Pro Leu Leu Val Gin Gly Val Arg Gly Ser Gin Ala Gin 

965 970 975 

Pro Asp Ser Pro Ser Ala Gin Leu Ala Leu lie Ala Ala Ser Gin Ser 

980 985 990 

Phe Leu Gin Pro Gly Gly Lys Met Val Ala Ala Ala Lys Ala Ser Val 

995 1000 1005 

Pro Thr He Gin Asp Gin Ala Ser Ala Met Gin Leu Ser Gin Cys Ala 

1010 1015 I 020 

Lys Asn Leu Gly Thr Ala Leu Ala Glu Leu Arg Thr Ala Ala Gin Lys 
1025 1030 103S 1040 

Ala Gin Glu Ala Cys Gly Pro Leu Glu Met Asp Ser Ala Leu Ser Val 

1045 1050 1° 55 

val Gin Asn Leu Glu Lys Asp Leu Gin Glu Val Lys Ala Ala Ala Arg 

1060 1065 "70 

Asp Gly Lys Leu Lys Pro Leu Pro Gly Glu Thr Met Glu Lys Cys Thr 

1075 1080 I 085 

Gin Asp Leu Gly Asn Ser Thr Lys Ala Val Ser Ser Ala He Ala Gin 

1090 1095 HOO 

Leu Leu Gly Glu Val Ala Gin Gly Asn Glu Asn Tyr Ala Gly lie Ala 
1105 IHO HI 5 1120 

Ala Arg Asp Val Ala Gly Gly Leu Arg Ser Leu Ala Gin Ala Ala Arg 

1125 H30 1125 

Gly Val Ala Ala Leu Thr Ser Asp Pro Ala Val Gin Ala lie Val Leu 

1140 H45 H50 . 

Asp Thr Ala Ser Asp Val Leu Asp Lys Ala Ser Ser Leu He Glu Glu 

1155 H60 ll 65 

Ala Lys Lys Ala Ala Gly His Pro Gly Asp Pro Glu Ser Gin Gin Arg 
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1170 1175 1180 

Leu Ala Gin Val Ala Lys Ala Val Thr Gin Ala Leu Asn Arg Cys Val 
1185 1190 1195 1200 

Ser Cys Leu Pro Gly Gin Arg Asp Val Asp Asn Ala Leu Arg Ala Val 

1205 1210 1215 

Gly Asp Ala Ser Lys Arg Leu Leu Ser Asp Ser Leu Pro Pro Ser Thr 

1220 1225 1230 

Gly Thr Phe Gin Glu Ala Gin Ser Arg Leu Asn Glu Ala Ala Ala Gly 

1235 1240 1245 

Leu Asn Gin Ala Ala Thr Glu Leu Val Gin Ala Ser Arg Gly Thr Pro 

1250 1255 1260 

Gin Asp Leu Ala Arg Ala Ser Gly Arg Phe Gly Gin Asp Phe Ser Thr 
1265 1270 1275 1280 

Phe Leu Glu Ala Gly Val Glu Met Ala Gly Gin Ala Pro Ser Gin Glu 

1285 1290 1295 

Asp Arg Ala Gin Val Val Ser Asn Leu Lys Gly lie Ser Met Ser Ser 

1300 1305 1310 

Ser Lys Leu Leu Leu Ala Ala Lys Ala Leu Ser Thr Asp Pro Ala Ala 

1315 1320 1325 

Pro Asn Leu Lys Ser Gin Leu Ala Ala Ala Ala Arg Ala Val Thr Asp 

1330 1335 1340 

Ser lie Asn Gin Leu He Thr Met Cys Thr Gin Gin Ala Pro Gly Gin 
1345 1350 1355 1360 

Lys Glu Cys Asp Asn Ala Leu Arg Glu Leu Glu Thr Val Arg Glu Leu 

1365 1370 1375 

Leu Glu Asn Pro Val Gin Pro lie Asn Asp Met Ser Tyr Phe Gly Cys 

1380 1385 1390 

Leu Asp Ser Val Met Glu Asn Ser Lys Val Leu Gly Glu Ala Met Thr 

1395 1400 1405 

Gly He Ser Gin Asn Ala Lys Asn Gly Asn Leu Pro Glu Phe Gly Asp 

1410 1415 1420 

Ala He Ser Thr Ala Ser Lys Ala Leu Cys Gly Phe Thr Glu Ala Ala 
1425 1430 1435 1440 

Ala Gin Ala Ala Tyr Leu Val Gly Val Ser Asp Pro Asn Ser Gin Ala 

1445 1450 1455 

Gly Gin Gin Gly Leu Val Glu Pro Thr Gin Phe Ala Arg Ala Asn Gin 

1460 1465 1470 

Ala He Gin Met Ala Cys Gin Ser Leu Gly Glu Pro Gly Cys Thr Gin 

1475 1480 • 1485 

Ala Gin Val Leu Ser Ala Ala Thr He Val Ala Lys His Thr Ser Ala 

1490 1495 1500 

Leu Cys Asn Ser Cys Arg Leu Ala Ser Ala Arg Thr Thr Asn Pro Thr 
1505 1510 1515 1520 

Ala Lys Arg Gin Phe Val Gin Ser Ala Lys Glu Val Ala Asn Ser Thr 

1525 1530 1535 

Ala Asn Leu Val Lys Thr He Lys Ala Leu Asp Gly Ala Phe Thr Glu 

1540 1545 1550 

Glu Asn Arg Ala Gin Cys Arg Ala Ala Thr Ala Pro Leu Leu Glu Ala 

1555 1560 1565 

Val Asp Asn Leu Ser Ala Phe Ala Ser Asn Pro Glu Phe Ser Ser He 

1570 1575 1580 

Pro Ala Gin He Ser Pro Glu Gly Arg Ala Ala Met Glu Pro He Val 
1585 1590 1595 1600 

He Ser Ala Lys Thr Met Leu Glu Ser Ala Gly Gly Leu He Gin Thr 
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16 05 1610 1615 

Ala Arg Ala Leu Ala Val Asn Pro Arg Asp Pro Pro Ser Trp Ser Val 

1620 1625 1630 

Leu Ala Gly His Ser Arg Thr Val Ser Asp Ser lie Lys Lys Leu He 

1635 1640 164= 

Thr Ser Met Arg Asp Lys Ala Pro Gly Gin Leu Glu Cys Glu Thr Ala 

1650 1655 1660 

lie Ala Ala Leu Asn Ser Cys Leu Arg Asp Leu Asp Gin Ala Ser Leu 
1665 1670 167S 1680 

Ala Ala Val Ser Gin Gin Leu Ala Pro Arg Glu Gly He Ser Gin Glu 

1685 1690 1695 

Ala Leu His Thr Gin Met Leu Thr Ala Val Gin Glu lie Ser His Leu 

1700 1705 1710 

lie Glu Pro Leu Ala Asn Ala Ala Arg Ala Glu Ala Ser Gin Leu Gly 

1715 1720 1725 

His Lys val Ser Gin Met Ala Gin Tyr Phe Glu Pro Leu Thr Leu Ala 

1730 1735 1740 

Ala Val Gly Ala Ala Ser Lys Thr Leu Ser His Pro Gin Gin Met Ala 
1745 1750 1755 1760 

Leu Leu Asp Gin Thr Lys Thr Leu Ala Glu Ser Ala Leu Gin Leu Leu 

1765 1770 1775 

Tvr Thr Ala Lys Glu Ala Gly Gly Asn Pro Lys Gin Ala Ala His Thr 

17 80 1785 1790 

Gin Glu Ala Leu Glu Glu Ala Val Gin Met Met Thr Glu Ala Val Glu 

1795 1800 I 805 

Asp Leu Thr Thr Thr Leu Asn Glu Ala Ala Ser Ala Ala Gly Val Val 

1810 1815 1820 

Glv Gly Met val Asp Ser lie Thr Gin Ala He Asn Gin Leu Asp Glu 
1825 1830 1835 1840 

Gly Pro Met Gly Glu Pro Glu Gly Ser Phe Val Asp Tyr Gin Thr Thr 

1845 1850 1855 

Met Val Arg Thr Ala Lys Ala He Ala Val Thr Val Gin Glu Met Val 

1860 1865 1870 

Thr Lys Ser Asn Thr Ser Pro Glu Glu Leu Gly Pro Leu Ala Asn Gin 

1875 1880 1885 

Leu Thr Ser Asp Tyr Gly Arg Leu Ala Ser Glu Ala Lys Pro Ala Ala 

1890 1895 1900 

val Ala Ala Glu Asn Glu Glu He Gly Ser His He Lys His Arg Val 
1905 1910 1915 1920 

Gin Glu Leu Gly His Gly Cys Ala Ala Leu Val Thr Lys Ala Gly Ala 

1925 1930 1935 

Leu Gin Cys Ser Pro Ser Asp Ala Tyr Thr Lys Lys Glu Leu He Glu 

1940 1945 1950 

Cys Ala Arg Arg Val Ser Glu Lys Val Ser His Val Leu Ala Ala Leu 

1955 1960 1965 

Gin Ala Gly Asn Arg Gly Thr Gin Ala Cys He Thr Ala Ala Ser Ala 

1970 1975 1980 

val Ser Gly He He Ala Asp Leu Asp Thr Thr He Met Phe Ala Thr 

1990 1995 2000 

Al^Gly Thr Leu Asn Arg Glu Gly Thr Glu Thr Ser Ala Asp His Arg 

2005 2010 2015 

Glu Gly He Leu Lys Thr Ala Lys Val Leu Val Glu Asp Thr Lys Val 

2020 2025 2030 

Leu Val Gin Asn Ala Ala Gly Ser Gin Glu Lys Leu Ala Gin Ala Ala 
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2035 2040 2045 

Gin Ser Ser Val Ala Thr lie Thr Arg Leu Ala Asp Val Val Lys Leu 

2050 2055 2060 

Gly Ala Ala Ser Leu Gly Ala Glu Asp Pro Glu Thr Gin Val Val Leu 
2065 2070 2075 2080 

He Asn Ala Val Lys Asp Val Ala Lys Ala Leu Gly Asp Leu He Ser 

2085 2090 2095 

Ala Thr Lys Ala Ala Ala Gly Lys Val Gly Asp Asp Pro Ala Val Trp 

2100 2105 2110 

Gin Leu Lys Asn Ser Ala Lys Val Met Val Thr Asn Val Thr Ser Leu 

2115 2120 2125 

Leu Lys Thr Val Lys Ala Val Glu Asp Glu Ala Thr Lys Gly Thr Arg 

2130 2135 2140 

Ala Leu Glu Ala Thr Thr Glu His He Arg Gin Glu Leu Ala Val Phe 
2145 2150 2155 2160 

Cys Ser Pro Glu Pro Pro Ala Lys Thr Ser Thr Pro Glu Asp Phe He 

2165 2170 2175 

Arg Met Thr Lys Gly He Thr Met Ala Thr Ala Lys Ala Val Ala Ala 

2180 2185 2190 

Gly Asn Ser Cys Arg Gin Glu Asp Val lie Ala Thr Ala Asn Leu Ser 

2195 2200 2205 

Arg Arg Ala He Ala Asp Met Leu Arg Ala Cys Lys Glu Ala Ala Tyr 

2210 2215 2220 

His Pro Glu Val Ala Pro Asp Val Arg Leu Arg Ala Leu His Tyr Gly 
2225 2230 2235 2240 

Arg Glu Cys Ala Asn Gly Tyr Leu Glu Leu Leu Asp His Val Leu Leu 

2245 2250 2255 

Thr Leu Gin Lys Pro Ser Pro Glu Leu Lys Gin Gin Leu Thr Gly His 

2260 2265 2270 

Ser Lys Arg Val Ala Gly Ser Val Thr Glu Leu He Gin Ala Ala Glu 

2275 2280 2285 

Ala Met Lys Gly Thr Glu Trp Val Asp Pro Glu Asp Pro Thr Val He 

2290 2295 2300 

Ala Glu Asn Glu Leu Leu Gly Ala Ala Ala Ala lie Glu Ala Ala Ala 
2305 2310 2315 2320 

Lys Lys Leu Glu Gin Leu Lys Pro Arg Ala Lys Pro Lys Glu Ala Asp 

2325 2330 2335 

Glu Ser Leu Asn Phe Glu Glu Gin lie Leu Glu Ala Ala Lys Ser He 

2340 2345 2350 

Ala Ala Ala Thr Ser Ala Leu Val Lys Ala Ala Ser Ala Ala Gin Arg 

2355 2360 2365 

Glu Leu Val Ala Gin Gly Lys Val Gly Ala He Pro Ala Asn Ala Leu 

2370 2375 2380 

Asp Asp Gly Gin Trp Ser Gin Gly Leu lie Ser Ala Ala Arg Met Val 
2385 2390 2395 2400 

Ala Ala Ala Thr Asn Asn Leu Cys Glu Ala Ala Asn Ala Ala Val Gin 

2405 2410 2415 

Gly His Ala Ser Gin Glu Lys Leu He Ser Ser Ala Lys Gin Val Ala 

2420 2425 2430 

Ala Ser Thr Ala Gin Leu Leu Val Ala Cys Lys Val Lys Ala Asp Gin 

2435 2440 2445 

Asp Ser Glu Ala Met Lys Arg Leu Gin Ala Ala Gly Asn Ala Val Lys 

2450 2455 2460 

Arg Ala Ser Asp Asn Leu Val Lys Ala Ala Gin Lys Ala Ala Ala Phe 
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2465 2470 2475 2480 

Glu Glu Gin Glu Asn Glu Thr Val Val Val Lys Glu Lys Met Val Gly 

2485 2490 2495 

Gly He Ala Gin He He Ala Ala Gin Glu Glu Met Leu Arg Lys Glu 

2500 2505 2510 

Arg Glu Leu Glu Glu Ala Arg Lys Lys Leu Ala Gin He Arg Gin Gin 

2515 2520 2525 

Gin Tyr Lys Phe Leu Pro Ser Glu Leu Arg Asp Glu His 
2530 2535 2540 



<210> 1703 

<211> 346 

<212> DNA 

<213> Homo sapiens 



<400> 1703 

ggatcccgag gagaaaaatc 
60 

ggaatctgtg atggagaaga 
120 

tctgctctac ccttctccat 
180 

ctgagctggc cttgagcagg 
240 

gactctcctt tcgcctctgt 
300 

tgaatgactg tgccatccat 
346 



ctctgttact tcatgggtca 
atgactcctc ttcttctctg 
gactgctgcc tggtctgtcc 
gtcgcacctg tacatgaaga 
gaaccagtga tggcgctgaa 
ggccaccaag ttccctttct 



tgtgactgag aatcttttta 
agtcctgtag taatgcattc 
tagccttgct ctgatccaca 
caatggctgg tttctcactg 
ctggaggaag aggcagcatg 
ctcgct 



<210> 1704. 
<211> 106 
<212> PRT 

<213> Homo sapiens 



<400> 1704 
Met Asp Gly Thr 
1 

His His Trp Phe 

20 

He Val Phe Met 
35 

Asp Gin Ser Lys 
50 

Arg Ala Glu Asn 
65 

Ser Ser Pro Ser 

Glu Val Thr Glu 

100 



Val He His Met 
5 

Thr Glu Ala Lys 

Tyr Arg Cys Asp 

40 

Ala Arg Thr Asp 
55 

Ala Leu Leu Gin 
70 

Gin He Pro Lys 
85 

Asp Phe Ser Pro 



Leu Pro Leu Pro 
10 

Gly Glu Ser Ser 
25 

Pro Ala Gin Gly 

Gin Ala Ala Val 

60 

Asp Ser Glu Lys 
75 

Lys He Leu Ser 

90 
Arg Asp 
105 



Pro Val Gin Arg 
15 

Glu Lys Pro Ala 
30 

Gin Leu Ser Val 
45 

Met Glu Lys Gly 

Lys Arg Ser His 

80 

His Met Thr His 
95 



<210> 1705 
<211> 377 
<212> DNA 

<213> Homo sapiens 
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<400> 1705 

gtgcaccttt tctcaggact cgctcagaag gtccttctgg gaggacaatg gacaagacta 
60 

aaccatcaaa tccattctca atgggtcaaa ttccaaattt tcctgaaggg ctggcttcta 
120 

ctggtgctcc aatcgagttg cagaaaggta tacagggtgg agcaagttta tttaatcctg 
180 

gttttggctg gaaccaaaat ccacaagttc aaaccttgaa gaattctcaa ggttctattc 
240 

ataatttagt gaggtctgga gttactgttg aaaggaaagt taatgtaggg gcacaaggag 
300 

cttttaactc tgcccctgca ccacagatgg aatttcccac agttcctcca tacaacccct 
360 

cttccttcgg agctagc 
377 

<210> 1706 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 1706 



Met 


Asp 


Lys 


Thr 


Lys Pro 


Ser 


Asn 


Pro 


Phe 


Ser 


Met 


Gly 


Gin 


He 


Pro 


1 




5 








10 










15 




Asn 


Phe 


Pro 


Glu 


Gly Leu 


Ala 


Ser 


Thr 


Gly 


Ala 


Pro 


He 


Glu 


Leu 


Gin 








20 








25 










30 






Lys 


Gly 


He 


Gin 


Gly Gly 


Ala 


Ser 


Leu 


Phe 


Asn 


Pro 


Gly 


Phe 


Gly 


Trp 




35 








40 










45 








Asn 


Gin 


Asn 


Pro 


Gin Val 


Gin 


Thr 


Leu 


Lys 


Asn 


Ser 


Gin 


Gly 


Ser 


He 




50 








55 










60 










His 


Asn 


Leu 


val 


Arg Ser 


Gly Val 


Thr 


Val 


Glu 


Arg 


Lys 


Val 


Asn 


Val 


65 








70 










75 










80 


Gly 


Ala 


Gin Gly 


Ala Phe 


Asn 


Ser 


Ala 


Pro 


Ala 


Pro 


Gin 


Met 


Glu 


Phe 








85 








90 










95 




Pro 


Thr 


Val 


Pro 


Pro Tyr Asn 


Pro 


Ser 


Ser 


Phe 


Gly 


Ala 


Ser 












100 








105 










110 







<210> 1707 

<211> 427 

<212> DNA 

<213> Homo sapiens 

<400> 1707 

nnttcggtga acccgaagcc cggacgcagc gccgataccc atgtgcgccc agtactacgc 
60 

catcacgcca agcgagtgct catcatcggg gccgggctag ccggcatgga ggctgcgcga 
120 

gttctcagcg aacgcgcaca cgaacctctc atcgtcgagg ccagcgacca cattggcgga 
180 

gtcatccttg cgggtggtca accttccttc aaggaggacg acctagctct gctggagtgg 
240 

taccgcacca ccctggagga gttgggcgtg gagattcgac tcaacaccac cgtaacggct 
300 
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gatctcatcg cttccttcgg ggccgatcac gtcgtcctgg cgaccggatc gaggccgcgt 
360 

cgactcgacc taggtgatga tgccaaggtc attgacgcca ccgacgctct gctcaaccgc 
420 

gacgcgt 
427 

<210> 1708 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<400> 1708 

Xaa Ser Val Asn Pro Lys Pro Gly Arg Ser Ala Asp Thr His Val Arg 

15 10 15 

Pro Val Leu Arg His His Ala Lys Arg Val Leu He He Gly Ala Gly 

20 25 30 

Leu Ala Gly Met Glu Ala Ala Arg Val Leu Ser Glu Arg Ala His Glu 

35 40 45 

Pro Leu He Val Glu Ala Ser Asp His He Gly Gly Val lie Leu Ala 

50 55 60 

Gly Gly Gin Pro Ser Phe Lys Glu Asp Asp Leu Ala Leu Leu Glu Trp 
65 70 75 80 

Tyr Arg Thr Thr Leu Glu Glu Leu Gly Val Glu He Arg Leu Asn Thr 

85 90 95 

Thr Val Thr Ala Asp Leu He Ala Ser Phe Gly Ala Asp His Val Val 

100 105 HO 

Leu Ala Thr Gly Ser Arg Pro Arg Arg Leu Asp Leu Gly Asp Asp Ala 

115 120 125 

Lys Val He Asp Ala Thr Asp Ala Leu Leu Asn Arg Asp Ala 
130 135 140 

<210> 1709 
<21X> 446 
<212> DNA 

<213> Homo sapiens 
<400> 1709 

acgcgtgaag gggaccagga ggttggacac agaccactgc aatggaaatg atgatttaga 
60 

ctgttctttt ctgactgatg actgggagtc agggaagatg aatgcagagt ctgtgatcac 
120 

ctcctcttcc agccacatca tatctcagcc tcctggagga aacccccata gcttgtctct 
180 

tcagtcccag ctgacagctt ctgaacgttt ccaagagaat agttcggatc attcagaaac 
240 

caggttgttg caagaggtct tctttcaggc aatcctgctt gctgtgtgct taatcattcc 
300 

tgcatgtgca agatgggtta cgggagaaat attagccagt gtcttcacat gctcattgat 
360 

gataactgca gcttacgtga aatcattgtt tctcagcctt gccagctatt ccaaaaccac 
420 

tgcctgcgct cggcctgcca aaattt 

446 
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<210> 1710 

<211> 116 

<212> PRT 

<213> Homo sapiens 

<400> 1710 

Met Asn Ala Glu Ser Val lie Thr Ser Ser Ser Ser His lie lie Ser 

1 5 10 15 

Gin Pro Pro Gly Gly Asn Ser His Ser Leu Ser Leu Gin Ser Gin Leu 

20 25 30 

Thr Ala Ser Glu Arg Phe Gin Glu Asn Ser Ser Asp His Ser Glu Thr 

35 40 45 

Arg Leu Leu Gin Glu Val Phe Phe Gin Ala He Leu Leu Ala Val Cys 

50 55 60 

Leu He He Ser Ala Cys Ala Arg Trp Val Met Gly Glu He Leu Ala 
65 70 75 80 

Ser Val Phe Thr Cys Ser Leu Met He Thr Val Ala Tyr Val Lys Ser 

85 90 95 

Leu Phe Leu Ser Leu Ala Ser Tyr Phe Lys Thr Thr Ala Cys Ala Arg 

100 105 HO 

Phe Val Lys lie 
115 

<210> 1711 

<211> 426 

<212> DNA 

<213> Homo sapiens 

<400> 1711 

ngggggattc atgttagtat ttgtcagaaa aggcttttga aagagccaaa ttaaaaagag 
60 

cactagaaca tgaacaggga aagcagagga aatacttgta gaaagtattt tttacagctc 
120 

cctcaataca attcagtaat gttcattcct ggtgagaagt ctgtccgcac acacagcatc 
180 

agccaagcag cagaagcagt ggtgtctggg gggctgggaa gtttttcccc caaataccca 
240 

ccccatgcac tgcccagtcc ccagacccca aagactttgt cctcgcctca cgcacctttt 
300 

gcaggctcac actgtctgtg tgcgcaagag gtagcgacag gagacaatgg ggaaagagct 
360 

gaaggaggca aacaaggcca gggggaaagc ctacctcgag gcacagaggg gccccaagat 
420 

ggatat 
426 

<210> 1712 

<211> 119 

<212> PRT 

<213> Homo sapiens 

<400> 1712 

Met Asn Arg Glu Ser Arg Gly Asn Thr Cys Arg Lys Tyr Phe Leu Gin 
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1 

Leu Pro Gin Tyr 

20 

Arg Thr His Ser 
35 

Leu Gly Ser Phe 
50 

Gin Thr Pro Lys 
65 

His Cys Leu Gys 

Ala Glu Gly Gly 

100 

Glu Gly Pro Gin 
115 



5 

Asn Ser Val Met 

lie Ser Gin Ala 

40 

Ser Pro Lys Tyr 
55 

Thr Leu Ser Ser 
70 

Ala Gin Glu Val 
85 

Lys Gin Gly Gin 
Asp Gly Tyr 



10 

Phe He Pro Gly 
25 

Ala Glu Ala Val 

Pro Pro His Ala 

60 

Pro His Ala Pro 
75 

Ala Thr Gly Asp 
90 

Gly Glu Ser Leu 
105 



15 

Glu Lys Ser Val 
30 

Val Ser Gly Gly 
45 

Leu Pro Ser Pro 

Phe Ala Gly Ser 

80 

Asn Gly Glu Arg 
95 

Pro Arg Gly Thr 
110 



<210> 1713 

<211> 328 

<212> DNA 

<213> Homo sapiens 



<400> 1713 
tctagaaagg 
60 

ccagaattgg 
120 

ggtcatgatg 
180 

aatgagcctc 
240 

cctgtgccac 
3 00 

aacgcatctg 
328 



tttatttcat 
ccctggctgc 
aggtcagctt 
actccctccc 
ctgccatccc 
gctggtgact 



gggccaaggc 
ttgccacaga 
tggaggagca 
cgctcaaggc 
tgggattctc 
cctggggg 



ttgtgtttcc 
gtctggccgg 
gggccagcgt 
agcccttcac 
catctcagtg 



aaagccagga 
gggaccctgg 
gtcctgcttt 
ccagccgccg 
agtgctccct 



agggctgaag 
acctcagcag 
ctgctcctgg 
ggacaggtgc 
ggggcctggg 



<210> 1714 

<211> 99 

<212> PRT 

<213> Homo sapiens 



<400> 1714 
Met Gly Gin Gly 
1 

Leu Ala Leu Ala 

20 

Gin Gin Gly His 
35 

Pro Ala Phe Cys 
50 

Ser Pro Ser Pro 
65 

Pro Gly lie Leu 
Ser Gly Trp 



Leu Cys Phe Gin 
5 

Ala Cys His Arg 

Asp Glu Val Ser 

40 

Ser Trp Asn Glu 
55 

Ser Arg Arg Asp 
70 

His Leu Ser Glu 
85 



Ser Gin Glu Gly 
10 

Val Trp Pro Gly 
25 

Phe Gly Gly Ala 

Pro His Ser Leu 

60 

Arg Cys Pro Val 
75 

Cys Ser Leu Gly 
90 



Leu Lys Pro Glu 
15 

Asp Pro Gly Pro 
30 

Gly Pro Ala Cys 
45 

Pro Ala Gin Gly 

Pro Pro Ala He 

80 

Pro Gly Asn" Ala 
95 
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<210> 1715 

<211> 489 

<212> DNA 

<213> Homo sapiens 



<400> 1715 
gttgccagcg 
60 

gatgccccat 
120 

aaatcgatcc 
180 

ttgatcatgg 

240 

aatatggtgt 
300 

gtatgggcct 
360 

aactcattac 
420 

gtgtatccgt 
480 

ctgacgcgt 
489 



atgggccgca 
gtgtgacatt 
acccaggcgt 
cctgtcatgg 
tttttggcca 
gtcccaatga 
cgtcgaatac 
actcggtgtc 



tttgtacatc 
ctgtggatag 
gtagctgcgg 
cgtagtcttc 
actcggaagc 
cgacgtgtgc 
gacgctgtcg 
gcgcaacagg 



ccggtatttc 
ttattgttag 
tatttcatca 
tacgtcgtaa 

cggggtgtcg 

tgggtccatg 
ccatcggcgg 
tgcctaacct 



gtgttcggtg 
cattatttga 
gagttgatcg 
agtatgagac 
gggaagtcgg 
aggagttcgt 
tgtcgaatcg 
cagcgctagt 



tggtgtaaaa 
caagttctag 
ttgcgatgag 
aatccacggt 
tccctgtaag 
ccaaggttcg 
aatcctcaaa 
gggctgtgca 



<210> 1716 
<211> 101 
<212> PRT 

<213> Homo sapiens 



<400> 1716 

Met Ala Cys His Gly Val Val Phe Tyr Val Val Lys Tyr Glu Thr lie 

I 5 10 15 

His Gly Asn Met Val Phe Phe Gly Gin Leu Gly Ser Arg Gly Val Gly 

20 25 30 

Glu Val Gly Pro Cys Lys Val Trp Ala Cys Pro Asn Asp Asp Val Cys 

35 40 45 

Trp Val His Glu Glu Phe Val Gin Gly Ser Asn Ser Leu Pro Ser Asn 

50 55 60 

Thr Thr Leu Ser Pro Ser Ala Val Ser Asn Arg He Leu Lys Val Tyr 
65 70 75 80 

Pro Tyr Ser Val Ser Arg Asn Arg Cys Leu Thr Ser Ala Leu Val Gly 

85 90 95 

Cys Ala Leu Thr Arg 

100 

<210> 1717 
<211> 312 
<212> DNA 

<213> Homo sapiens 



<400> 1717 
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nggcatacaa cggagtaaaa accacatcaa cagaagtgga aacaggccca gagagcgtga 
50 

gaggtttctg gtttcaagaa ggcacactga gtccctgcac ccgatgcctc tccttcccca 
120 

aatcccactg gaatacacag agagacataa aaacaaggag tgtcctgtag cagagcagcc 
180 

aggctggctc atgagacaga gggagcagtc ttctgggaga catggctctt gctgctgcgg 
240 

atcagccaac agatccatgg aaagcaaagg gcccttctcc ggaggcttcc tggggcctgc 
300 

catgaatgtg tc 
312 

<210> 1718 
<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 1718 



Met 


Ala 


Gly 


Pro 


Arg 


Lys 


Pro 


Pro 


Glu 


Lys 


Gly Pro 


Leu 


Leu 


Ser Met 


1 






5 










10 








15 


Asp 


Leu 


Leu 


Ala 


Asp 


Pro 


Gin 


Gin 


Gin 


Glu 


Pro Cys 


Leu 


Pro 


Glu Asp 






20 










25 








30 




Cys 


Ser 


Leu 


Cys 


Leu 


Met 


Ser 


Gin 


Pro 


Gly 


Cys Ser 


Ala 


Thr Gly His 




35 










40 








45 






Ser 


Leu 
50 


Phe 


Leu 


Cys 


Leu 


Ser 
55 


Val 


Tyr 


Ser 


Ser Gly 
60 


lie 


Trp 


Gly Arg 


Arg Gly 


lie 


Gly 


Cys 


Arg 


Asp 


Ser 


Val 


Cys 


Leu Leu 


Glu 


Thr 


Arg Asn 


65 










70 










75 






80 


Leu 


Ser 


Arg 


Ser 


Leu 


Gly 


Leu 


Phe 


Pro 


Leu 


Leu Leu 


Met 


Trp 


Phe Leu 








85 










90 








95 


Leu 


Arg 


Cys 


Met 
100 


Pro 





















<210> 1719 
<211> 404 
<212> DNA 

<213> Homo sapiens 
<400> 1719 

tgatcaccac ggccctgcca ttttttgtcg ggaccgcaga ccgtatgctg cccctcgaag 
60 

tcagagacaa tccaaccggc ctgcaaaact gcggtcttgc ccggggcaac gtcgtagggt 
120 

ccaacagttt ctccaacctc ataggtagaa gaagtgctat agctgctgga aatggagatg 
180 

tggatcacat cgagcagtgg gaagtcaatg cctgccgaaa ccgaccagtt cttcgtctta 
240 

gtttctgtga tggatcgcgt gaccggctgc ggagtgtcgt tgagttggaa atcgtcacgt 
300 

cccagcagag ccatcgaagt agctgcgcac cacatgaacg ggctgtccgt gtcacccgga 
360 

ttcgagcagg gagcacccat tggtgngtgg tgtccccggg ggtt 

404 
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<210> 1720 

<211> 126 

<212> PRT 

<213> Homo sapiens 



<400> 1720 
Met Gly Ala Pro 
l 

Trp Cys Ala Ala 

20 

Leu Asn Asp Thr 
35 

Thr Lys Asn Trp 
50 

Val He His He 
65 

Glu Val Gly Glu 

Ala Val Leu Gin 

100 

Thr Val Cys Gly 
115 



Cys Ser Asn Pro 

5 

Thr Ser Met Ala 

Pro Gin Pro Val 

40 

Ser Val Ser Ala 
55 

Ser He Ser Ser 
70 

Thr Val Gly Pro 
85 

Ala Gly Trp He 

Pro Asp Lys Lys 

120 



Gly Asp Thr Asp 
10 

Leu Leu Gly Arg 
25 

Thr Arg Ser lie 

Gly He Asp Phe 

60 

Ser Tyr Ser Thr 
75 

Tyr Asp Val Ala 
90 

Val Ser Asp Phe 
105 

Trp Gin Gly Arg 



Ser Pro Phe Met 
15 

Asp Asp Phe Gin 
30 

Thr Glu Thr Lys 
45 

Pro Leu Leu Asp 

Ser Ser Thr Tyr 

80 

Pro Gly Lys Thr 
95 

Glu Gly Gin His 

110 
Gly Asp 

125 



<210> 1721 

<211> 529 

<212> DNA 

<213> Homo sapiens 



<400> 1721 

ccatggccac cctttcagga cagagctgcc 
60 

gtcgctgtgg cttcagcctc ccagctcctc 
120 

ggcactccct gcttggatca ggggatctgg 
180 

gctgggcacc tgtgatgtcc aggcactccc 
240 

tcccagctcc tcctgtcctc cgctgggcac 
300 

cggggggtct gggttttgtg ctatacttgg 
360 

tctgcagagc tacccctcgc catctctttc 
420 

cctgtgactc tgcttccggt gttgtcaaat 
480 

tcgtgtgcag gtttctgggg tggcagagtg 
529 



cttcccatgc tggaggagcc acagggcctg 
ctgtcctctg ctgggcactt gtaatgtcca 
gtttcatctt cccagctcct cctgtcctct 
tgcttggatt gggggatctg ggtttcatct 
ctgtgatgtc caggcactcc ctgcttggat 
tgctcccttt cactcaggcc ccttcttgac 
acgcgggcct cctgcagtct ctgtgctcac 
gggggtcatc ccaggacccg caccactggg 
cggatgagtg ggcacgcgt 



<210> 1722 
<211> 118 
<212> PRT 

<213> Homo sapiens 
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<400> 1722 



Met 


Ala 


Thr 


Leu 


Ser 


Gly 


Gin 


Ser 


Cys 


Pro 


Ser 


HIS 


Ala 


Giy 


uiy 


Mia 


l 








5 










10 










1 c 




Thr 


Gly 


Pro 


Gly 


Arg 


Cys 


Gly 


pne 


C A 

Ser 


Leu 


Fro 


nla 




rlU 


v an. 










20 










25 










3 0 






Cys 


Trp 


Ala 


Leu 


val 


Met 


Ser 


Arg 


His 


Ser 


Leu 


Leu 


Gly 


Ser 


Gly 


Asp 




35 










40 










45 








Leu 


Gly 


Phe 


He 


Phe 


Pro 


Ala 


Pro 


Pro 


Val 


Leu 


Cys 


Trp 


Ala 


Pro 


val 




50 










55 










60 










Met 


Ser 


Arg 


His 


Ser 


Leu 


Leu 


Gly 


Leu 


Gly 


Asp 


Leu 


Gly 


Phe 


He 


Phe 


65 








70 










75 










80 


Pro 


Ala 


Pro 


Pro 


Val 


Leu 


Arg 


Trp 


Ala 


Pro 


Val 


Met 


Ser 


Arg 


His 


Ser 










85 










90 










95 




Leu 


Leu 


Gly 


Ser 


Gly 


Gly 


Leu 


Gly 


Phe 


Val 


Leu 


Tyr 


Leu 


Val 


Leu 


Pro 








100 










105 










110 






Phe 


Thr 


Gin 


Ala 


Pro 


Ser 























115 



<210> 1723 
<211> 371 
<212> DNA 

<213> Homo sapiens 
<400> 1723 

acgcgtttga agctggatgc atggatatcc agcgccgcca tcgggtcaaa tgggttgacg 
60 

ctgcccttga tggtcaccgg ggcgtagcga tctaccttac cgttgatgtc gacgctcgcc 
120 

ggtttggcct ggcggctgtc aatggtgcca atcttcccgt tgagttgttg aatggcagtg 
180 

gcaaagttgg gcgtgaggct gaagtcggcg aagttggccg agccatcatt gatcgcaacc 
240 

tgcccaatgt gaatgcccag tggcttctct ttgctggccg ccggctgtct tgttgccagt 
300 

gtcggccggg tgcgggatca gcaagtcatc gatgttggtg gggcggtcat cggtgatcgc 
360 

tgcattcaat a 
371 

<210> 1724 
<211> 111 
<212> PRT 

<213> Homo sapiens 



<400> 1724 


























Met Asp 


He 


Gin 


Arg 


Arg 


His 


Arg 


Val Lys 


Trp 


Val 


Asp 


Ala 


Ala 


Leu 


1 






5 








10 










15 




Asp Gly 


His 


Arg 


Gly 


Val 


Ala 


He 


Tyr Leu 


Thr 


Val 


Asp 


Val 


Asp 


Ala 




20 










25 








30 






Arg Arg 


Phe 


Gly 


Leu 


Ala 


Ala 


Val 


Asn Gly 


Ala 


Asn 


Leu 


Pro 


Val 


Glu 




35 










40 








45 








Leu Leu 


Asn 


Gly 


Ser 


Gly Lys 


Val 


Gly Arg 


Glu 


Ala 


Glu 


Val 


Gly Glu 


50 










55 








60 










Val Gly 


Arg 


Ala 


He 


He 


Asp 


Arg 


Asn Leu 


Pro 


Asn 


Val 


Asn 


Ala 


Gin 
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65 70 75 80 

Trp Leu Leu Phe Ala Gly Arg Arg Leu Ser Cys Cys Gin Cys Arg Pro 

85 90 95 

Gly Ala Gly Ser Ala Ser His Arg Cys Trp Trp Gly Gly His Arg 

100 105 HO 



<210> 1725 

<211> 807 

<212> DNA 

<213> Homo sapiens 



<400> 1725 

ngtgcacctg gtatggtgcc ctctgggtct 
60 

atttgaagtg acctcttccc tctgagcctt 
120 

catgcagtgc tggaggccga gaggcagaag 
180 

gagctggagg agacttcaga ggagacaggg 
240 

gaggatctta gagccaccaa gcaggaactc 
300 

gaagaggagc ttggagagaa gatagaggtc 
360 

agtgctggag atactcgcca ggttgaggtg 
420 

gagcttaagg aactgcaggc agaacggcag 
480 

cgggagttgg agaagcagct ggcggtcctg 
540 

gaagaacaga acctccagct acaaaagacc 
600 

gcttccaagg ctaagatggt ggccgaggca 
660 

gcagtggaga cgacgcttcg ggagacccag 
720 

ctgggtttgg agcagcagct gaaggagact 
780 

gaggcacgac tacgggacaa gctgcag 
807 



aagcctgtcc ttgtacacac tcacactttg 
ctggtgtcca actctcccct tctctaggac 
atgtcagccc ttgtgcgagg gctgcagagg 
cattggcaga gtatgttcca gaagaacaag 
ctgcagctgc gaatggagaa ggaggagatg 
ttgcagaggg aattagagca ggcccgagct 
ctcaagaagg agctgctccg gacacaggag 
agccaggagg tggctgggcg acaccgggac 
agggtcgagg ctgatcgagg tcgggagctg 
ctccagcaat tgcgacagga ctgtgaagag 
gaggcaacag tgctggggca gcggcgggcc 
gaggaaaatg acgaattccg ccggcgcatc 
cgaggtctgg tggatggtgg ggaagcggtg 



<210> 1726 

<211> 230 

<212> PRT 

<213> Homo sapiens 



<400> 1726 
Asp His Ala Val 
1 

Arg Gly Leu Gin 

20 

Trp Gin Ser Met 
35 

Gin Glu Leu Leu 



Leu Glu Ala Glu 
5 

Arg Glu Leu Glu 

Phe Gin Lys Asn 

40 

Gin Leu Arg Met 



Arg Gin Lys Met 
10 

Glu Thr Ser Glu 
25 

Lys Glu Asp Leu 
Glu Lys Glu Glu 



Ser Ala Leu Val 
15 

Glu Thr Gly His 
30 

Arg Ala Thr Lys 
45 

Met Glu Glu Glu 
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50 

Leu Gly Glu Lys 
65 

Ala Ser Ala Gly 

Leu Arg Thr Gin 

100 

Gin Glu Val Ala 
115 

Ala Val Leu Arg 
130 

Asn Leu Gin Leu 
145 

Glu Ala Ser Lys 

Gly Gin Arg Arg 

180 

Glu Asn Asp Glu 
195 

Lys Glu Thr Arg 
210 

Leu Arg Asp Lys 
225 



55 

lie Glu Val Leu 
70 

Asp Thr Arg Gin 
85 

Glu Glu Leu Lys 

Gly Arg His Arg 

120 

Val Glu Ala Asp 
135 

Gin Lys Thr Leu 
150 

Ala Lys Met Val 
165 

Ala Ala Val Glu 

Phe Arg Arg Arg 

200 

Gly Leu Val Asp 
215 

Leu Gin 
230 



60 

Gin Arg Glu Leu 
75 

Val Glu Val Leu 
90 

Glu Leu Gin Ala 
105 

Asp Arg Glu Leu 

Arg Gly Arg Glu 

140 

Gin Gin Leu Arg 
155 

Ala Glu Ala Glu 
170 

Thr Thr Leu Arg 
185 

He Leu Gly Leu 

Gly Gly Glu Ala 

220 



Glu Gin Ala Arg 

80 

Lys Lys Glu Leu 
95 

Glu Arg Gin Ser 
110 

Glu Lys Gin Leu 
125 

Leu Glu Glu Gin 

Gin Asp Cys Glu 

160 

Ala Thr Val Leu 
175 

Glu Thr Gin Glu 
190 

Glu Gin Gin Leu 
205 

Val Glu Ala Arg 



<210> 1727 

<211> 474 

<212> DNA 

<213> Homo sapiens 



<400> 1727 
aaccaactct 
60 

gcagctccag 
120 

atgcaatcca 
180 

acacaacaga 
240 

aatttcaaag 
300 

cacagctatg 
360 

caatatctga 
420 

gctgaaagac 
474 



ccacaacatc 
aagacaaaga 
aatcagcttg 
agaagtattt 
ttaaaaccat 
aaagtcataa 
aaaccaagaa 
attaccagtt 



gccagaaaca 
caagacgaaa 
cgaaattaaa 
ggagcagttg 
caaacttcca 
acagcaatct 
aactgaagca 
acctaagaag 



gtcgctgcca 
aaggaagttt 
caaagtcacc 
cacttgcccc 
actctagatc 
gagattgatg 
agcactgaat 
gagaaaagag 



agaggctcca 
tacaaagctc 
aagaatgtag 
aaagcaaacc 
atacattaaa 
ttcaaacctt 
gtagtcataa 
tgacagtaca 



ccatgtttta 
aagggacatt 
tacccaacaa 
aatttcccca 
tgaaacagac 
taccaaaaaa 
gcaatctctg 
attg 



<210> 1728 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 1728 

Met Lys Lys Glu val Leu Gin Ser Ser Arg Asp He Met Gin Ser Lys 
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1 

Ser 








5 










10 










15 




Ala 


Cys 


Glu 


He 


Lys 


Gin 


Ser 


His 


Gin 


Glu 


Cys 


Ser 


Tnr 


Gin 








20 










25 










30 






Thr 


Gin 


Gin 


Lys 


Lys 


Tyr 


Leu 


Glu 


Gin 


Leu 


His 


Leu 


Pro 


Gin 


Ser 


Lys 






35 










40 










45 




Thr 




Pro 


He 


Ser 


Pro 


Asn 


Phe 


Lys 


Val 


Lys 


Thr 


He 


Lys 


Leu 


Pro 


Leu 




50 










55 










60 




His 




Gin 
80 


Asp 
65 


His 


Thr 


Leu 


Asn 


Glu 
70 


Thr 


Asp 


His 


Ser 


Tyr 
75 


Glu 


Ser 


Lys 


Gin 


Ser 


Glu 


He 


Asp 


Val 


Gin 


Thr 


Phe 


Thr 


Lys 


Lys 


Gin 


Tyr 


Leu 


Lys 








85 










90 










95 




Thr 


Lys 


Lys 


Thr 


Glu 


Ala 


Ser 


Thr 


Glu 


Cys 


Ser 


His 


Lys 


Gin 


Ser 


Leu 




100 










105 










110 




Val 


Ala 


Glu 


Arg 

115 


His 


Tyr 


Gin 


Leu 


Pro 
120 


Lys 


Lys 


Glu 


Lys 


Arg 
125 


Val 


Thr 



Gin Leu 
130 

<210> 1729 

<211> 470 

<212> DNA 

<213> Homo sapiens 

<400> 1729 

acgcgtgact cgccataaca ttgctgacac gttttccacg gcaagggagg catcatgacg 
60 

aggatcgacg tgtggctgtg gtcggtgcgc gtctataagt cccggtcgtt ggctaccgcc 
120 

gccgtcaagg gcggccacat tcgcctcaat ggagacccgg ttaaaccctc ccacgacgtg 
180 

aaacccggcg ataccgtcac catccacacc cccggatggg accgggtcct caaggtcatc 

240 

aacccgatca cgaaaagagt cggcgccaaa ctcgcggtcg aggcttacga agatctgtca 
300 

nngccccccg acccgcctac ctctctgnct cccctcgccc gccgcgaccg tggggctgga 
360 

cgacccacca agaaggatcg tcgcgagatc gatcggctcc gaggccggga ctctcgctat 

420 

tgaggactct tcgcccggcc caacacacca cggctcgcgg ccgaattggc 

470 

<210> 1730 

<211> 131 

<212> PRT 

<213> Homo sapiens 



His Val Phe His Gly Lys Gly Gly He Met Thr Arg He Asp Val Trp 

15 10 15 

Leu Trp Ser Val Arg Val Tyr Lys Ser Arg Ser Leu Ala Thr Ala Ala 

20 25 30 

Val Lys Gly Gly His lie Arg Leu Asn Gly Asp Pro Val Lys Pro Ser 

35 40 45 

His Asp Val Lys Pro Gly Asp Thr Val Thr He His Thr Pro Gly Trp 
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50 55 60 

Asp Arg Val Leu Lys Val He Asn Pro He Thr Lys Arg Val Gly Ala 
65 70 75 80 

Lys Leu Ala Val Glu Ala Tyr Glu Asp Leu Ser Xaa Pro Pro Asp Pro 

85 90 95 

Pro Thr Ser Leu Xaa Pro Leu Ala Arg Arg Asp Arg Gly Ala Gly Arg 

100 105 HO 

Pro Thr Lys Lys Asp Arg Arg Glu He Asp Arg Leu Arg Gly Arg Asp 
115 120 125 

Ser Arg Tyr 
130 

<210> 1731 
<211> 534 
<212> DNA 

<213> Homo sapiens 
<400> I73i 

agcgctccct gcctgctgct gggcggaggg aaggcggcaa gagctgcgga gcccctggaa 
60 

gagcttccag gaaccctgcg ctgtgggata aaggaatgag gttcagaaag gggcagggag 
120 

ttgcccgcag ccgcaccgca cgtcttcagc ccgaccgttg tcctgacctc tctgtcccgt 
180 

cccctgccca gtctcaccat ggccttctgg acacagctga tgctgctgct ctggaagaat 
240 

ttcatgtatc gccggagaca gccggtccag ctcctggtcg aattgctgtg gcctctcttc 
300 

ctcttcttca tcctggtggc tgttcgccac tcccacccgc ccctggagca ccatgaatgc 
360 

cacttcccaa acaagccact gccatcggcg ggcaccgtgc cctggctcca gggtctcatc 
420 

tgtaatgtga acaacacctg ctttccgcag ctgacaccgg gcgaggagcc cgggcgcctg 
480 

agcaacttca acgactccct ggtctcccgg ctgctacgtc ggagagaggc tgga 
534 

<210> 1732 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 1732 

Met Ala Phe Trp Thr Gin Leu Met Leu Leu Leu Trp Lys Asn Phe Met 

15 10 15 

Tyr Arg Arg Arg Gin Pro Val Gin Leu Leu Val Glu Leu Leu Trp Pro 

20 25 30 

Leu Phe Leu Phe Phe He Leu Val Ala Val Arg His Ser His Pro Pro 

35 40 45 

Leu Glu His His Glu Cys His Phe Pro Asn Lys Pro Leu Pro Ser Ala 

50 55 60 

Gly Thr Val Pro Trp Leu Gin Gly Leu He Cys Asn Val Asn Ash Thr 
65 70 75 80 

Cys Phe Pro Gin Leu Thr Pro Gly Glu Glu Pro Gly Arg Leu Ser Asn 
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85 90 95 

Phe Asn Asp Ser Leu Val Ser Arg Leu Leu Arg Arg Arg Glu Ala Gly 

100 105 HO 



<210> 1733 
<211> 409 
<212> DNA 

<213> Homo sapiens 



<400> 1733 
acgcgtgatg 
60 

ggacatgccg 
120 

gggcaactgc 
180 

catcgtctcc 
240 

tggtgtggtc 

300 

accgggcgac 
360 

cgcggccgga 
409 



gccgatccga 
tggctgatcc 
accctctgcg 
gacggcaacg 
gcggggatca 
cactggtttt 
gcgctgctcc 



ctgtgcccgg 
gcgacatcac 
tcgaggacta 
tcctgcagcg 
gcgaactccg 
taggaccttc 
cgggcattga 



tcacgacccg 
cctcggcaac 
ctcgcgcagg 
cgcatcggcc 
atccgtacgt 
gctcggtctc 
tctcaaggcg 



cggcgtccga 
aacgtgatcg 
tacgcggcga 
gcacagccag 
attctccagc 
gatcgatggc 
gtcacgagg 



gtcctgaccc 
cgggcagcac 
ggatcctcaa 
cgtggctggt 
ctcgacgctt 
gtgctgtcac 



<210> 1734 
<211> 134 
<212> PRT 

<213> Homo sapiens 



<400> 1734 






















Ser Pro 


Met 


Ala 


Asp 


Pro 


Thr 


val 


Pro 


Gly His Asp 


Pro 


Arg 


Arg 


Pro 


l 






5 








10 










15 


Asp 


Pro 


Asp 


Met 


Pro 


Trp 


Leu 


He 


Arg Asp 


He 


Thr 


Leu 


Gly 


Asn Asn 






20 










25 








30 


Asp Tyr 


Val 


He 


Ala 


Gly 


Ser 


Thr 


Gly 


Asn 


Cys Thr 


Leu 


Cys 


Val 


Glu 




35 








40 








45 






Ser 


Arg 


Arg 


Tyr 


Ala 


Ala 


Arg 


He 


Leu Asn 


He 


Val 


Ser 


Asp 


Gly Asn 




50 










55 








60 






Gly Val 


val 


Leu 


Gin 


Arg 


Ala 


Ser 


Ala 


Ala 


Gin Pro 


Ala 


Trp 


Leu 


Val 


65 








70 








75 








80 


Val 


Ala Gly 


He 


Ser 


Glu 


Leu 


Arg 


Ser Val 


Arg 


He 


Leu 


Gin 


Pro Arg 










85 








90 










95 


Arg 


Leu 


Pro 


Gly 
100 


Asp 


His 


Trp 


Phe 


Leu Gly 
105 


Pro 


Ser 


Leu 


Gly 

110 


Leu Asp 


Arg 


Trp 


Arg 


Ala 


Val 


Thr 


Ala Ala Gly Ala 


Leu 


Leu 


Pro 


Gly 


He Asp 


115 










120 








125 






Leu 


Lys 


Ala 


Val 


Thr 


Arg 



















130 



<210> 1735 
<211> 342 
<212> DNA 

<213> Homo sapiens 
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<400> 1735 

ggcgccacgg tcatcagcat catgtgttcg gcgcccgctg cacgaatgtt cgtgcgatca 
60 

agcgcgcctt ttagttcgac gcacggtaaa gcccgtgcgc atcgatgtag gccaggaccg 
120 

cgtcaggcac caggaaacgt accgacttcc cgctggccgg cagttgacgg atctgggtgg 
180 

cggacaccgc aagcggggtc tgccagacga atgcaatatt cccgttcggc ccggtcaggg 
240 

ccaaggggtc acttaccgac cgcgcggcca gcaggttgcg caaggcatcc ggcggttcgc 
300 

tggcggcatc cgggcgttgc aaaaccagga tgtggcaatg ct 
342 

<210> 1736 

<211> 112 

<212> PRT 

<213> Homo sapiens 

<400> 1736 



Met 


Val 


He 


Ser 


He 


Met Cys Ser 


Ala 


Pro 


Ala Ala 


Arg 


Met 


Phe 


Val 


l 








5 






10 








15 




Arg 


Ser 


Ser 


Ala 


Pro 


Phe Ser Ser 


Thr 


His 


Gly Lys 


Ala 


Arg 


Ala 


His 






20 






25 








30 






Arg 


Cys 


Arg 


Pro 


Gly 


Pro Arg Gin 


Ala 


Pro 


Gly Asn 


val 


Pro 


Thr 


Ser 




35 






40 








45 








Arg 


Trp 


Pro 


Ala 


Val Asp Gly Ser Gly 


Trp 


Arg Thr 


Pro 


Gin 


Ala 


Gly 


50 








55 






60 










Ser 


Ala 


Arg 


Arg 


Met 


Gin Tyr Ser 


Arg 


Ser 


Ala Arg 


Ser 


Gly 


Pro 


Arg 


65 










70 






75 








80 


Gly His 


Leu 


Pro 


Thr 


Ala Arg Pro 


Ala 


Gly 


Cys Ala 


Arg 


His 


Pro 


Ala 










85 






90 








95 




Val 


Arg 


Trp 


Arg 


His 


Pro Gly Val 


Ala 


Lys 


Pro Gly 


Cys 


Gly Asn 


Ala 



100 105 HO 



<210> 1737 

<211> 506 

<212> DNA 

<213> Homo sapiens 

<400> 1737 

acgcgtgttc accatgacct ggaccgccca gcggcccgac gggtcgagcg cggaggagtc 
60 

ggacgagacg actgtggtgg tccctgccat ctcagcgccc cacgggtacg acgtgcaggc 
120 

gtccggcgcc cacgtcacct cccacccagg cgaccgggtg gcgcggttgc acctcaacca 
180 

aggcagtacc acggcgaagg tcacgatcac cctgcgctaa cccttcaagc gtcttcagca 
240 

ccgacctata agtctcccag acacttttac gaccggccct cccccttggg gtgggccccg 
300 

tccttttcgt gtcgtgggac gcacctggca gcaccacctc cggcccccat ggagaacagt 
360 
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aggtatcctc gcagggtact 
420 

gtcttagggc catactgccg 
480 

gttgccgtag tccatgcgag 
506 



acggccaagg catatttgac 
ccacgcagct gagacggtga 
gccggc 



gttccacgct tgccactgcc 
ccaatcgggt aaggtgactg 



<210> 1738 

<211> 113 

<212> PRT 

<213> Homo sapiens 



<400> 1738 
Met Ala Leu Arg 
1 

Ala Val Val Pro 

20 

Val Val Leu Pro 
35 

Pro Arg Gly Arg 
50 

Val Leu Lys Thr 
65 

Arg Gly Thr Ala 

Val Gly Gly Asp 

100 

Arg 



Arg Gin Trp Gin 
5 

Cys Glu Asp Thr 

Gly Ala Ser His 

40 

Ala Gly Arg Lys 
55 

Leu Glu Gly Leu 
70 

Leu Val Glu Val 
85 

Val Gly Ala Gly 



Ala Trp Asn Val 
10 

Tyr Cys Ser Pro 
25 

Asp Thr Lys Arg 

Ser Val Trp Glu 

60 

Ala Gin Gly Asp 
75 

Gin Pro Arg His 
90 

Arg Leu His Val 
105 



Lys Tyr Ala Leu 
15 

Trp Gly Pro Glu 
30 

Thr Gly Pro Thr 
45 

Thr Tyr Arg Ser 

Arg Asp Leu Arg 

80 

Pro Val Ala Trp 
95 

Val Pro Val Gly 
110 



<210> 1739 
<211> 420 
<212> DNA 

<213> Homo sapiens 



<400> 1739 
cgcgttattg 
60 

catcaagtga 
120 

gagtctgggc 
180 

cgagagtggg 
240 

aaacaagcgt 
300 

gctattgatt 
360 

ttaaaagaca 
420 



aaaatgctgc 
cggttgatgg 
cattggttag 
agtgttatgc 
tagaaaggat 
ctttgcgaaa 
atattaagtt 



tttttttact 
atttgtttac 
cacgtttaat 
catggttaaa 
gttaaggcct 
aatgaaaacg 
gggaatggga 



aaattaggac 
cgtgttgata 
tcaatagagg 
gcccgtgtta 
ttcgtattta 
atgatcagtg 
gggatccgtg 



agcgtttaat 
tgcggttacg 
actattatca 
ttggtgttga 
gacgttacat 
ctgaagttcg 
aaattgaatt 



cggcgcatta 
cccttttgga 
aacccatggt 
ggacgagtat 
tgattttagc 
tcgcaagggg 
tgtggctcaa 



<210> 1740 
<211> 140 
<212> PRT 
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<213> Komo sapiens 
<400> 1740 



Arg 


Val 


He 


Glu 


Asn 


Ala 


Ala Phe 


Phe 


Thr 


Lys 


Leu Gly Gin Arg 


T pi t 


1 








5 








10 








15 




He 


Gly 


Ala 


Leu 


His 


Gin 


Val Thr 


Val 


Asp 


Gly 


Phe Val 


Tyr Arg 


val 






20 








25 








30 






Asp 


Met 


Arg 


Leu 


Arg 


Pro 


Phe Gly Glu Ser Gly 


Pro Leu 


Val 


Ser 


Thr 




35 








40 








45 








Phe 


Asn 


Ser 


He 


Glu 


Asp 


Tyr Tyr 


Gin 


Thr 


His 


Gly Arg 


Glu 


Trp 


Glu 




50 










55 








60 








Cys 


Tyr 


Ala 


Met 


Val 


Lys 


Ala Arg 


Val 


He 


Gly Val Glu 


Asp 


Glu 


Tyr 


65 








70 








75 








80 


Lys 


Gin 


Ala 


Leu 


Glu 


Arg 


Met Leu 


Arg 


Pro 


Phe 


Val Phe 


Arg 


Arg 


Tyr 








85 








90 








95 




He 


Asp 


Phe 


Ser 


Ala 


He 


Asp Ser 


Leu 


Arg 


Lys 


Met Lys 


Thr 


Met 


He 






100 








105 








110 






Ser 


Ala 


Glu 


Val 


Arg 


Arg 


Lys Gly 


Leu 


Lys 


Asp 


Asn He 


Lys 


Leu Gly 






115 








120 








125 








Met 


Gly 


Gly 


He 


Arg 


Glu 


He Glu 


Phe 


Val 


Ala 


Gin 









130 135 140 



<210> 1741 
<211> 378 
<212> DNA 

<213> Homo sapiens 
<400> 1741 

nnacgcgtcg aggtgattca ggccgacgcc actgacccgc tggtccttca cagtctcaat 
60 

gggcaggtcg acgtcgtcgt ctccaacccg ccctacgtgc cagccggcgc cgtggaggac 
120 

accgagacgg cccagcacga gcccacggtg gcgctctatg gcgggggccc ggacgggtga 
180 

gagattccga ttgacgtcct gngtgcgctc agtcgcgctg ctgccaccgg cggagtgctc 
240 

gtcatggagc acgaccacga gcagggggcg ctgctgccgg cggccgcttc gtgagccggg 
300 

ttcaagcagg ccgagaccgg tcaggacctc accggccgcg accgctacct gcgcgcggtg 
360 

cgtaaacccc gctggtag 
378 

<210> 1742 
<211> 59 
<212> PRT 

<213> Homo sapiens 
<400> 1742 

Xaa Arg Val Glu Val He Gin Ala Asp Ala Thr Asp Pro Leu Val Leu 

1 5 10 !5 

His Ser Leu Asn Gly Gin Val Asp Val Val Val Ser Asn Pro Pro Tyr 

20 25 30 

Val Pro Ala Gly Ala Val Glu Asp Thr Glu Thr Ala Gin His Glu Pro 



1371 



0058473A2 I > 



WO 011/58473 



PCT/USOO/08621 



35 40 45 

Thr Val Ala Leu Tyr Gly Gly Gly Pro Asp Gly 
50 55 

<210> 1743 

<211> 4121 

<212> DNA 

<213> Homo sapiens 

atcacgJIca actgcaagga ggagttccag atccatgatg agctgctcaa ggctcattac 

acgttgggcc ggctctcgga caacacccct gagcactacc tggtgcaagg ccgctacttc 
120 

ctggtgcggg atgtcactga gaagatggat gtgctgggca ccgtgggaag ctgtggggcc 

cccaacttcc ggcaggtgca gggtgggctc actgtgttcg gcatgggaca gcccagcctc 
240 

tcagggttca ggcgggtcct ccagaaactc cagaaggacg gacataggga gtgtgtcatc 
300 

ttctgtgtgc gggaggaacc tgtgcttttc ctgcgtgcag atgaggactt tgtgtcctac 
acacctcgag acaagcagaa ccttcatgag aacctccagg gccttggacc cggggtccgg 
gtggagagcc tggagctggc catccggaaa gagatccacg actttgccca gctgagcgag 
aacacatacc atgtgtacca taacaccgag gacctgtggg gggagcccca tgctgtggcc 
atccatggtg aggacgactt gcatgtgacg gaggaggtgt acaagcggcc cctcttcctg 
cagcccacct acaggtacca ccgcctgccc ctgcccgagc aagggagtcc cctggaggcc 
cagttggacg cctttgtcag tgttctccgg gagaccccca gcctgctgca gctccgtgat 
gcccacgggc ctcccccagc cctcgtcttc agctgccaga tgggcgtggg caggaccaac 

780 

ctgggcatgg tcctgggcac cctcatcctg cttcaccgca gtgggaccac ctcccagcca 

gaggctgccc ccacgcaggc caagcccctg cctatggagc agttccaggt gatccagagc 
900 

tttctccgca tggtgcccca gggaaggagg atggtggaag aggtggacag agccatcact 
960 

gcctgtgccg agttgcatga cctgaaagaa gtggtcttgg aaaaccagaa gaagttagaa 
1020 

ggtatccgac cggagagccc agcccaggga agcggcagcc gacacagcgt ctggcagagg 
1080 

gcgctgtgga gcctggagcg atacttctac ctgatcctgt ttaactacta ccttcatgag 

cagtacccgc tggcctttgc cctcagtttc agccgctggc tgtgtgccca ccctgagctg 

taccgcctgc ccgtgacgct gagctcagca ggccctgtgg ctccgaggga cctcatcgcc 

aggggctccc tacgggagga cgatctggtc tccccggacg cgctcagcac tgtcagagag 
1320 
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atggatgtgg ccaacttccg gcgggtgccc cgcatgccca tctacggcac ggcccagccc 
1380 

agcgccaagg ccctggggag caccccggcc tacctgacgg acgccaagag gaggctgcgg 
1440 

aaggttgtcc gggtgagcct tcgggaggag gccgtgtcgg agtgtgacgg gcacacctac 
1500 

agcctgcggc ggcccgggcc ccctgtggct cctgaccagc tggagaccct ggaggcccag 
1560 

ctgaaggccc atctaagcga gcctccccca ggcaaggagg gccccctgac ctacaggttc 
1620 

cagacctgcc ttaccatgca ggaggtcttc agccagcacc gcagggcctg tcctggcctc 
1680 

acctaccacc gcatccccat gccggacttc tgtgcccccc gagaggagga ctttgaccag 

1740 

ctgccggagg ccctgcgggc cgccctcccc aaggacccag gcactggctt cgtgttcagc 
1800 

tgcctcagcg gccagggccg taccacaact gcgatggtgg tggctgtccc ggccttctgg 
1860 

cacatccaag gcttccccga ggcgggtgag gaggagctcg tgagtgtgcc tgatgccaag 
1920 

ttcactaagg gtgaatttca ggtagtaatg aaggtggtgc agctgctacc cgatgggcac 
1980 

cgtgtgaaga aggaggtgga cgcagcgctg gacactgtca gcgagaccat gacgcccatg 
2040 

cactaccacc tgcgggagat catcatctgc acctaccgcc aggcgaaggc agcgaaagag 
2100 

gcgcaggaaa tgcggaggct gcagctgcgg agcctgcagt acttggagcg ctatgcctgc 
2160 

ctgattctct tcaacgcgta cctccacctg gagaaggccg actcctggca gaggcccttc 

2220 

agcacctgga tgcaggaggt ggcaccgaag gctggcacct acgagatcct taacgagctg 
2280 

ggcttccccg agctggagag cggggaggac cagcccttct ccaggctgcg ctaccggtgg 
2340 

caggagcaga gctgcagcct cgagccctct gcccccgagg acttgctgta gggggcctta 
2400 

ctccctgtcc ccccacccac agggccccac gcaggcctgg ggcgtctgag gtgctcttgg 
2460 

ctgggagcgg ccctgagggg cgctggcctt gaaacgattc ccccacttcc tggagagact 
2520 

gagcggagtc gggagccttt ttagaaagaa ctttttatag gacagggaga cagcacagcc 
2580 

atccctcgca aaccaccaag gtgtgtggct gacctccagg gaggagcact cactggagtg 
2640 

ctcacaaggt gcacactgct gtgtgtacct tgcagacagg ccggcgttca gcctccaagg 
2700 

ggctcactcc cccagttgcc aaacactgtg gatctctctg tcctcttctc ccctctctca 
2760 

gattggcctg gcagcccctg gcacagagca gaccctgcca ctggtagctc cccacttcct 
2820 

tactcctgcc gctccgccat tgccgctccc cttcctgctg cccaagcacc gccctcgggc 
2880 

gtctggcagc ctgaggcggg cggaggggac agtgctctgg atagatctat tatgtgaaag 
2940 
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gcagcttcac ccagttttcc ggactctcat gcccccatct ccgacctggg agacttcagg 

3000 

aatgacaacc tacccagcct ggtggggctg gcaggatggt ggaggtttct caaggagctg 
3060 

gagacttcag ggagcccctc tcatggggag gaaagagctt ccagggggcg aacgcagcac 
3120 

agaggaagag gcctgctcca cttgtctggg aacctgggca ggaggcacag aggaagccaa 
3180 

ggcctggagc tgcaggtccc ccggcatctc tctctgtccc ggcagcccag gatggcctgg 
3240 

tgcccccacc tgctgcagca ggagccccaa ggagtgctag ctgagggtgg ttgctggggt 
3300 

ggtcctcatg gacagtgagg tgtgcaaggg tgcactgagg gtggtgggag gggatcacct 
3360 

gggttccagg ccatccttgc tgagcatctt tgagcctgcc ttccggtggg agcagaaaag 
3420 

gccagaccct gctgagttag aggctgctgg gatccactgt ttccacacag cgggaaggct 
3480 

gctgggaaca ggtggcagag aagtgccatg tttgcgttga gccttgcagc tcttccagct 

3540 

ggggactggt gcttgctgaa acccaggagc tgaacagtga ggaggctgtc caccttgctt 
3600 

ggctcactgg gaccaggaaa gcctgtcttt ggttaggctc gtgtacttct gcaggaaaaa 
3660 

aaaaaaagga tgtgtcattg gtcatgatat ttgaaaaggg gaggaggccg aagttgttcc 
3720 

catttatcca gtattggaaa atatttgacc cccttggctg aattcttttg cagaactact 
3780 

gtgtgtctgt tcactacctt ttcaggttta ttgtttttat ttttgcatga attaagacgt 
3840 

tttaatttct ttgcagacaa ggcctagatg cggagtcaga gatgggactg aatggggagg 
3900 

gaccctttgt gttctcatgg ttggctctga ctttcagctg tgttgggacc actggctgat 
3960 

cacatcacct ctctgcctca gtttccccat ctgtaaaatg ggagaataat acttgcctac 
4020 

ctacctcaca ggggtgttgt gaggattcat ttgtgatttt tttttttttt tttgtacaga 
4080 

gcttttaagc attaaaaaca gctaaatgtg aaaaaaaaaa a 
4121 

<210> 1744 

<211> 796 

<212> PRT 

<213> Homo sapiens 

<400> 1744 

He Thr Tyr Asn Cys Lys Glu Glu Phe Gin He His Asp Glu Leu Leu 

15 10 15 

Lys Ala His Tyr Thr Leu Gly Arg Leu Ser Asp Asn Thr Pro Glu His 

20 25 30 

Tyr Leu Val Gin Gly Arg Tyr Phe Leu Val Arg Asp Val Thr Glu Lys 

35 40 45 

Met Asp Val Leu Gly Thr Val Gly Ser Cys Gly Ala Pro Asn Phe Arg 
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50 

Gin Val Gin Gly 
65 

Ser Gly Phe Arg 

Glu Cys Val lie 

100 

Ala Asp Glu Asp 
115 

His Glu Asn Leu 
130 

Glu Leu Ala lie 
145 

Asn Thr Tyr His 

His Ala Val Ala 

180 

Val Tyr Lys Arg 
195 

Leu Pro Leu Pro 
210 

Phe Val Ser Val 
225 

Ala His Gly Pro 

Gly Arg Thr Asn 

260 

Arg Ser Gly Thr 
275 

Pro Leu Pro Met 
290 

Val Pro Gin Gly 
305 

Ala Cys Ala Glu 

Lys Lys Leu Glu 

340 

Ser Arg His Ser 
355 

Phe Tyr Leu lie 
370 

Ala Phe Ala Leu 
385 

Tyr Arg Leu Pro 

Asp Leu lie Ala 

420 

Asp Ala Leu Ser 
435 

Val Pro Arg Met 
450 

Leu Gly Ser lie 
465 

Lys Val Val Trp 



55 

Gly Leu Thr Val 
70 

Arg Val Leu Gin 
85 

Phe Cys Val Arg 

Phe Val Ser Tyr 

120 

Gin Gly Leu Gly 
135 

Arg Lys Glu lie 
150 

Val Tyr His Asn 
165 

He His Gly Glu 

Pro Leu Phe Leu 

200 

Glu Gin Gly Ser 
215 

Leu Arg Glu Thr 
230 

Pro Pro Ala Leu 
245 

Leu Gly Met Val 

Thr Ser Gin Pro 

280 

Glu Gin Phe Gin 
295 

Arg Arg Met Val 
310 

Leu His Asp Leu 
325 

Gly He Arg Pro 

Val Trp Gin Arg 

360 

Leu Phe Asn Tyr 
375 

Ser Phe Ser Arg 
390 

Val Thr Leu Ser 
405 

Arg Gly Ser Leu 

Thr Val Arg Glu 

440 

Pro He Tyr Gly 
455 

Leu Ala Tyr Leu 
470 

Val Ser Leu Arg 



60 

Phe Gly Met Gly 
75 

Lys Leu Gin Lys 
90 

Glu Glu Pro Val 
105 

Thr Pro Arg Asp 

Pro Gly Val Arg 

140 

His Asp Phe Ala 
155 

Thr Glu Asp Leu 
170 

Asp Asp Leu His 
185 

Gin Pro Thr Tyr 

Pro Leu Glu Ala 

220 

Pro Ser Leu Leu 
235 

Val Phe Ser Cys 
250 

Leu Gly Thr Leu 
265 

Glu Ala Ala Pro 

Val He Gin Ser 

300 

Glu Glu Val Asp 
315 

Lys Glu Val Val 
330 

Glu Ser Pro Ala 
345 

Ala Leu Trp Ser 

Tyr Leu His Glu 

380 

Trp Leu Cys Ala 
395 

Ser Ala Gly Pro 
410 

Arg Glu Asp Asp 
425 

Met Asp Val Ala 

Thr Ala Gin Pro 

460 

Thr Asp Ala Lys 
475 

Glu Glu Ala Val 



Gin Pro Ser Leu 

80 

Asp Gly His Arg 
95 

Leu Phe Leu Arg 
110 

Lys Gin Asn Leu 
125 

Val Glu Ser Leu 

Gin Leu Ser Glu 

160 

Trp Gly Glu Pro 
175 

Val Thr Glu Glu 
190 

Arg Tyr His Arg 
205 

Gin Leu Asp Ala 

Gin Leu Arg Asp 

240 

Gin Met Gly Val 
25S 

He Leu Leu His 
270 

Thr Gin Ala Lys 
285 

Phe Leu Arg Met 

Arg Ala He Thr 

320 

Leu Glu Asn Gin 
335 

Gin Gly Ser Gly 
350 

Leu Glu Arg Tyr 
365 

Gin Tyr Pro Leu 

His Pro Glu Leu 

400 

Val Ala Pro Arg 
415 

Leu Val Ser Pro 
430 

Asn Phe Arg Arg 
445 

Ser Ala Lys Ala 

Arg Arg Leu Arg 

480 

Leu Glu Cys Asp 
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Gly His Thr Tyr 

500 

Gin Leu Glu Thr 
515 

Pro Pro Gly Lys 
530 

Thr Met Gin Glu 
545 

Thr Tyr His Arg 

Asp Phe Asp Gin 

580 

Pro Gly Thr Gly 
595 

Thr Thr Ala Met 
610 

Phe Pro Glu Val 
625 

Phe Thr Lys Gly 

Pro Asp Gly His 

660 

Val Ser Glu Thr 
675 

lie Cys Thr Tyr 
690 

Arg Arg Leu Gin 
705 

Leu He Leu Phe 

Gin Arg Pro Phe 

740 

He Tyr Glu He 
755 

Glu Asp Gin Pro 
770 

Cys Ser Leu Glu 
785 



485 

Ser Leu Arg Trp 

Leu Glu Ala Gin 

520 

Glu Gly Pro Leu 
535 

Val Phe Ser Gin 
550 

He Pro Met Pro 
565 

Leu Leu Glu Ala 

Phe Val Phe Ser 

600 

Val Val Ala Val 
615 

Gly Glu Glu Glu 
630 

Glu Phe Gin Val 

645 

Arg Val Lys Lys 

Met Thr Pro Met 

680 

Arg Gin Ala Lys 
695 

Leu Arg Ser Leu 
710 

Asn Ala Tyr Leu 
725 

Ser Thr Trp Met 

Leu Asn Glu Leu 

760 

Phe Ser Arg Leu 
775 

Pro Ser Ala Pro 
790 



490 

Pro Gly Pro Pro 
505 

Leu Lys Ala His 

Thr Tyr Arg Phe 

540 

His Arg Arg Ala 
555 

Asp Phe Cys Ala 
570 

Leu Arg Ala Ala 
585 

Cys Leu Ser Gly 

Leu Ala Phe Trp 

620 

Leu Val Ser Val 
635 

Val Met Lys Val 
650 

Glu Val Asp Ala 
665 

His Tyr His Leu 

Ala Ala Lys Glu 

700 

Gin Tyr Leu Glu 
715 

His Leu Glu Lys 
730 

Gin Glu Val Ala 
745 

Gly Phe Pro Glu 

Arg Tyr Arg Trp 

780 

Glu Asp Leu Leu 
795 



495 

Val Ala Pro Asp 
510 

Leu Ser Glu Pro 
525 

Gin Thr Cys Leu 

Cys Pro Gly Leu 

560 

Pro Arg Glu Glu 
575 

Leu Ser Lys Asp 
590 

Gin Gly Arg Thr 
605 

His He Gin Gly 

Pro Asp Ala Lys 

640 

Val Gin Leu Leu 
655 

Ala Leu Asp Thr 
670 

Arg Glu He He 
685 

Ala Gin Glu Met 

Arg Tyr Val Cys 

720 

Ala Asp Ser Trp 
735 

Ser Lys Ala Gly 
750 

Leu Glu Ser Gly 
765 

Gin Glu Gin Ser 



<210> 1745 
<211> 426 
<212> DNA 

<213> Homo sapiens 



<400> 1745 
ntcatgaaaa 
60 

cttgcagctt 
120 

actgttaacc 
180 

aaagacggta 
240 



ttaaaaaatg 
gcggaaactc 
gtagcggttc 
tcactttgga 



gcttggtgta 
agaaaagaaa 
tgaagaaaaa 
atttacggag 



gcagcccttg 
gcagacaatg 
cgttgggaca 
ttcacaggct 



ctacagtcgc 
caacaactat 
aaatccaaga 
actcacaacc 



aggtttggct 
caaaatcgca 
attggttaaa 
aaacaaggca 
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actgctgatg gcgaagtaga tttgaacgct ttccaacact ataacttctt gaacaactgg 
300 

aacaaagaaa acgggaaaga ccttgtagcg attgcagata cttacatctc tccaatccgt 
360 

cttcactcag gtttgaatgg aagcgacaac aagtacacta aagtagaggc tggagtgtgc 
420 

tcgcga 
426 

<210> 1746 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<400> 1746 

Xaa Met Lys lie Lys Lys Trp Leu Gly Val Ala Ala Leu Ala Thr Val 

15 10 15 

Ala Gly Leu Ala Leu Ala Ala Cys Gly Asn Ser Glu Lys Lys Ala Asp 

20 25 30 

Asn Ala Thr Thr He Lys He Ala Thr Val Asn Arg Ser Gly Ser Glu 

35 40 45 

Glu Lys Arg Trp Asp Lys He Gin Glu Leu Val Lys Lys Asp Gly lie 

50 55 60 

Thr Leu Glu Phe Thr Glu Phe Thr Gly Tyr Ser Gin Pro Asn Lys Ala 
65 70 75 80 

Thr Ala Asp Gly Glu Val Asp Leu Asn Ala Phe Gin His Tyr Asn Phe 

85 90 95 

Leu Asn Asn Trp Asn Lys Glu Asn Gly Lys Asp Leu Val Ala He Ala 

100 105 HO 

Asp Thr Tyr He Ser Pro He Arg Leu Tyr Ser Gly Leu Asn Gly Ser 

115 120 125 

Asp Asn Lys Tyr Thr Lys Val Glu Ala Gly Val Cys Ser Arg 
130 135 140 

<210> 1747 
<211> 373 
<212> DNA 

<213> Homo sapiens 
<400> 1747 

nnaagcttct gtccacacag ataggaagta atcatggtca ctcaccgccc agaactgcat 

60 

atcaccgccc ctgaaggcgt gttggaggca ccggcggggt cgctcctcaa ggacggcacg 
120 

cggcacatca tgtaccagta cgaaccacac gcggatgggc acggcctctg gggacatgtc 
180 

acttccccca acttctcccc ctttaactgg acagacggag aagacattct ggttccagag 
240 

ggcgaggaaa ccgacctgtg ggcaggttct gttattagca acgctggaaa agtgacgctg 
300 

tcctttaccc ccgtcaaggg cgacnaagac ggaaatccat cgggcagatg ccgccgacgg 
360 

caaagctacg cgt 
373 
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<210> 1748 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 1748 
Met Val Thr His 
1 

Leu Glu Ala Pro 

20 

Met Tyr Gin Tyr 
35 

Val Thr Ser Pro 
50 

He Leu Val Pro 
65 

He Ser Asn Ala 

Asp Xaa Asp Gly 

100 

Ala 



Arg Pro Glu Leu 
5 

Ala Gly Ser Leu 

Glu Pro His Ala 

40 

Asn Phe Ser Pro 
55 

Glu Gly Glu Glu 
70 

Gly Lys Val Thr 
85 

Asn Pro Ser Gly 



His He Thr Ala 
10 

Leu Lys Asp Gly 
25 

Asp Gly His Gly 

Phe Asn Trp Thr 

60 

Thr Asp Leu Trp 
75 

Leu Phe Phe Thr 
90 

Arg Cys Arg Arg 
105 



Pro Glu Gly Val 
15 

Thr Trp His He 
30 

Leu Trp Gly His 
45 

Asp Gly Glu Asp 

Ala Gly Ser Val 

80 

Ser Val Lys Gly 
95 

Arg Gin Ser Tyr 
110 



<210> 1749 

<211> 853 

<212> DNA 

<213> Homo sapiens 



<400> 1749 

cccagcaggc aaagagagag gcctccctgg 
60 

ccagggctgg agcagaggac cacaaggcag 
120 

aaggggagga gagtgagggc caagaacgag 
180 

cccagggctg ggtctgggag tcctcagtgt 
240 

gctctctcca gggccagtct ctgtgtgtgg 
300 

caggatgtac aaggtgcagc caaggcaggc 
360 

tggatgcctg tgggcatggc tttctctggg 
420 

agtgtccgga gcggctctag acaactttgg 

480 

atctgaggtg gctactcaac aggtttgagg 
540 

aggttgcctc agaagcccta agactgatga 
600 

acccactgtg tactggcccc gctcaggccg 
660 

tcatggggaa gcgcctgggc actggggatt 
720 



cttcgagtgt caggggagcc gcgttccctc 
cagaaagcgc gggtccagat gagggccagg 
ccttaaggga gcagtcccaa gctggagcca 
ccacttgtcc caggttaggg ggcttgcctt 
ggactcagcc cgtggccggc agatgccatc 
catgcagggg ccgggcctgt ctgcagctgg 
gaccccattc ctgtcagtag caaccctggc 
tcataggaac tctggaggtg ggttctggtc 
ccccacagca acagaagtcc aggacccact 
gctggagcgc gcatttgaga gaagcctcgc 
gcctggcaca ccgttgcctg ctggcggctc 
gcttgtggcc cactcaactc ttggggcagt 
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ggccgtaacc cnagtttgcc tgaggccctt atgtcccctt atgttcctgg tactggagct 
tgagctcttg cctggcacgc tgcagctgca cccaccccgc ttgatcccac ctgggaggcc 

840 

aggacactga gga 
853 

<210> 1750 

<211> 64 

<212> PRT 

<213> Homo sapiens 



G^ys^ro Arg Thr His Cys Val Leu Ala Pro Leu Arg Pro Ala Trp 

5 10 



His Thr Val Ala Cys Trp Arg Leu Ser Trp Gly Ser Ala Trp Ala Leu 
Gly lie Ala Cys Gly Pro Leu Asn Ser Trp Gly Ser Gly Arg Asa Pro 
Ser Leu Pro Glu Ala Leu Met Ser Pro Tyr Val Pro Gly Thr Gly Ala 



55 6° 



<210> 1751 
<211> 531 
<212> DNA 

<213> Homo sapiens 



ggccgcatcc cgcatctggg ccgatggcga atgggcaatt tcagtcgcag acagggacat 
gacgatgccg ttgtcgagaa ggccatggcg acgaccgggg tctccgagct tactgatagg 
gcatggtctt ccctgtcagg aggagagagg caacgggtac agctggctcg tgccttggca 
caggagcccg agatcttatt tcttgacgag ccgacaaatc accttgactt gccacaccag 
atcgacctcc tggagcgggt ccgaggactc ggcccgacga cggtcaccgt cattcatgac 
ctcgacttgg ccgccgccca cgccgacgac ctcatcgtgc tcgactcggg tcgcatggtt 
gccggcggac cggcgagcac agtgctgacg cctggccttg tccgtgacca ctttggtgtc 
gacggcgagg tttggtcctc ctcgaggcgc ggcttcacct ggaacgggcc gcagacacga 
cgacgcgcat cgcagcatcc ccccgatggg acgacgccat tgacttgagc c 



<210> 1752 
<211> 159 
<212> PRT 

<213> Homo sapiens 



G 4 ly°Irg 7 lle Pro His Leu Gly Arg Trp Arg Met Gly Asn Phe Ser Arg 
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10 is 



Arg Gin Gly His Asp Asp Ala Val Val Glu Lys Ala Met Ala Thr Thr 

2 5 

Gly val Ser Glu Leu Thr Asp Arg Ala Trp Ser Ser Leu Ser Gly Gly 

Glu Arg Gin Arg Val Gin Leu "a Arg Ala Leu Ala Gin Glu Pro Glu 

55 

lie Leu Phe Leu Asp Glu Pro Thr Asn His Leu Asp Leu Pro His Gin 

lie Asp Leu Leu Glu Arg Val Arg Gly Leu Gly Leu Thr Thr Val Thr 

85 90 
val lie His Asp Leu Asp Leu Ala Ala Ala Tyr Ala Asp Asp Leu lie 

ioo ios 110 

Val Leu Asp Ser Gly Arg Met Val Ala Gly Gly Pro Ala Ser Thr Val 

15 120 125 

Leu Thr Pro Gly Leu Val Arg Asp His Phe Gly Val Asp Gly Glu Val 

130 135 140 

Trp Ser Ser Ser Arg Arg Gly Phe Thr Trp Asn Gly Leu Gin Thr 

14 5 



150 155 



<210> 1753 

<211> 920 

<212> DNA 

<213> Homo sapiens 



gagacagtgg agaggctggg tcagtcccct gcccaggaca ccccggtcct ggggccttgo 
tgggacccga tggctctggg gactcagggc cgcctgctgc tggacaggga ttccaaggac 
acacagacca ggatcagcca aaagggccgc cgtctgcagc ccccggggac tccctcggcc 
ccaccccaga gaaggccccg gaaacagctg aacccctgcc ggggcaccga gagagtggac 
cctgggttcg agggggtgac tctgaagttt cagataaagc cggactccag cctgcagatc 
Itccccacgt acagcctgcc ctgcagtagc cgttctcagg aatcccctgc agatgctgtt 
gggggccntg cagccatccc agagggcacc gagggccact cagcaggcag cgaggccctg 
gagccccggc gctgtgcttc ctgtcggacc cagaggaccc cgctctggag agacgctgaa 
gltgggaccc ttctctgcaa cgcctgtggg atcaggtaca agaaatacgg cactcgctgc 
tccagctgct ggctggtgcc caggaaaaat gtccagccca agaggctatg tggcagatgt 
ggagtgtccc tggaccccat tcaggaaggt taaacccagc ttcaccctgc tgagctgctg 
ctLtgcctc cgtttcacca gtgggagaat gggcagaagc agctctccta ggaggattgg 
ggaaagagcc ggcctgcctc ctctctgcca tctccagatt caaggatccc gggggaagac 
ccaggcctca ggtggcagag cctgctaggg gtcaccagcc ccttctocag tcagccttgg 
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ccgaggcccc cccaggagac gctctcagga aggacgagca ctgteacagc agggacaata 

900 

aagcacagag acacgccgag 
920 

<210> 1754 

<211> 210 

<212> PRT 

<213> Homo sapiens 

Glu^hr 7 vll Glu Arg Leu Gly Gin Ser Pro Ala Gin Asp Thr Pro Val 

! 5 10 15 

Leu Gly Pro Cys Trp Asp Pro Met Ala Leu Gly Thr Gin Gly Arg Leu 

20 25 30 

Leu Leu Asp Arg Asp Ser Lys Asp Thr Gin Thr Arg lie Ser Gin Lys 

35 40 45 

Gly Arg Arg Leu Gin Pro Pro Gly Thr Pro Ser Ala Pro Pro Gin Arg 

50 55 60 

Arg Pro Arg Lys Gin Leu Asn Pro Cys Arg Gly Thr Glu Arg Val Asp 

65 70 75 

Pro Gly Phe Glu Gly Val Thr Leu Lys Phe Gin lie Lys Pro Asp Ser 

85 9° 95 

Ser Leu Gin lie He Pro Thr Tyr Ser Leu Pro Cys Ser Ser Arg Ser 

100 105 11° 

Gin Glu Ser Pro Ala Asp Ala Val Gly Gly Xaa Ala Ala lie Pro Glu 

115 120 I 25 

Gly Thr Glu Gly His Ser Ala Gly Ser Glu Ala Leu Glu Pro Arg Arg 

130 135 "0 

Cys Ala Ser Cys Arg Thr Gin Arg Thr Pro Leu Trp Arg Asp Ala Glu 

150 155 160 

Asp Gly Thr Leu Leu Cys Asn Ala Cys Gly lie Arg Tyr Lys Lys Tyr 

165 l* 70 175 

Gly Thr Arg Cys Ser Ser Cys Trp Leu Val Pro Arg Lys Asn Val Gin 

180 185 190 

Pro Lys Arg Leu Cys Gly Arg Cys Gly Val Ser Leu Asp Pro He Gin 
195 200 205 

Glu Gly 
210 

<210> 1755 

<211> 437 

<212> DNA 

<213> Homo sapiens 

nntJctgcag agtagggaga cagtcttggg cccggatggc cattagtgct tggagccatg 

ggagcaatca gaaatgacca aggagaatcc ttgatacgaa ctgcattcca gtgtcttcag 

ctggttgtga cagattttcc accaacaatg ccttgtactt gcctgcaaat agttgtagat 

g°° gcaggta gctttggcct ccacaaccaa gaactcaata ctagtttaac ctcaataggt 
240 
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ttattgtgga atatttcaga ttattttttc caaagagggg aaactattga aaaagaacta 
300 

aataaggaag aggcagcaca gcaaaagcag gcagaagaga aaggagttgt tttaaatcgg 
360 

ccattccacc ctgcaccgcc atttgattgc ttgcggttat gtctttatgc aaaattgggt 
420 

gaactatgtg tggatcc 
437 

<210> 1756 
<211> 126 
<212> PRT 

<213> Homo sapiens 
<400> 1756 

Met Gly Ala lie Arg Asn Asp Gin Gly Glu Ser Leu He Arg Thr Ala 

1 5 10 15 

Phe Gin Cys Leu Gin Leu Val Val Thr Asp Phe Leu Pro Thr Met Pro 

20 25 30 

Cys Thr Cys Leu Gin He Val Val Asp Val Ala Gly Ser Phe Gly Leu 

35 40 45 

His Asn Gin Glu Leu Asn He Ser Leu Thr Ser He Gly Leu Leu Trp 

50 55 60 

Asn He Ser Asp Tyr Phe Phe Gin Arg Gly Glu Thr He Glu Lys Glu 
65 70 75 80 

Leu Asn Lys Glu Glu Ala Ala Gin Gin Lys Gin Ala Glu Glu Lys Gly 

85 90 95 

Val Val Leu Asn Arg Pro Phe His Pro Ala Pro Pro Phe Asp Cys Leu 

100 105 HO 

Trp Leu Cys Leu Tyr Ala Lys Leu Gly Glu Leu Cys Val Asp 
115 120 125 

<210> 1757 

<211> 1297 

<212> DNA 

<213> Homo sapiens 

<400> 1757 

nggatccgac ggaaatagaa ttgaaggcat tctaaaatgg ctaaccgtac agtgaaggat 
60 

gcgcacagca tccatggcac caaccctcaa tatctggtgg agaagatcat tcgaacgcga 
120 

atctatgagt ccaagtactg gaaagaggag tgctttggac ttacagctga acttgtagtc 
180 

gataaagcca tggagttaag gtttgtgggt ggcgtctatg gtggcaacat aaaaccaaca 
240 

ccctttctgt gtttaacctt gaagatgctt caaattcaac ccgagaagga tatcattgta 
300 

gagtttatca aaaatgaaga tttcaagtat gtccgcatgc tgggggcact ttacatgagg 
360 

ctgacaggca ctgcaattga ttgctacaag tacttggaac ctttgtacaa tgactatcga 
420 

aaaatcaaga gccagaaccg aaatggggag tttgaattga tgcatgttga tgagtttatt 
480 
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gatgaactat cgcacagcga gagagcccgt gacatcattc tgccccgact acagaaacgc 
catgtactag aggaagctga gcaactggag cctcgagtta gtgctctgga agaggacatg 
gacgatgcgg agtccagtga agaggaagaa gaggaggatg agaagttgga aagagtgcca 
tcacctgacc accgccggag aagccaccga gacttggaca agccccgtcg ctctcccaca 
ctgcgctaca ggaggagtag gagccggtct cccagaaggc ggagtcgatc ccccaaaagg 
Igaagcccct cccctcgccg agaaaggcat cggagcaaga gtccaagacg tcaccgcagc 

84 0 

aggtcccgag accggcggca cagatcccgt tccaagtccc caggtcatca ccgtagtcac 
900 

agacacagga gccactcaaa gtctcccgaa aggtctaaga agagccacaa gaagagccgg 
agagggaatg agtaacggac tcagtttggt tttagtccac atggcctcct gtggatacaa 
ggatatctgt atgtggaagg attaagatct cccccaggca gctataagaa tattttagtt 
tttttcttat caagtttctc aacctttatt tttaatgaag gaggtgctga gttttgtatc 
tttttaatca taatcaacat cagtttttga cccaactaac cttgactgta ttcaaactta 
tgagagtata aaggatctgg aggttgggga tatgactgac aaggaaaggc tgtggccacc 



1260 



tgatgaccct ttcccttttt attaaaccgg acacacc 
1297 



<210> 1758 
<211> 312 
<212> PRT 

<213> Homo sapiens 



<400> 1758 
Met Ala Asn Arg 
1 

Pro Gin Tyr Leu 

20 

Lys Tyr Trp Lys 
35 

Asp Lys Ala Met 
50 

lie Lys Pro Thr 
65 

Gin Pro Glu Lys 

Lys Tyr Val Arg 

100 

Ala He Asp Cys 
115 

Lys He Lys Ser 
130 

Asp Glu Phe He 



Thr val Lys Asp 
5 

Val Glu Lys He 

Glu Glu Cys Phe 

40 

Glu Leu Arg Phe 
55 

Pro Phe Leu Cys 
70 

Asp He He Val 
85 

Met Leu Gly Ala 

Tyr Lys Tyr Leu 

120 

Gin Asn Arg Asn 
135 

Asp Glu Leu Leu 



Ala His Ser He 
10 

He Arg Thr Arg 
25 

Gly Leu Thr Ala 

Val Gly Gly Val 

60 

Leu Thr Leu Lys 
75 

Glu Phe He Lys 
90 

Leu Tyr Met Arg 
105 

Glu Pro Leu Tyr 

Gly Glu Phe Glu 

140 

His Ser Glu Arg 



His Gly Thr Asn 
15 

He Tyr Glu Ser 
30 

Glu Leu Val Val 
45 

Tyr Gly Gly Asn 

Met Leu Gin He 

80 

Asn Glu Asp Phe 
95 

Leu Thr Gly Thr 
110 

Asn Asp Tyr Arg 
125 

Leu Met His Val 
Val Cys Asp He 
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ice 160 
150 155 



\ll Leu Pro Arg Leu Gin Lys Arg Tyr Val Leu Glu Glu Ala Glu Gin 

L eu Glu Pro Arg J" Ser Ala Leu Glu G ? lu Asp Met Asp Asp Val Glu 

Ser Ser Glu Glu Glu Glu Glu Glu Asp Glu Lys Leu Glu Arg Val Pro 

200 

ser Pro Asp His Arg Arg Arg Ser Tyr Arg Asp Leu Asp Lys Pro Arg 
Arg ser Pro Thr Leu Arg Tyr Arg Arg Ser Arg Ser Arg Ser Pro Arg 
Arg Arg Ser Arg Ser III Lys Arg Arg Ser Pro Ser Pro Arg Arg Glu 
Arg His Arg Ser Lys Ser Pro Arg Arg His Arg Ser Arg Ser Arg Asp 
A rg Arg His Arg Ser Arg Ser Lys Ser Pro Gly His His Arg Ser His 
Arg His Arg Ser His Ser Lys Ser Pro Glu Arg Ser Lys Lys Ser His 



290 295 
Lys Lys Ser Arg Arg Gly Asn Glu 

305 310 



<210> 1759 

<211> 324 

<212> DNA 

<213> Homo sapiens 



aattccatag tcctcacggg oaagagttac acagcgtgga ggaccaactc ccaggcactc 
ggoctgggca gacacaatta ttgtcggaat ccagatggtg acgccagacc ttggtgcoat 
gtgatgaagg accgaaagct gacgtgggaa tactgtgaca tgtccccatg ctccaoctgt 
ggcctgaggc agtgcaaacg gcctcagttt agaactaaag gaggactcta cacagacatc 
acctcacacc cctggcaggc tgccatcttt gtcagcaaca agaggtctoo tggagagaga 
300 

ttcctttgtg gaggggtgct gate 
324 



<210> 1760 
<211> 108 
<212> PRT 

<213> Homo sapiens 



rsn°ser 7 Ue Val Leu Met Gly Lys Ser Tyr Thr Ala Trp Arg Thr Asn 
sir Gin Ala Leu Gly Leu Gly Arg His Asn Tyr Cys Arg Asn Pro Asp 
Gly Asp Ala Arg Pro Trp Cys His Val Met Lys Asp Arg Lys Leu Thr 
Trp Glu Tyr Cys Asp Met Ser Pro Cys Ser Thr Cys Gly Leu Arg Gin 
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50 

Cys Lys Arg Pro 
65 

Thr Ser His Pro 

Pro Gly Glu Arg 

100 



55 

Gin Phe Arg Thr 
70 

Trp Gin Ala Ala 
85 

Phe Leu Cys Gly 



60 

Lys Gly Gly Leu 
75 

He Phe Val Ser 
90 

Gly Val Leu He 
105 



Tyr Thr Asp He 

80 

Asn Lys Arg Ser 
95 



<210> 1761 

<211> 351 

<212> DNA 

<213> Homo sapiens 



c400> 1761 
ngcgatctcg 
60 

aacaaaaatc 

120 

agccattcat 
180 

gagaggaaga 
240 

acagtggggc 
300 

ccaggccagc 
351 



gctcactaca 
aactggagaa 
tgtaggagag 
gaggagaaag 
caggtggtct 
aggtaatgcc 



acctcggtga 
ggaaatgggg 
gaggcagaag 
gaagagcggg 
tgcaccctgt 
ccagccatgc 



cagagcgaga 
ttggggagca 
gaaatgctgt 
gagcaggtgg 
attcccactt 
ccactcggtc 



ctctatccca 
tcctctgaat 
ttgtcgatgg 
ggagcccgca 
tggctggggc 
ctattggatc 



aaaaaataaa 
atataaaggc 
ttcttttcca 
gtaagacccc 
agcccagagt 



<210> 1762 

<211> 109 

<212> PRT 

<213> Homo sapiens 

<400> 1762 

Met Ala Gly Ala Leu Pro Ala Gly Leu Asp Ser Gly Leu Pro Gin Pro 

1 5 10 15 

Lys Trp Glu Tyr Arg val Gin Asp His Leu Ala Pro Leu Trp Gly Leu 

20 25 30 

Thr Ala Gly Ser Pro Pro Ala Pro Arg Ser Ser Phe Leu Leu Ser Ser 

35 40 45 

Ser Leu Glu Lys Asn His Arg Gin Thr Ala Phe Pro Ser Thr Ser Ser 

50 55 60 

Pro Thr Met Asn Gly Cys Leu Tyr He Phe Arg Gly Cys Ser Pro Thr 
65 70 75 80 

Pro Phe Pro Ser Pro Val Asp Phe Tyr Phe Tyr Phe Phe Gly He Glu 

85 90 95 

Ser Arg Ser Val Thr Glu Val Val Val Ser Arg Asp Arg 

100 105 



<210> 1763 

<211> 356 

<212> DNA 

<213> Homo sapiens 



<400> 1763 
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gcgcgccggg ggcgcgatgt ggagcgggca cttacccgtt tcatggccaa gacaggcgag 
60 

actcagagtc ttttcaaaga tgacgtcagc acatttccat tgattgctgc cagacctttc 
120 

accatcccct acctgacagc tcttcttccg tctgaactgg agatgcaaca aatggaagag 
180 

acagattcct cggagcagga tgaacagaca gacacagaga accttgctct tcatatcagc 
240 

atggaggatt ctggagccga gaaagagaac acctctgtcc tgcagcagaa cccctccttg 
300 

tcgggtagcc ggaatgggga ggagaacatc atcgataacc cttatctgcg accggt 
356 

<210> 1764 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 1764 

Ala Arg Arg Gly Arg Asp Val Glu Arg Ala Leu Thr Arg Phe Met Ala 

15 10 15 

Lys Thr Gly Glu Thr Gin Ser Leu Phe Lys Asp Asp Val Ser Thr Phe 

20 25 30 

Pro Leu lie Ala Ala Arg Pro Phe Thr lie Pro Tyr Leu Thr Ala Leu 

35 40 45 

Leu Pro Ser Glu Leu Glu Met Gin Gin Met Glu Glu Thr Asp Ser Ser 

50 55 60 

Glu Gin Asp Glu Gin Thr Asp Thr Glu Asn Leu Ala Leu His lie Ser 
65 70 75 80 

Met Glu Asp Ser Gly Ala Glu Lys Glu Asn Thr Ser Val Leu Gin Gin 

85 . 90 95 

Asn Pro Ser Leu Ser Gly Ser Arg Asn Gly Glu Glu Asn lie He Asp 

100 105 110 

Asn Pro Tyr Leu Arg Pro 
115 

<210> 1765 
<211> 357 
<212> DNA 

<213> Homo sapiens 
<400> 1765 

cggccgcatt cttcgtgact ggcgtcccgc cgccggtgca. aaagtgtcag gaaataccag 
60 

tcatgactat gtttagccgc acctctctgc agtatgcgat cgttctggca gcgctgggcg 
120 

gtgccggtct ggcgctctgg gccatgtcga gtgcgacgga ggccaatcag gcggaaattg 
180 

cccaggccag gccaggcatt attgcggcgg cgcgcggtgt cgtggatgtc gagggcggcc 
240 

tgctgcggct ctccacccag cgcgacgggg tgattcagga tgtgccggtg aaggaaggac 
300 

agcgggtcaa agccggcgat atcctcgccg cgctcgacaa tcgccgcgaa ctgatcg 
357 
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<210> 1766 
<211> 98 
<212> PRT 

<213> Homo sapiens 



M^Thr'^ Phe Ser Arg Thr Ser Leu Gin Tyr Ala Xle Val 

A !a Leu Gly Gly Ala Gly Leu Ala Leu Trp Ala Met Ser Ser 

Glu Ala Asn "n Ala Glu He Ala Gin Ala Arg Pro Gly He 

Ma Ala Arg Gly Val val Asp Val Glu Gly Gly Leu Leu Arg 

Thr Tin Arg Asp Gly Val X. Gin Asp Val Pro Val Lys Glu 

"g val Lys Ala Gly Asp He Leu Ala Ala Leu Asp Asn Arg 

85 90 

Leu He 



Leu Ala 
15 

Ala Thr 

He Ala 

Leu Ser 

Gly Gin 
80 

Arg Glu 
95 



<210> 1767 
<211> 297 
<212> DNA 

<213> Homo sapiens 



nnncgccgac ggccgccatg acgcaccgca ttgacgtgaa ccagggcgac gatgccaacc 
:°= gg ccaaca cgccaggctg cttgacgccg ccagccaacc cgacgaacgc cccaccaaga 
Icgagcccga gccatccccg gccaatcaac gccagacgca tggccacaac gagtgcgacg 
agggacaaac ccacctggag tccgtcgttg cgcatgcccc ccaccacgcc caacgtcgtc 
il°cgga=agc acaccgccag ccagagggca tgatccggat cggctccggc gtagcgn 



297 

<210> 1768 
<211> 73 
<212> PRT 

<213> Homo sapiens 



M :°°Pro 7 ?hr Pro Ala Asn Thr Pro Gly Cys Leu Thr Pro Pro Ala Asn 
Pro Thr Asn Ala Pro Pro Arg Thr Ser Pro Ser His Pro Arg Pro lie 
Asn Ala Arg Arg Met Ala Thr Thr Ser Ala Thr Arg Asp Lys Pro Thr 
Trp ser Pro Ser Leu Cys Mec Pro Pro Thr Thr Leu Asn Val Val Asn 
Gly Gin His Thr Ala Ser Gin Arg Ala 
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65 



70 



<210> 1769 

<211> 474 

<212> DNA 

<213> Homo sapiens 



<400> 1769 
caccatgctg 
60 

cagggtcatg 
120 

accgttgaga 
180 

ccgaagtccg 
240 

atcctcgcct 
300 

ggcgtcgcga 
360 

gtgccacagg 

420 

gccgcctacg 

474 



gctcggttcg 
ccgttcgtgg 
tcctccatac 
atagagctga 
ggcaggctga 
ggtggcaagc 
tagaactagc 
ttttgcacga 



acgcattcgg 
ccctgccatt 
tcccgcgacc 
gctggcggtg 
tcggagcatc 
ggctgcccgt 
gcaaacccgt 
gtcggccagt 



gtgggtgagt 
gaggtgacga 
acgcatcgat 
gcgaccctca 
gtgcgatgga 
gaggccacca 
gaagttgtta 
gaaccgctgg 



ctgttctcgt 
aagggtcagt 
gggtcgccgt 
ccgagatggg 
agggcgacaa 
aacagtctcg 
agcggatttg 
tgcatcagga 



caccgacggg 
tagcgtcgag 
ccaggcattg 
agttcacgaa 
gcaagccaag 
acgttttctt 
caatgcccag 
gctc 



<210> 1770 

<211> 158 

<212> PRT 

<213> Homo sapiens 



<400> 1770 
His His Ala Gly 
1 

Val Thr Asp Gly 

20 

Thr Lys Gly Ser 
35 

Ala Thr Thr His 
50 

Arg Ala Glu Leu 
65 

lie Leu Ala Trp 

Lys Gin Ala Lys 

100 

Thr Lys Gin Ser 
115 

Thr Arg Glu Val 
130 

Leu His Glu Ser 
145 



Ser Val Arg Arg 
5 

Gin Gly His Ala 

Val Ser Val Glu 

40 

Arg Trp Val Ala 
55 

Ala Val Ala Thr 
70 

Gin Ala Asp Arg 
85 

Gly Val Ala Arg 

Arg Arg Phe Leu 

120 

Val Lys Arg lie 
135 

Ala Ser Glu Pro 
150 



He Arg Val Gly 
10 

Val Arg Gly Pro 
25 

Thr Val Glu He 

Val Gin Ala Leu 

60 

Leu Thr Glu Met 
75 

Ser lie Val Arg 
90 

Trp Gin Ala Ala 
105 

Val Pro Gin Val 

Cys Asn Ala Gin 

140 

Leu Val His Gin 
155 



Glu Ser Val Leu 
15 

Ala He Glu Val 
30 

Leu His Thr Pro 
45 

Pro Lys Ser Asp 

Gly Val His Glu 

80 

Trp Lys Gly Asp 
95 

Ala Arg Glu Ala 
110 

Glu Leu Ala Gin 
125 

Ala Ala Tyr Val 
Glu Leu 



<210> 1771 
<211> 287 
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<212> DNA 

<213> Komo sapiens 



<400> 1771 

acgcgtgatg ggtaattcta atacatgcaa agaattatct ctgcaagtat actcagatat 

taataacagc gggtgtcgca gaggaagaag cctgggagaa tggaagtcag ggaaggagag 
120 

caacaggctt ctcactctgt gccatgagca tgtgctagcc atggagacac tctgcatgtt 

acctagaact gctgattcat tgctctggaa ttattcagct attcaagacc cagtgaaata 
24 0 

cagcaagcag ctttcattca tacacacaca tgtgcatcca tgtgcac 
287 

<210> 1772 
<211> 93 
<212> PRT 

<213> Homo sapiens 

<400> 1772 , ^ ^ 

Met Gly Asn Ser Asn Thr Cys Lys Glu Leu Ser Leu Gin Val Tyr Ser 

1 ' 5 10 15 

Asp lie Asn Asn Ser Gly Cys Arg Arg Gly Arg Ser Leu Gly Glu Trp 

20 25 30 

Lys Ser Gly Lys Glu Ser Asn Arg Leu Leu Thr Leu Cys His Glu His 

35 40 45 

Val Leu Ala Met Glu Thr Leu Cys Met Leu Pro Arg Thr Ala Asp Ser 

50 55 60 

Leu Leu Trp Asn Tyr Ser Ala lie Gin Asp Pro Val Lys Tyr Ser Lys 
65 70 75 80 

Gin Leu Ser Phe He His Thr His Val His Pro Cys Ala 

85 90 



<210> 1773 

<211> 393 

<212> DNA 

<213> Homo sapiens 



<400> 1773 
accggtgagt 
60 

ttcgattctc 
120 

cgtccggatt 

180 

acgatcatcg 
240 

gtgctgctgc 
300 

gagcgcttcc 
360 

gcaagctaca 
393 



tctacgtccc 
cgcttaacga 
ctctggtatt 
atgagttcat 
tgccgcacgg 
tcaatctatg 
gccatttatt 



ggttaaccac 
gtacgcagcg 
gtgggaagcc 
cgcctcggct 
ttacgaaggt 
cagtgaagac 
gcgtcagcac 



ctcggaggtg 
atgggatttg 
caattcggcg 
ggctccaagt 
caggggcctg 
gctttggccg 
gcg 



aacaggcgca 
agtacggcta 
atttcaccaa 

ggggtcagaa 

atcactcgtc 
tctgccagcc 



cctcgacgtc 
ctctgttgcc 
cggtgcccag 
gtcgggagtc 
ggcccgtctg 
ctcgaccccg 
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<210> 1774 
<211> 131 
<212> PRT 

<213> Homo sapiens 
<400> 1774 

Thr Glv Glu Phe Tyr Val Pro Val Asn His Leu Gly Gly Glu Gin Ala 

15 ™ 15 

His Leu Asp Val Phe Asp Ser Pro Leu Asn Glu Tyr Ala Ala Met Gly 

20 25 30 

Phe Glu Tyr Gly Tyr Ser Val Ala Arg Pro Asp Ser Leu Val Leu Trp 

35 40 4 5 

Glu Ala Gin Phe Gly Asp Phe Thr Asn Gly Ala Gin Thr lie He Asp 

50 55 60 

Glu Phe lie Ala Ser Ala Gly Ser Lys Trp Gly Gin Lys Ser Gly Val 
65 70 75 80 

val Leu Leu Leu Pro His Gly Tyr Glu Gly Gin Gly Pro Asp His Ser 

85 90 95 

Ser Ala Arg Leu Glu Arg Phe Leu Asn Leu Cys Ser Glu Asp Ala Leu 

100 105 110 

Ala Val Cys Gin Pro Ser Thr Pro Ala Ser Tyr Ser His Leu Leu Arg 
115 120 125 

Gin His Ala 
130 

<210> 1775 
<211> 369 
<212> DNA 

<213> Homo sapiens 

<400> 1775 

nncctccgag cagctctccg gggcagaccc cagctgcaag ccacagcccg gccctggtaa 
60 

cgggagggca tcgctaggga ggggtggggc ggcccggctt cgatgcagcc atgtgggagg 
120 

gccactctca gagacccccc gccttccttg ccacccccac cccagagggg aagctggagc 
180 

tgggaggctg cagacccagg ccaaggtgtg gccagggctg gctttcttgg gaggctttga 
240 

gcatcctgct tcctggccac ccagctctgg ggctgctgtc aactcttgat ttgtagacat 

cactccagcc tctggcctgt caccctgaac ctcccccatg tctgtgtctt ttctcactgg 

360 

aacaccggt 
369 

<210> 1776 
<211> 59 
<212> PRT 

<213> Homo sapiens 

<400> 1776 fc 

Arg Glu Gly He Ala Arg Glu Gly Trp Gly Gly Pro Ala Ser Met Gin 
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1 

Pro Cys Gly Arg 

20 

Pro Pro Gin Arg 
35 

Gly val Ala Arg 
50 



5 

Ala Thr Leu Arg 

Gly Ser Trp Ser 

40 

Ala Gly Phe Leu 
55 



10 

Asp Pro Pro Pro 
25 

Trp Glu Ala Ala 
Gly Arg Leu 



15 

Ser Leu Pro Pro 
30 

Asp Pro Gly Gin 
45 



<210> 1777 

<211> 370 

<212> DNA 

<213> Homo sapiens 



<400> 1777 

agcttcttat 
60 

gaatatggtt 
120 

ttagcagcac 
180 

ctgggtgccg 

240 

atcagtaccc 
300 

gcggcactta 
360 

cttaacgcgt 
370 



cactatcctt 
ttggtagtgc 
cactgtccgg 
ccttagttgt 
aagttataat 
ttgctcatca 



tagtgctttt 
aactgcggga 
taaactaaca 
cgtctctttc 
gattattgtt 
aaccttagtg 



tggtctacct 
ttttttggcc 
gataaacaag 
gcatctatgt 
gctaccatag 
tataacattg 



tagcggtaat 
tcgctggtgc 
gaccgacacg 
tgttattgcc 
tgtttgactt 
actctaccgc 



gctccatcaa 
cgccggagct 
ggtcacgcag 
ttacttcagt 
tggtgttcag 
tcgtggacgc 



<210> 1778 

<211> 123 

<212> PRT 

<213> Homo sapiens 



<400> 1778 
Ser Phe Leu Ser 
1 

Met Leu His Gin. 

20 

Gly Leu Ala Gly 
35 

Leu Thr Asp Lys 
50 

Leu Val Val Val 
65 

He Ser Thr Gin 

Phe Gly Val Gin 

100 

He Asp Ser Thr 
115 



Leu Ser Phe Ser 
5 

Glu Tyr Gly Phe 

Ala Ala Gly Ala 

40 

Gin Gly Pro Thr 
55 

Ser Phe Ala Ser 
70 

Val He Met He 
85 

Ala Ala Leu He 

Ala Arg Gly Arg 

120 



Ala Phe Trp Ser 
10 

Gly Ser Ala Thr 
25 

Leu Ala Ala Pro 

Arg Val Thr Gin 

60 

Met Leu Leu Leu 
75 

He Val Ala Thr 
90 

Ala His Gin Thr 
105 

Leu Asn Ala 



Thr Leu Ala Val 
15 

Ala Gly Phe Phe 
30 

Leu Ser Gly Lys 
45 

Leu Gly Ala Ala 

Pro Tyr Phe Ser 

80 

He Val Phe Asp 
95 

Leu Val Tyr Asn 
110 



<210> 1779 
<211> 345 
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<212> DNA 

<213> Homo sapiens 



<400> 1779 

ccatgtgtgt gtatatgctc gtgtgtgatg 
60 

atacacgtgt gttatggtgt gtatatatgt 
120 

gtatgtgtgt gcatgtgcgt atgggtgtgt 
180 

gggaatatat gggtgtgtat atgtgtgtat 
240 

ctgtgtatat tggaatgtgt gtgtatatgt 
300 

atgtgtgtat atatgtgtgt atatacgtag 
345 



gtatgtatat gtgtatatgt gnntatatgt 
atatacgtgt gtgtatatat atgtatatgg 
atatgtgtat atatgtaggt gtgtatatct 
aggtttttat atgtggggaa atatttaaac 
gtgtatatat ggnggtgtgt atgtacatgt 
gtgtgcatat gtgtg 



<210> 1780 

<211> 55 

<212> PRT 

<213> Homo sapiens 



TrTcyslll Cys lie Cys Ser Cys Val Met Val Cys lie Cys Val Tyr 

1 5 10 15 

Val Xaa lie Cys lie His Val Cys Tyr Gly Val Tyr lie Cys lie Tyr 

Val Cys Val Tyr lie Cys He Trp Val Cys Val Cys Met Cys Val Trp 

35 40 45 



Val Cys He Cys Val Tyr Met 
50 55 



<210> 1781 

<211> 349 

<212> DNA 

<213> Homo sapiens 



<400> 1781 

nacgcgtcat gctaaatttt 
60 

aagctactat ccaagtttca 
120 

gatgtgaaca caacgcaaac 
180 

cccagtgcac aagagcccag 

240 

aagacatggg agggtgatgc 
300 

cgatccgcac atgatggcag 
349 

<210> 1782 
<211> 107 
<212> PRT 



gccctttatg gcaacatttt 
tacgccggtt aaaagaaaac 
tggttcaagc gccacgccca 
ttatctttgc cagtggtgcg 
tattcttata ttgcatggaa 
catgctagtg acgaatgctg 



cgtcagaaca agcggaagag 
atgatgatac gagatcatct 
ttacacctgt acccttactg 
ctccccagac acgaaagcac 
ataaaactac ttgttcgcta 
ccttccgga 
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<213> Homo sapiens 



<400> 1782 
Met Ala Thr Phe 
1 

Phe His Thr Pro 

20 

Val Asn Thr Thr 
35 

Pro Leu Leu Pro 
50 

Ala Pro Gin Thr 
65 

He Leu His Gly 

Gly Ser Met Leu 

100 



Ser Ser Glu Gin 
5 

Val Lys Arg Lys 

Gin Thr Gly Ser 

40 

Ser Ala Gin Glu 
55 

Arg Lys His Lys 
70 

Asn Lys Thr Thr 
85 

Val Thr Asn Ala 



Ala Glu Glu Lys 
10 

His Asp Asp Thr 
25 

Ser Ala Thr Pro 

Pro Ser Tyr Leu 

60 

Thr Trp Glu Gly 
75 

Cys Ser Leu Arg 
90 

Ala Phe Arg 
105 



Leu Leu Ser Lys 
15 

Arg Ser Ser Asp 
30 

He Thr Pro Val 
45 

Cys Gin Trp Cys 

Asp Ala He Leu 

80 

Ser Ala His Asp 
95 



<210> 1783 

<211> 1829 

<212> DNA 

<213> Homo sapiens 



g^gcacgact tcgacgccag cctctcgggc atcgggcagg aactgggcgc cggcgcttac 
agcatgagtg atgtcttggc attgcccatt ttcaagcagg aagattccag ccttccattg 
gatggtgaaa cagagcaccc accctttcag tatgtgatgt gtgctgcaac gtcaccagca 
gtaaaactgc atgatgaaac gcttacttat ttgaaccaag gtcagtcata tgaaattcgg 
atgctggata atcggaaaat gggtgatatg cctgagatca atggaaaatt agtaaagagc 
atcataaggg ttgtattcca tgacagacgg ctacaataca cagagcatca gcaacttgaa 
ggatggaagt ggaatcgccc aggagacaga cttcttgatt tagatattcc aatgtctgtg 
ggaataattg acacaaggac gaatccaggc cagttaaatg cggttgaatt tctgtgggac 
ccagcaaaac gcacctctgc tttcattcag gtacactgca tcagcacaga atttactcca 
cggaagcacg gaggtgaaaa gggagtgccc tttaggatcc aggttgacac ctttaagcag 
aatgaaaatg gagaatacac agatcatcta cactcagcta gctgccaaat caaagttttt 
aagcctaaag gtgcagacag gaaacaaaaa actgaccgag agaagatgga gaagagaaca 

720 

gctcatgaaa aagaaaagta tcagccgtcc tatgatacca caatcctcac agagatgagg 

7 80 

cttgagccca caattgaaga tgcagttgaa catgagcaga aanaagccca gcaagcggac 

"tgccgcag actacggtga ctccctggca aagcgaggca gtcgttctcc gtggcccgat 
900 
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gcccccacag 
960 

cagagcactt 
1020 

gcttcacaga 
1080 

tggctgctca 
1140 

gacttactaa 
1200 

cggctctata 
1260 

cgggagcagc 
1320 

gagaatggca 
1380 

tcagaagttg 
1440 

gtttacagac 
1500 

atttgttttt 
1560 

aaaattctgt 
1620 

actttggaag 
1680 

ccaaggaaaa 
1740 

ctctagggat 
1800 

cttttgtcta 
1829 



cctatgtgaa 
gcagtgtccc 
cctctggtga 
aaaacagacc 
aactgacaaa 
attcactgaa 
caagcagcac 
gtggggcacc 
ctcgaaaact 
agggtcccac 
ccttttcaga 
gacctctttt 
aacttataac 
ctggcttagc 
agtggcaggc 
ttatttgatg 



taacagccct 
agacagcaat 
acaaattcag 
ctcttcctac 
ggaggattta 
gtcaaggtcg 
agtgctgcaa 
ctatgtttat 
tgcgctggtg 
cggtattcac 
ctggtattta 
gaaaacactt 
caagagtttc 
ctccccccag 
tttggccctt 
actaattta 



tccccagcgc 
tcttcttccc 
ccttcagcta 
acaagactgt 
gttcaaattt 
gttagacccc 
gggcagcagc 
catgcaatct 
tttaatatcc 
attcttgtta 
ctttcataca 
atgagaatca 
aggcatccta 
ccctttagga 
tttatgaggt 



ccactttcac 
caaatcatca 
cgatccagga 
tctctaattt 
gtggtgcagc 
gtttaaccat 
aagctgcaag 
acttggaaga 
ctctccacca 
gtgatcaggt 
tgtaattgta 
ttttcagaga 
gtgataatat 
tgcagccaat 
gagtcactgg 



ctccccacag 
gggagatgga 
aacacagcaa 
ttcaggtgcc 
c 9 a tggaatt 
ctatgtctgc 
cagtgcaagc 
aatgattgcc 
aattaatcag 
aaatcaaatc 
gaactgtaga 
gttgggaatc 
ggaatacaag 
cactggggca 
atgtgctttc 



<210> 1784 
<211> 514 
<212> PRT 

<213> Homo sapiens 



<400> 1784 
Val His Asp 
1 

Ala Gly Ala 

Gin Glu Asp 
35 

Phe Gin Tyr 
50 

Asp Glu Thr 
65 

Met Leu Asp 
Leu Val Lys 
Tyr Thr Glu 



Phe Asp 
5 

Tyr Ser 
20 

Ser Ser 

Val Met 

Leu Thr 

Asn Arg 
85 

Ser lie 
100 

His Gin 



Ala Ser Leu Ser 
Met Ser 
Leu Pro 



Cys Ala 

55 
Tyr Leu 
70 

Lys Met 
lie Arg 
Gin Leu 



Asp Val 

25 
Leu Asp 
40 

Ala Thr 



Asn Gin 

Gly Asp 

Val Val 
105 
Glu Gly 



Gly lie 
10 

Leu Ala 

Gly Glu 

Ser Pro 

Gly Gin 

75 
Met Pro 
90 

Phe His 
Trp Lys 



Gly Gin Glu 

Leu Pro lie 
30 

Thr Glu His 
45 

Ala Val Lys 
60 

Ser Tyr Glu 

Glu lie Asn 

Asp Arg Arg 
110 

Trp Asn Arg 



Leu Gly 
15 

Phe Lys 

Pro Pro 

Leu His 

lie Arg 

80 
Gly Lys 
95 

Leu Gin 
Pro Gly 
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115 

Asp Arg Leu Leu 
130 

Thr Arg Thr Asn 
145 

Pro Ala Lys Arg 

Glu Phe Thr Pro 

180 

He Gin Val Asp 
195 

His Leu His Ser 
210 

Ala Asp Arg Lys 
225 

Ala His Glu Lys 

Thr Glu Met Arg 

260 

Gin Lys Xaa Val 
275 

Leu Ala Lys Arg 
290 

Tyr Val Asn Asn 
305 

Gin Ser Thr Cys 

Gin Gly Asp Gly 

340 

Ala Thr He Gin 
355 

Ser Tyr Thr Arg 
370 

Leu Thr Lys Glu 
385 

Arg Leu Tyr Asn 

He Tyr Val Cys 

420 

Gin Gin Ala Ala 
435 

Val Tyr His Ala 
450 

Arg Lys Leu Ala 
465 

Val Tyr Arg Gin 

Val Asn Gin He 

500 

Tyr Met 



120 

Asp Leu Asp He 
135 

Pro Gly Gin Leu 
150 

Thr Ser Ala Phe 
165 

Arg Lys His Gly 

Thr Phe Lys Gin 

200 

Ala Ser Cys Gin 
215 

Gin Lys Thr Asp 
230 

Glu Lys Tyr Gin 
245 

Leu Glu Pro He 

Gin Gin Ala Asp 

280 

Gly Ser Cys Ser 
295 

Ser Pro Ser Pro 
310 

Ser Val Pro Asp 
325 

Ala Ser Gin Thr 

Glu Thr Gin Gin 

360 

Leu Phe Ser Asn 
375 

Asp Leu Val Gin 
390 

Ser Leu Lys Ser 
405 

Arg Glu Gin Pro 

Ser Ser Ala Ser 

440 

He Tyr Leu Glu 
455 

Leu Val Phe Asn 
470 

Gly Pro Thr Gly 
485 

He Cys Phe Ser 



Pro Met Ser Val 

140 

Asn Ala Val Glu 
155 

lie Gin Val His 
170 

Gly Glu Lys Gly 
185 

Asn Glu Asn Gly 

He Lys Val Phe 

220 

Arg Glu Lys Met 
235 

Pro Ser Tyr Asp 
250 

He Glu Asp Ala 
265 

Phe Ala Ala Asp 

Pro Trp Pro Asp 

300 

Ala Pro Thr Phe 
315 

Ser Asn Ser Ser 
330 

Ser Gly Glu Gin 
345 

Trp Leu Leu Lys 

Phe Ser Gly Ala 

380 

He Cys Gly Ala 
395 

Arg Ser Val Arg 
410 

Ser Ser Thr Val 
425 

Glu Asn Gly Ser 

Glu Met He Ala 

460 

He Pro Leu His 
475 

lie His lie Leu 
490 

Phe Ser Asp Trp 
505 



125 

Gly lie lie Asp 

Phe Leu Trp Asp 

160 

Cys lie Ser Thr 
175 

Val Pro Phe Arg 
190 

Glu Tyr Thr Asp 
205 

Lys Pro Lys Gly 

Glu Lys Arg Thr 

240 

Thr Thr lie Leu 
255 

Val Glu His Glu 
270 

Tyr Gly Asp Ser 
285 

Ala Pro Thr Ala 

Thr Ser Pro Gin 

320 

Ser Pro Asn His 
335 

lie Gin Pro Ser 
350 

Asn Arg Phe Ser 
365 

Asp Leu Leu Lys 

Ala Asp Gly lie 

400 

Pro Arg Leu Thr 
415 

Leu Gin Gly Gin 
430 

Gly Ala Pro Tyr 
445 

Ser Glu Val Ala 

Gin He Asn Gin 

480 

Val Ser Asp Gin 
495 

Tyr Leu Leu Leu 
510 



<210> 1785 
<211> 381 
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<212> DNA 

<213> Homo sapiens 



<400> 1785 
atcacggacg 
60 

actagcggca 
120 

acactcacaa 
180 

gctgaacttg 
240 

gagatacaag 
300 

ccaaagactc 
360 

gatggccttg 
381 



cagaggagaa 
acacaggcat 
tgcctgcctc 
tccttactga 
caaagacacc 
actatgagac 
tatctggtat 



agggctgatt 
tggactggcc 
catgagcatg 
cccactcttg 
caactcgtac 
tactgggcct 
c 



actccaggcg 
tttatggctg 
gagaggagga 
ggaatgaaag 
atccttcaac 
gaaatctgga 



tgagtgttct 
ctgccaaggg 
tcatattgaa 
gagctgtcaa 
aatttgaaaa 
aagctacagc 



gattgaacca 
ctacaaactt 
ggcttttggt 
gaaagcggaa 
tccagctaac 
aggaaaaatt 



<210> 1786 
<211> 127 
<212> PRT 

<213> Homo sapiens 



<400> 1786 

He Thr Asp Ala Glu Glu Lys Gly Leu He Thr Pro Gly Val Ser Val 

1 S 10 15 

Leu He Glu Pro Thr Ser Gly Asn Thr Gly He Gly Leu Ala Phe Met 

20 25 30 

Ala Ala Ala Lys Gly Tyr Lys Leu Thr Leu Thr Met Pro Ala Ser Met 

35 40 45 

Ser Met Glu Arg Arg He lie Leu Lys Ala Phe Gly Ala Glu Leu Val 

50 55 60 

Leu Thr Asp Pro Leu Leu Gly Met Lys Gly Ala Val Lys Lys Ala Glu 
65 70 75 80 

Glu lie Gin Ala Lys Thr Pro Asn Ser Tyr He Leu Gin Gin Phe Glu 

85 90 95 

Asn Pro Ala Asn Pro Lys He His Tyr Glu Thr Thr Gly Pro Glu He 

100 105 110 

Trp Lys Ala Thr Ala Gly Lys lie Asp Gly Leu Val Ser Gly lie 
1XS 120 125 

<210> 1787 
<211> 294 
<212> DNA 

<213> Homo sapiens 
<400> 1787 

gtgcacacag caattcaata tgccaagaca ccaggttgca gcagagaaag atttaattgt 
60 

agggtcacct aacaaggaga tgagaacaaa ctttaaatct atctctctaa ggaatttgga 
120 

cttcgggttt ttaaggttta gaatgggcca aaacatggac attattgatt ggtcaaagag 
180 
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tacagggtca tggaacctgg agatgaaaaa 
240 

gtggaaggtc ttcaaattgg ttgccggaat 

294 



gccatattct catgctgatc ctgttcctct 
aaaagatctg tcaaacatct tagg 



<210> 1788 

<211> 91 

<212> PRT 

<213> Homo sapiens 



<400> 1788 
Met Pro Arg His 
l 

Pro Asn Lys Glu 

20 

Leu Asp Phe Gly 
35 

He Asp Trp Ser 
50 

Pro Tyr Ser His 
65 

val Ala Gly He 



Gin Val Ala Ala 
5 

Met Arg Thr Asn 

Phe Leu Arg Phe 

40 

Lys Ser Thr Gly 
55 

Ala Asp Pro Val 
70 

Lys Asp Leu Ser 
85 



Glu Lys Asp Leu 
10 

Phe Lys Ser He 
25 

Arg Met Gly Gin 

Ser Trp Asn Leu 

60 

Pro Leu Trp Lys 
75 

Asn He Leu 
90 



He Val Gly Ser 
15 

Ser Leu Arg Asn 
30 

Asn Met Asp He 
45 

Glu Met Lys Lys 

Val Phe Lys Leu 

80 



<210> 1789 

<211> 353 

<212> DNA 

<213> Homo sapiens 



<400> 1789 
ttcccacata 
60 

cacacacaga 
120 

gcaggcacac 
180 

gacctgctcc 
240 

cggtcgtggc 

300 

ctgttgtgcc 
353 



cacccacgcg 
catgccacac 
atgcacacac 
ccggggtctc 
ggccctggcg 
cagcgccccg 



gcatgtcctg 
cccgccatcc 
gcgcgcgcac 
tcccgcaggc 
cccagctggg 
actgaagatc 



acagagatgc 
ccccacactc 
acgcacacac 
aggtctcctc 
caacgcttcg 
cggatcttca 



acacccctag 
gtacacgccc 
acccccagcc 
gccgagtctc 
tggtatctca 
gtccctggcg 



cacatattca 
accacccctc 
cggaccggcc 
cgaaaagggg 
ccgcttctct 
cgc 



<210> 1790 

<211> 105 

<212> PRT 

<213> Homo sapiens 



Met His Thr Pro 
1 

Pro Ser Pro His 

20 

Ala His Thr Arg 



Ser Thr Tyr Ser 
5 

Thr Arg Thr Arg 
Ala His Thr His 



His Thr Gin Thr 
10 

Pro Pro Pro Leu 
25 

Thr His Pro Gin 



Cys His Thr Pro 

15 

Ala Gly Thr His 
30 

Pro Gly Pro Ala 
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35 

Asp Leu Leu Pro 
50 

Ser Glu Lys Gly 
65 

Phe Val Val Ser 

Lys lie Arg lie 

100 



40 

Gly Val Ser Pro 
55 

Arg Ser Trp Arg 

70 

His Arg Phe Ser 

85 

Phe Ser Pro Trp 



Ala Gly Arg Ser 

60 

Pro Trp Arg Pro 
75 

Leu Leu Cys Pro 
90 

Arg 
105 



45 

Pro Arg Arg Val 

Ala Gly Gin Arg 

80 

Ala Pro Arg Leu 
95 



<210> 1791 
<211> 355 
<212> DNA 

<213> Homo sapiens 



<400> 1791 
aaatttcagt 
60 

accccccaga 
120 

gctttggatc 

180 

ccctccctgc 
240 

gagagagaca 
300 

ccactccgat 
355 



tagagattag 
aacccactca 
aagccaatgc 
tcaggggact 
gagaaaaaga 
tcccattccc 



ggaaaataaa 
tggattctcc 
atgtatcccc 
gcttgttaac 
aagagaggaa 
tctgctgctc 



gatgttattt 
cgagtctttg 
taacacaccc 
ttcattgggt 
atgttattct 
tcctctctct 



tttcccatcc 
gacctggctc 
atgctttatg 

tggggacata 
ccttgtctgt 
cctcccttca 



tagtttacag 
agacaccctt 
tggtccctgc 
tatattatag 
atctgtatct 
cgcgt 



<210> 1792 

<211> 108 

<212> PRT • 

<213> Homo sapiens 



<400> 1792 

Met Leu Phe Phe Pro He Leu Val 

1 5 
Met Asp Ser Pro Glu Ser Leu Asp 

20 

He Lys Pro Met His Val Ser Pro 

35 40 
Pro Ala Pro Pro Cys Ser Gly Asp 

50 55 
Gly His He Tyr Tyr Arg Arg Glu 
65 70 
Cys Tyr Ser Pro Cys Leu Tyr Leu 

85 

Leu Cys Cys Ser Pro Leu Ser Pro 

100 



Tyr Arg Pro Pro Arg Asn Pro Leu 

10 15 
Leu Ala Gin Thr Pro Leu Leu Trp 
25 30 
Asn Thr Pro Met Leu Tyr Val Val 

45 

Cys Leu Leu Thr Ser Leu Gly Trp 

60 

Thr Glu Lys Lys Lys Glu Arg Lys 

75 80 
Tyr Leu His Ser Asp Ser His Ser 

90 95 
Pro Phe Thr Arg 
105 



<210> 1793 

<211> 510 

<212> DNA 

<213> Homo sapiens 
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<400> 1793 

cgggttccag cccgtagatg 
60 

cacccccccg gagctcctcg 
120 

agtcagccag acccttagca 
180 

cttcttctct ggagatgaat 
240 

ccgagccgtg ctcattgtgg 
300 

gcacgatggc caaggccgcc 
360 

ggcgctgatc cttggcccat 
420 

acagcttcag gctaccggag 
480 

gtggggcttt cagcaggtct 
510 



accttggcct gggaggcctt 
cttaccagtc gcccaaagag 
aacaccatag gggtcatctc 
cctgacaaca cctcagggct 
atggtgcacc gatacacacc 
ggcccctcat cccctgcgct 
gtcaagactg agtcactaag 
gcatcaggaa actgctccac 
ttggctttcc 



ccgaaggcca cacccatatc 
cttgtccccc cagcagccag 
aatctcttct ccaacttcac 
gaggcagaag tcggtggagg 
gcagtctacg ggggaggcct 
cctgcccacc tcgcccactg 
aatgttgaaa aactggcacc 
ccgaatcttc cggatcacct 



<210> 1794 
<211> 116 
<212> PRT 

<213> Homo sapiens 



<400> 1794 
Met Thr Leu Ala 
1 

Pro Arg Ser Ser 

20 

Gin Pro Glu Ser 
35 

lie Ser Ser Pro 
50 

Thr Ser Gly Leu 
65 

Trp Met Val His 

Met Ala Lys Ala 

100 

Pro Thr Gly Arg 
115 



Trp Glu Ala Phe 
5 

Ser Leu Thr Ser 

Ala Arg Pro Leu 

40 

Thr Ser Pro Ser 
55 

Arg Gin Lys Ser 
70 

Arg Tyr Thr Pro 
85 

Ala Gly Pro Ser 



Arg Arg Pro His 
10 

Arg Pro Lys Ser 
25 

Ala Asn Thr lie 

Ser Leu Glu Met 

60 

Val Glu Ala Glu 
75 

Gin Ser Thr Gly 
90 

Ser Pro Ala Leu 
105 



Pro Tyr Pro Pro 
15 

Leu Ser Pro Gin 
30 

Gly Val He Ser 
45 

Asn Pro Asp Asn 

Pro Cys Ser Leu 

80 

Glu Ala Cys Thr 
95 

Leu Pro Thr Ser 
110 



<210> 1795 

<211> 386 

<212> DNA 

<213> Homo sapiens 



<400> 1795 

ctatgctctg agtcacttct ccaagcattc ctttctgttc ttccttccct gggctgatca 
60 

tttcaagaag tcctacattc cagaaaactt gagaggtgct tcttctctgg aagccccttt 
120 
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tcttttctgt gagctcaggg agcattctac atacctcagc tgtgtctgct atcttttgct 
180 

taattatcaa tctttccata taaacagtaa aggaccacag tttattcatc agattcccca 

^ccaaacctg cacctgcata cataaacgca ctggataaat gtaccgcagt agacagaggc 

tctccaggtt gagagctcca tgagggcacc aatttttgtc tgtttagctg tgtcctcaaa 
360 

gcaaggaagg gttgatccgg tctaga 
386 

<210> 1796 
<211> 86 
<212> PRT 

<213> Homo sapiens 
<400> 1796 

Met Gin Val Gin Val Trp Met Gly Asn Leu Met Asn Lys Leu Trp Ser 

1 5 10 15 

Phe Thr Val Tyr Met Glu Arg Leu lie He Lys Gin Lys He Ala Asp 

20 25 30 

Thr Ala Glu val Cys Arg Met Leu Pro Glu Leu Thr Glu Lys Lys Arg 

35 40 45 

Gly Phe Gin Arg Arg Ser Thr Ser Gin Val Phe Trp Asn Val Gly Leu 

50 55 60 

Leu Glu Met He Ser Pro Gly Lys Glu Glu Gin Lys Gly Met Leu Gly 
65 70 75 80 

Glu Val Thr Gin Ser He 

85 

<210> 1797 

<211> 348 

<212> DNA 

<213> Homo sapiens 

<400> 1797 

aagcttcact atgttgccca ttccatgggc ggcgtgctgg tgcgtgacct gctggcggac 

cggaatttgc cgatgtcatt gatcaggtca tctgtctggg ctcgccgcag cagggctcgc 
120 

gtgccgctaa tttgttggcg ccatttgctg gcggcgcatc cgtcaaatgg tgtatcacag 
180 

cgactatgtg atgccgcttg cgcccacgcc cggcagcgcg cgttggagcg ccatcaactc 

acagatggac aacctggtgt tgccggtgac ctcggcaatt ttaccgggaa tgacccatgt 
300 

ggcggtggat tacctggggc attgttcgtt attgtacagc ccacgcgt 
348 

<210> 1798 
<211> 108 
<212> PRT 

<213> Homo sapiens 
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<400> 1798 
Met Gly Giy Vai 
i 

Met Ser Leu lie 

20 

Val Pro Leu lie 
35 

Gly Val Ser Gin 
50 

Arg Ala Leu Glu 
65 

Gly Asp Leu Gly 

Pro Gly Ala Leu 

100 



Leu Val Arg Asp 
5 

Arg Ser Ser Val 

Cys Trp Arg His 

40 

Arg Leu Cys Asp 
55 

Arg His Gin Leu 

70 

Asn Phe Thr Gly 
85 

Phe Val He Val 



Leu Leu Ala Asp 
10 

Trp Ala Arg Arg 
25 

Leu Leu Ala Ala 

Ala Ala Cys Ala 

60 

Thr Asp Gly Gin 
75 

Asn Asp Pro Cys 
90 

Gin Pro Thr Arg 
105 



Arg Asn Leu Pro 
15 

Ser Arg Ala Arg 
30 

His Pro Ser Asn 
45 

His Ala Arg Gin 

Pro Gly Val Ala 

80 

Gly Gly Gly Leu 
95 



<210> 1799 

<211> 366 

<212> DNA 

<213> Homo sapiens 



<400> 1799 

acgcgtcgcc tcctgctggt cgggattttc cttgctgtag ttaaccaaac caccggcgtc 
60 

aataccgtca tgtattacgc gcccaaggtg ttggagttcg caggaatgag cacccaggcg 
120 

tcgattattt cagaggtggc taatggagtc atgtctgtta ttggtgccgc tgcaggcttg 
180 

tggctcatcg aacggtttga tcgtcgtcac ctgcttatct tcgatgtcac ggcggtcggt 
240 

gtgtgtctcc ttggtattgc ggctactttc gggctggcaa ttgctcctca tgtgggtcaa 
300 

ggggtaccga agtgggcgcc tattctcgtg ctcgtcctga tgagtatctt catgcttatc 
360 

gtgcac 
366 

<210> 1800 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 1800 

Thr Arg Arg Leu Leu Leu Val Gly He Phe Leu Ala Val Val Asn Gin 

15 10 15 

Thr Thr Gly Val Asn Thr Val Met Tyr Tyr Ala Pro Lys Val Leu Glu 

20 25 30 

Phe Ala Gly Met Ser Thr Gin Ala Ser He He Ser Glu Val Ala Asn 

35 40 45 

Gly Val Met Ser Val He Gly Ala Ala Ala Gly Leu Trp Leu He Glu 

50 55 60 

Arg Phe Asp Arg Arg His Leu Leu He Phe Asp Val Thr Ala Val Gly 
65 70 75 80 

Val Cys Leu Leu Gly He Ala Ala Thr Phe Gly Leu Ala He Ala Pro 
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85 90 95 

His val Gly Gin Gly Val Pro Lys Trp Ala Pro He Leu Val Leu Val 

100 110 
Leu Met Ser He Phe Met Leu He Val His 
115 120 

<210> 1801 
<211> 597 
<212> DNA 

<213> Homo sapiens 
<400> 1801 

aatttctcct tcggtgacta cttcaagaac gaggccattc agtacgcatg ggagctcgtc 
60 

actaagccgg cagaacaggg cggattgggt ttcgatcctg ccagcatctg ggtgacggtc 
120 

cttggacctg ggtttcaccc tgactatccg gagggcgaca ttgaggcgcg cgaggcgtgg 
180 

cgtgctgcgg gtatccctga cgagcagatt cagggtcgct cccttaagga caactactgg 
240 

catatggggg ttcccggccc cggcggcccg tgctcggaaa tctacatcga tcgtggccca 

300 

gcctatggtc ccgacggtgg tccagaagca gatgaggacc gttaccttga gatctggaac 
360 

ctcgtattcg agaccgagga tctctcagcg gtgcgcgcta aagatgactt cgacatcgca 
420 

ggcccattgc gcagccttaa catcgacact ggtgccggtc tcgaacgtat tgcctaccta 

480 

ctccagggcg tcgacaatat gtacgagact gaccaggtat tccctgtcat tgagaaagcg 
540 

tccgagatgt cgggcaagcg gtacggcgtt cgccacgacg acgacgtccg actacgc 

597 • 

<210> 1802 
<211> 199 
<212> PRT 

<213> Homo sapiens 



<400> 1802 


















Gin Tyr 


Ala 


Asn 


Phe Ser 


Phe 


Gly Asp 


Tyr 


Phe Lys Asn 


Glu 


Ala 


He 


1 






5 






10 








15 




Trp 


Glu Leu 


Val 


Thr 


Lys 


Pro 


Ala Glu Gin 


Gly 


Gly 


Leu 


Gly Phe 


Asp 




20 








25 








30 




Pro 


Ala Ser 
35 


He 


Trp 


Val 


Thr 


Val Leu Gly 
40 


Pro 


Gly 


Phe 
45 


His Pro 


Asp 


Tyr 


Pro Glu 


Gly 


Asp 


lie 


Glu 


Ala Arg Glu 


Ala 


Trp 


Arg 


Ala Ala 


Gly 


50 








55 






60 








He 


Pro Asp 


Glu 


Gin 


He 


Gin 


Gly Arg Ser 


Leu 


Lys 


Asp 


Asn Tyr 


Trp 


65 






70 






75 






He Tyr 


80 


His 


Met Gly 


Val 


Pro 


Gly 


Pro 


Gly Gly Pro 


Cys 


Ser 


Glu 


He 




85 






90 








95 


Glu 


Asp 


Arg Gly 


Pro 
100 


Ala 


Tyr 


Gly 


Pro Asp Gly Gly 

105 


Pro 


Glu 


Ala Asp 
110 


Asp 


Arg Tyr 


Leu 


Glu 


He 


Trp 


Asn Leu Val 


Phe 


Glu 


Thr 


Glu Asp 


Leu 
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115 120 125 

Ser Ala Val Arg Ala Lys Asp Asp Phe Asp lie Ala Gly Pro Leu Arg 

130 135 140 

Ser Leu Asn He Asp Thr Gly Ala Gly Leu Glu Arg He Ala Tyr Leu 
145 150 155 160 

Leu Gin Gly Val Asp Asn Met Tyr Glu Thr Asp Gin Val Phe Pro Val 

165 170 175 

He Glu Lys Ala Ser Glu Met Ser Gly Lys Arg Tyr Gly Val Arg His 

180 185 190 

Asp Asp Asp Val Arg Leu Arg 
195 

<210> 1803 

<211> 708 

<212> DNA 

<213> Homo sapiens 

<400> 1803 

cccacaacga tggccgtcat ggtggatggg gaagtgcctg aggaggtcac acctaaggac 
60 

ctcatcctgg ccctcatctc cgagatcggc accggtgggg gacaaggtca tatggtcgag 
120 

tatcgcggcg aggccatcga gaagatgtcg atggagggtc gcatgacgat ctgcaatatg 
180 

tcgattgagt ggggagctcg cgtcggcatg gttgcttctg atgagaccac cttcacctac 
240 

ctcaaggatc gtccgcacgc tccgcgtggt gcacagtggg acaaggctgt cgcgtactgg 
300 

cgcactctgc gtactgacga cgatgcgacc tttgacgctg agatccatgt ggacgcctcg 
360 

aatctcgccc ccttcgttac ctggggtacc aacccggggc agggatcccc cctaggcggt 
420 

gtggtgccgg ccgtcgaaga ctttgaggac gaggtagctc gcagcgcagc gtttggagta 
480 

catggatttg accccgacga gatcggttcc cggtttgctg acatctttcg caataactct 
540 

gcgaacaacg gcttgttact ggctcaggtt gatcccaagg tcgtcggaga gttgtgggac 
600 

tttgccgagc agcatcctgg tgagcagctc accctctccc tcgagaatcg gacgattaac 
660 

cttccgggtc gcacgaccta cccgttccat attgatgacg tcacgcgt 
708 

<210> 1804 
<211> 236 
<212> PRT 

<213> Homo sapiens 
<400> 1804 

Pro Thr Thr Met Ala Val Met Val Asp Gly Glu Val Pro Glu Glu Val 

1 5 10 15 

Thr Pro Lys Asp Leu He Leu Ala Leu He Ser Glu He Gly Thr Gly 

20 25 30 

Gly Gly Gin Gly His Met Val Glu Tyr Arg Gly Glu Ala He Glu Lys 
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35 40 45 

Met Ser Met Glu Gly Arg Met Thr He Cys Asn Met Ser He Glu Trp 

50 55 6° 

Gly Ala Arg Val Gly Met Val Ala Ser Asp Glu Thr Thr Phe Thr Tyr 

65 70 75 80 

Leu Lys Asp Arg Pro His Ala Pro Arg Gly Ala Gin Trp Asp Lys Ala 

85 90 95 

Val Ala Tyr Trp Arg Thr Leu Arg Thr Asp Asp Asp Ala Thr Phe Asp 

100 105 HO 

Ala Glu lie His Val Asp Ala Ser Asn Leu Ala Pro Phe Val Thr Trp 

115 120 125 

Gly Thr Asn Pro Gly Gin Gly Ser Pro Leu Gly Gly Val Val Pro Ala 

130 135 140 

Val Glu Asp Phe Glu Asp Glu Val Ala Arg Ser Ala Ala Phe Gly Val 
145 150 155 160 

His Gly Phe Asp Pro Asp Glu He Gly Ser Arg Phe Ala Asp He Phe 

165 170 175 

Arq Asn Asn Ser Ala Asn Asn Gly Leu Leu Leu Ala Gin Val Asp Pro 

180 185 190 

Lys val val Gly Glu Leu Trp Asp Phe Ala Glu Gin His Pro Gly Glu 

195 200 205 

Gin Leu Thr Leu Ser Leu Glu Asn Arg Thr He Asn Leu Pro Gly Arg 

210 215 220 

Thr Thr Tyr Pro Phe His He Asp Asp Val Thr Arg 
225 230 235 

<210> 1805 

<211> 833 

<212> DNA 

<213> Homo sapiens 

nccgcagtgg tgtgggacaa gaacaccggt gagccggttt ataacgccat cgtgtggcag 
gacacgcgca ctcaaaagat ctgtaacgaa ctagctggtg acaagggcgc cgaccgctac 
aaggagatct gtggtctggg cctgtcgacc tatttctctg gcccgaaggt caaatggatt 
ctcgacaacg ttgagggagc ccgtgcgagg gccgaggccg gcgatctgct cttcggtaac 
atggacactt gggtgctgtg gaacctgact ggcggtacta acggtggcgt gcacatcacc 
gatccgacca acgcgtcccg aaccatgctc atggacgtcc gaaagctgca gtgggacgac 
tcgatgtgcg aggtcatggg aattccaaag tccatgcttc ctgagatcaa gtcctcctcc 
gagatctacg gctatggtcg caagaacggc ctgctgatcg ataccccgat ctccggcatt 
cttggcgatc agcaggccgc cacctttggc caggcttgct tccaaaaggg catggcgaag 
aacacgtacg gcaccggctg cttcatgctc atgaacacag gtgaggaggc catcttctcc 
gagaacggtc tgctgaccac cgtctgctac aagattggtg accagcccac cgtctatgcc 

660 
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ctggaaggtt 
720 

atgttcgaga 
780 

gcctactttg 
833 



cgatcgccgt 
ccgccccgca 
tgccggcctt 



cgctggatcg 
aatcgaagcc 
ctctggcccg 



ctggtacagt 
ctcgccaaca 
ttcgcgccgt 



ggctgcgcga 
ccgtcgagga 
actggcgtcc 



caacctcaag 
caatggtggc 
gga 



<210> 1806 

<211> 277 

<212> PRT 

<213> Homo sapiens 



<400> 1806 
Xaa Ala Val Val 
1 

lie Val Trp Gin 

20 

Gly Asp Lys Gly 
35 

Ser Thr Tyr Phe 
50 

Glu Gly Ala Arg 
65 

Met Asp Thr Trp 

Val His He Thr 

100 

Val Arg Lys Leu 
115 

Pro Lys Ser Met 
130 

Tyr Gly Arg Lys 
145 

Leu Gly Asp Gin 

Gly Met Ala Lys 

180 

Thr Gly Glu Glu 
195 

Cys Tyr Lys He 
210 

He Ala Val Ala 
225 

Met Phe Glu Thr 

Asp Asn Gly Gly 

260 

Pro Tyr Trp Arg 
275 



Trp Asp Lys Asn 
5 

Asp Thr Arg Thr 

Ala Asp Arg Tyr 

40 

Ser Gly Pro Lys 
55 

Ala Arg Ala Glu 
70 

Val Leu Trp Asn 
85 

Asp Pro Thr Asn 

Gin Trp Asp Asp 

120 

Leu Pro Glu He 
135 

Asn Gly Leu Leu 
150 

Gin Ala Ala Thr 
165 

Asn Thr Tyr Gly 

Ala He Phe Ser 

200 

Gly Asp Gin Pro 
215 

Gly Ser Leu Val 
230 

Ala Pro Gin He 
245 

Ala Tyr Phe Val 
Pro 



Thr Gly Glu Pro 
10 

Gin Lys He Cys 
25 

Lys Glu He Cys 

Val Lys Trp He 

60 

Ala Gly Asp Leu 
75 

Leu Thr Gly Gly 
90 

Ala Ser Arg Thr 
105 

Ser Met Cys Glu 

Lys Ser Ser Ser 

140 

He Asp Thr Pro 
155 

Phe Gly Gin Ala 
170 

Thr Gly Cys Phe 
185 

Glu Asn Gly Leu 

Thr Val Tyr Ala 

220 

Gin Trp Leu Arg 
235 

Glu Ala Leu Ala 
250 

Pro Ala Phe Ser 
265 



Val Tyr Asn Ala 
15 

Asn Glu Leu Ala 
30 

Gly Leu Gly Leu 
45 

Leu Asp Asn Val 

Leu Phe Gly Asn 

80 

Thr Asn Gly Gly 
95 

Met Leu Met Asp 
110 

Val Met Gly He 
125 

Glu He Tyr Gly 

He Ser Gly He 

160 

Cys Phe Gin Lys 
175 

Met Leu Met Asn 
190 

Leu Thr Thr Val 
205 

Leu Glu Gly Ser 

Asp Asn Leu Lys 

240 

Asn Thr Val Glu 
255 

Gly Leu Phe Ala 
270 



<210> 1807 

<211> 420 

<212> DNA 

<213> Homo sapiens 
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nnntatcggc aaggtggtcg aaatggctct tgactatgtc aacggtgaca cgtgcgccgc 
gaccgcccca ctcatttgtc gtttgacgtc gacgcgatgg accctagcgt ggccccgagc 
acaggcacac cggtgcgtgg tggtctcaca ttccgagaag gccactacat atgcgaggcg 
gtagctgaga ccggctcgct ggtggctatg gacatggtag aagtcaaccc ccatcttgaa 
aagcatgcgg ctgagcagac gatcgccgtg ggttgttccc tcattcgttc ggcgctgggg 
gagacgcctc tgtaatgggt gcatgatggg ccggtggtcc atagccatgc atagacactc 
cgggcgctga tatgatgagt gacatagcac gtacgataaa tctcggtttt gagcacgcgt 

420 

<210> 1808 
<211> 88 
<212> PRT 

<213> Homo sapiens 
<400> 1808 

His val Arg Arg Asp Arg Pro He His Leu Ser Phe Asp Val Asp Ala 

1 S 10 15 

Met Asp Pro Ser Val Ala Pro Ser Thr Gly Thr Pro Val Arg Gly Gly 

20 25 30 

Leu Thr Phe Arg Glu Gly His Tyr He Cys Glu Ala Val Ala Glu Thr 

35 40 45 

Glv Ser Leu Val Ala Met Asp Met Val Glu Val Asn Pro His Leu Glu 

50 55 60 

Lys His Ala Ala Glu Gin Thr lie Ala Val Gly Cys Ser Leu lie Arg 
55 70 75 80 

Ser Ala Leu Gly Glu Thr Leu Leu 

85 

<210> 1809 
<211> 340 
<212> DNA 

<213> Homo sapiens 

nnaccggtga tcgcatcggt gagcctcggc gcgatgcgcg tgttcgacct tcgccatcgc 

cagaccggtg tcacgcatgc gtatcgcctc gggcatggca gcctcctcgt gatgcggggc 

cccacccagg ccgaatggca gcatcgcgtg ccgaaagcgc cgggtgtgca gggcgagcgc 
180 

gtgaacctga cgtttcggcg cgtgatgccg gtcggtatgg gccggtaaca accggcgtcg 

ccgaggtgcc cggatcgccg ggcgattcgc gccccgtttt cgcgattcat gcgcgatcga 
300 

cacgggcagg cggtcgcatg tgcggcacgt tgccgcacgn 
340 
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<210> 1810 
<211> 75 
<212> PRT 

<213> Homo sapiens 
<400> 1810 

Xaa Pro Val He Ala Ser Val Ser Leu Gly Ala Met Arg Val Phe Asp 

1 5 10 15 

Leu Arg His Arg Gin Thr Gly Val Thr His Ala Tyr Arg Leu Gly His 

20 25 30 

Gly Ser Leu Leu Val Met Arg Gly Pro Thr Gin Ala Glu Trp Gin His 

35 40 45 

Arg Val Pro Lys Ala Pro Gly Val Gin Gly Glu Arg Val Asn Leu Thr 

50 55 60 

Phe Arg Arg Val Met Pro Val Gly Met Gly Arg 
65 " 70 75 



<210> 1811 
<211> 500 
<212> DNA 

<213> Homo sapiens 



<400> 1811 
nnacgcgtgc 
60 

ctgggtggat 
120 

ctgaaacggt 
180 

caggtactgg 
240 

gagtgctatg 
300 

gtctgtgccg 
360 

caagctcgcg 
420 

attcaagcgc 
480 

acacttgagc 
500 



taggaatagc 
tgtatgagct 
gcgactttga 
aaaagaaggg 
ctcaggccca 
acaaggcatt 
tgcctcgtct 
atgaacccac 
ggcatcatga 



catggactca 
gctcgtaaaa 
gaaggcacta 
cgatgcactg 
gacaccggcc 
gcgtcgatat 
catgctggct 
ctccgaacat 



tcatcagata 
gatgaggctc 
acattttgtc 
ctacacgcag 
tttgaacagg 
gtcagactgc 
acttggctca 
tatcagacac 



catgctggat 
gcgatatgtg 
gtgatgagac 
gtcagctcat 
ttgtgctttc 
gtctcgacaa 
ttgaattgta 
ttttgctgga 



ttatacttca 
gcatttgttg 
gtgtcggaag 
ggaggccgtc 
tttgatggac 
gatgccgaaa 
tgtggccgcc 
agcccaggag 



<210> 1812 
<211> 166 
<212> PRT 

<213> Homo sapiens 



<400> 1812 
Xaa Arg Val Leu 
1 

He Tyr Thr Ser 

20 

Ala Arg Asp Met 



Gly He Ala Met 
5 

Leu Gly Gly Leu 
Trp His Leu Leu 



Asp Ser Ser Ser 
10 

Tyr Glu Leu Leu 
25 

Leu Lys Arg Cys 



Asp Thr Cys Trp 
15 

Val Lys Asp Glu 
30 

Asp Phe Glu Lys 
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35 

Ala Leu Thr Phe 
50 

Lys Lys Gly Asp 
65 

Glu Cys Tyr Ala 

Ser Leu Met Asp 

100 

Leu Arg Leu Asp 
115 

Leu Ala Thr Trp 
130 

Glu Pro Thr Ser 
145 

Thr Leu Glu Arg 



40 

Cys Arg Asp Glu 
55 

Ala Leu Leu His 
70 

Gin Ala Gin Thr 
85 

Val Cys Ala Asp 

Lys Met Pro Lys 

120 

Leu lie Glu Leu 
135 

Glu His Tyr Gin 

150 
His His 
165 



Thr Cys Arg Lys 

60 

Ala Gly Gin Leu 
75 

Pro Ala Phe Glu 
90 

Lys Ala Leu Arg 
105 

Gin Ala Arg Val 

Tyr Val Ala Ala 

140 

Thr Leu Leu Leu 
155 



45 

Gin Val Leu Glu 

Met Glu Ala Val 

80 

Gin Val Val Leu 
95 

Arg Tyr Val Arg 
110 

Pro Arg Leu Met 
125 

He Gin Ala His 

Glu Ala Gin Glu 

160 



<210> 1813 

<211> 426 

<212> DNA 

<213> Homo sapiens 



<400> 1813 
tctagagccg 
60 

gtcctgaggg 
120 

ggttctcggg 
180 

ggcgcttggt 
240- 

aataaggttt 
300 

ccgctgtaga 
360 

aacaatggtg 
420 

tctaca 
426 



ttgtgatcgg 
gtggcagtga 
gatgactctc 
tgggaacggg 
caatattaat 
tcctccctat 
cggcgaaggg 



tatccatggt 
cctggtaggg 
ggatgaatat 
tgtgaagcag 
tgaatatggc 
ggtcattctg 
ttatgaggtg 



tggatggggt 
gtgcctgcgg 
agatctgcta 
ccttctgatg 
gctagatgct 
gggccaggcg 
agtatggctg 



tcatctcgat 
cgtcgcggct 
agacgtcatt 
gatgtatttt 
ggtttaggat 
cttcgccagc 
agcaagtcgt 



ggaggagtgt 
tgcgatcgct 
agattcgctt 
tgcgttgttg 
cagttgacgt 
tggccatcgc 
tggacaggcg 



<210> 1814 
<211> 108 
<212> PRT 

<213> Homo sapiens 



<400> 1814 
Met Thr He Gly 
1 

His Leu Ala Pro 

20 

Lys lie His Pro 
35 

Pro Ser Glu Ser 



Arg He Tyr Ser 
5 

Tyr Ser He Asn 

Ser Glu Gly Cys 

40 

Asn Asp Val Leu 



Gly Arg Gin Leu 
10 

He Glu Thr Leu 
25 

Phe Thr Pro Val 
Ala Asp Leu Tyr 



He Leu Asn Gin 
15 

Phe Asn Asn Ala 
30 

Pro Asn Gin Ala 
45 

Ser Ser Glu Ser 
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50 55 60 

His Pro Arg Glu Pro Ala He Ala Ser Arg Asp Ala Ala Gly Thr Pro 
65 70 75 80 

Thr Arg Ser Leu Pro Pro Leu Arg Thr His Ser Ser He Glu Met Asn 

85 90 95 

Pro He Gin Pro Trp He Pro He Thr Thr Ala Leu 

100 105 

<210> 1815 
<211> 303 
<212> DNA 

<213> Homo sapiens 
<400> 1815 

ggcgcccaca tggctacgct cgcaccgcgg cacaaggtaa gccgtagcgg cgggatcgag 
60 

cgccaggccg cgcatctcgg catggagcgc gatcagttcg gccatcatcg cgtcgtcggg 
120 

cgtgccgatc tcgaggggca acgccgcgcc gagccgcgaa gccagatcgg gcagcgcgat 
180 

ccgccagcca tcggcaaatt cgcgagtgat gacgagcaag ggccgcctgg tctcctgcgc 

240 

ccggttccag cagtggaaca cgttcgcctc gggcagacgg gcggcatcgg cgatcacggt 

300 
acc 
303 

<210> 1816 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 1816 

Met Ala Thr Leu Ala Pro Arg His Lys Val Ser Arg Ser Gly Gly He 

15 10 15 

Glu Arg Gin Ala Ala His Leu Gly Met Glu Arg Asp Gin Phe Gly His 

20 25 30 

His Arg Val Val Gly Arg Ala Asp Leu Glu Gly Gin Arg Arg Ala Glu 

35 40 45 

Pro Arg Ser Gin He Gly Gin Arg Asp Pro Pro Ala He Gly Lys Phe 

50 55 60 

Ala Ser Asp Asp Glu Gin Gly Pro Pro Gly Leu Leu Arg Pro Val Pro 
65 70 75 80 

Ala val Glu His Val Arg Leu Gly Gin Thr Gly Gly He Gly Asp His 

85 90 95 

Gly Thr 



<210> 1817 
<211> 413 
<212> DNA 

<213> Homo sapiens 
<400> 1817 
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nncagcttgc aagaccgcgg ccacacagtg 
60 

catgcgtttg agcccacacg cgatggcaca 
120 

ccgcgcccct tatttcacat gctgcatctg 
180 

gtgatgcagg tcgtggtagc agcgtatgga 
240 

tacagggcgt gacgcatgtc ccgtcaaact 
300 

ttccagcagc gataccccta atcaaactcc 
360 

acttccctga caaagaaatc agcgctgctc 
413 



cacatcttaa catcacattt cgatgcgtcg 
cttcaggtca ttcacgcaaa gacatggatc 
cgatggccat tcgcagcagt tttttctctt 
tcgtcactcg cacgccactt gccgcatgtg 
cgctcccaga cgtgtttgtt attgaccaac 
tgtgtgggcg gcgtgtcatg tactactgtc 
tggctcgaca gcgaggcacg cgt 



<210> 1818 
<211> 83 
<212> PRT 

<213> Homo sapiens 



<400> 1818 
xaa Ser Leu Gin 
1 

Phe Asp Ala Ser 

20 

Val He His Ala 
35 

His Leu Arg Trp 
50 

Val Val Ala Ala 
65 

Tyr -Arg Ala 



Asp Arg Gly His 
5 

His Ala Phe Glu 

Lys Thr Trp He 

40 

Pro Phe Ala Ala 
55 

Tyr Gly Ser Ser 
70 



Thr Val Tyr He 
10 

Pro Thr Arg Asp 
25 

Pro Arg Ser Leu 

Val Phe Ser Leu 

60 

Leu Ala Arg His 
75 



Leu Thr Ser His 
15 

Gly Thr Leu Gin 
30 

Phe His Met Leu 
45 

Val Met Gin Val 

Leu Pro His Val 

80 



<210> 1819 
<211> 343 
<212> DNA 

<213> Homo sapiens 



<400> 1819 

ggatccaaga gtggggcatc aggaacatgc 
60 

accacaagac agataggcct tggcatgatc 
120 

aaaggatcag gtgagatcat aagtgacaag 
180 

gtagtccagg agaagaaggt gttagaggtt 
240 

aagattgtat tccagggtca ggctgatgaa 
300 

tttgtcttgc aacttaaaga ccatccaaaa 
343 



catggttgtc gtggtgctgg aatgagaaca 
caacagatga acactgtttg ccctgaatgc 
gacaaatgcc caagctgtaa aggaaacaaa 
catgtggaga aaggaatgca acataaccaa 
gctcctgata cgggtacagg agacattgtt 
tttaagagga tgt 



<210> 1820 
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<211> 114 
<212> PRT 
<213> Homo sapiens 



<400> 1320 












Gly 


Ser 


Lys 


Ser 


Gly Ala 


Ser Gly Thr 


Cys His Gly Cys 


Arg Gly Ala 


1 








5 




10 


15 


Gly 


Met 


Arg 


Thr 


He Thr 


Arg Gin He 


Gly Leu Gly Met 


He Gin Gin 








20 




25 




30 


Met 


Asn 


Thr 


Val 


Cys Pro 


Glu Cys Lys Gly Ser Gly Glu 


He He Ser 






35 






40 


45 




Asp 


Lys 


Asp 


Lys 


Cys Pro 


Ser Cys Lys 


Gly Asn Lys Val 


Val Gin Glu 




50 








55 


60 




Lys 


Lys 


Val 


Leu 


Glu Val 


His Val Glu 


Lys Gly Met Gin 


His Asn Gin 


65 








70 




75 


80 


Lys 


He 


Val 


Phe 


Gin Gly Gin Ala Asp 


Glu Ala Pro Asp 


Thr Gly Thr 








85 




90 


95 


Gly 


Asp 


He 


Val 


Phe Val 


Leu Gin Leu 


Lys Asp His Pro 


Lys Phe Lys 




100 




105 




110 


Arg 


Met 















<210> 1821 

<211> 285 

<212> DNA 

<213> Homo sapiens 

<400> 1821 

aagcttgagt tcagcaagat cttggaggct attaaggcaa acttcaacga caagttcgat 
60 

gaggtcggga agaagtgggg aggtggcatc atgggatcca agtcgcaggc caagaccaag 
120 

gcccgggaaa agttgctcgc caaggaggcc gcccagcgga tgacctagat tgtctactgc 
180 

tgtgtctgcc ctgtagtttg acggggaaga actgatgaac tcgtattgtg gttttccgaa 
240 

tctagtttca tatgtttctg tccaccagac catgtttaga agctt 
285 

<210> 1822 

<211> 55 

<212> PRT 

<213> Homo sapiens 

<400> 1822 

Lys Leu Glu Phe Ser Lys He Leu Glu Ala He Lys Ala Asn Phe Asn 

15 10 15 

Asp Lys Phe Asp Glu Val Gly Lys Lys Trp Gly Gly Gly He Met Gly 

20 25 30 

Ser Lys Ser Gin Ala Lys Thr Lys Ala Arg Glu Lys Leu Leu Ala Lys 

35 40 45 

Glu Ala Ala Gin Arg Met Thr 
50 55 
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<210> 1823 

<211> 387 

<212> DNA 

<213> Homo sapiens 

<400> 1823 

ngttggctgc tgttgctggg cgttctgtcc ctgacgggct gcgcccgttc cgatgcgctg 
60 

tggggcgtgg tcgacaagct ctgcatggcc aactatcagc aaaagcgcga tccggccccg 
120 

tgtgagcaga tttatatgcc gcagggtaaa gcgcagggct ttagcgtgct gcaaaacccg 
180 

cgttatccct atcatttcat tctggtgccg acggcgccgc tttccggcat tgaaagcccg 
240 

ctgctgctgg ccggagagcg aacggactat tttggctatg catggctgat gcgttaccgg 
300 

ctggccgccg agtatggcgg gccggtgccg gacgacaggc tgggcatggc gatcaactcc 
360 

gcttacggcc gcagccagaa ccaattg 
387 

<210> 1824 

<211> 129 

<212> PRT 

<213> Homo sapiens 

<400> 1824 



Xaa 


Trp 


Leu 


Leu 


Leu Leu Gly Val 


Leu 


Ser 


Leu 


Thr 


Gly 


Cys 


Ala 


Arg 


1 






5 








10 










15 




Ser 


Asp 


Ala 


Leu 


Trp Gly Val 


Val 


Asp 


Lys 


Leu 


Cys 


Met 


Ala 


Asn 


Tyr 






20 








25 










30 






Gin 


•Gin 


Lys 


Arg 


Asp Pro 


Ala 


Pro 


Cys 


Glu 


Gin 


He 


Tyr 


Met 


Pro 


Gin 






35 








40 










45 








Gly 


Lys 


Ala 


Gin 


Gly Phe 


Ser 


Val 


Leu 


Gin 


Asn 


Pro 


Arg 


Tyr 


Pro 


Tyr 


50 








55 










60 










His 


Phe 


He 


Leu 


Val Pro 


Thr 


Ala 


Pro 


Leu 


Ser 


Gly 


He 


Glu 


Ser 


Pro 


65 








70 










75 










80 


Leu 


Leu 


Leu 


Ala 


Gly Glu 


Arg 


Thr 


Asp 


Tyr 


Phe 


Gly 


Tyr 


Ala 


Trp 


Leu 










85 








90 










95 




Met 


Arg 


Tyr 


Arg 


Leu Ala 


Ala 


Glu 


Tyr 


Gly 


Gly 


Pro 


Val 


Pro 


Asp 


Asp 




100 








105 










110 






Arg 


Leu 


Gly Met 


Ala He 


Asn 


Ser 


Ala 


Tyr 


Gly Arg 


Ser 


Gin 


Asn 


Gin 




115 








120 










125 









Leu 



<210> 1825 

<211> 413 

<212> DNA 

<213> Homo sapiens 

<400> 1825 

gtgcacggac gaccgcgcac agggactcgt gtgccgcgca tgggacgacg gcgatgcgtg 
60 
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tgcgtgcata ccgctgctct ggcaggtcgt gcgtgcgatt gtcgccgaca catcggcggc 
120 

ttggcacgtc gtgattgggc gcctaggcac catgtcgcag gccgacatgg acatgtgggc 
180 

gtcgtgcctc gatacgcgcg acccttcctg ctctcggtgg gccttgtgtg cctggagcgc 
240 

gatgcctggc ctacgggcac gcgatgcatc ggtggtctac ctgtcggaca tgccgctggg 
300 

tctggcctca ggtgcgtggc cgatccgcgt gcctcgctcg gcgttatgtg tctgccggcg 
360 

cctatgccat tcatctcgtg cagctacgtc acctggctga tctcgacgcg get 
413 

<210> 1826 
<211> 124 
<212> PRT 

<213> Homo sapiens 
<400> 1826 



Met 


Gly Arg 


Arg 


Arg Cys Val 


Cys 


Val 


His 


Thr 


Ala 


Ala 


Leu 


Ala 


Gly 


1 








5 






10 










15 




Arg 


Ala 


Cys 


Asp 


Cys Arg Arg 


His 


lie 


Gly 


Gly Leu 


Ala 


Arg 


Arg 


Asp 








20 






25 










30 






Trp 


Ala 


Pro 
35 


Arg 


His His Val 


Ala 
40 


Gly 


Arg 


His 


Gly 


His 
45 


Val 


Gly 


Val 


Val 


Pro 
50 


Arg 


Tyr 


Ala Arg Pro 
55 


Phe 


Leu 


Leu 


Ser 


Val 
60 


Gly 


Leu 


Val 


Cys 


Leu 


Glu 


Arg 


Asp 


Ala Trp Pro 


Thr 


Gly 


Thr 


Arg 


Cys 


He 


Gly 


Gly 


Leu 


65 








70 








75 










80 


Pro 


Val 


Gly 


His 


Ala Ala Gly Ser 


Gly 


Leu 


Arg 


Cys 


Val 


Ala 


Asp 


Pro 










85 






90 










95 




Arg 


Ala 


Ser 


Leu 


Gly Val Met 


Cys 


Leu 


Pro 


Ala 


Pro 


Met 


Pro 


Phe 


lie 






100 






105 










110 






Ser 


Cys 


Ser 
115 


Tyr 


Val Thr Trp 


Leu 
120 


He 


Ser 


Thr 


Arg 











<210> 1827 
<211> 345 
<212> DNA 

<213> Homo sapiens 
<400> 1827 

ctggccaact gggtgccgga cctgttcatg aagegegteg aagccgacca ggaatggtcg 
60 

ctgttcgatc cgcgcgtggt geeggagtte accgacctgt teggegaage cttcgaagcc 
120 

gcctacctgc aggecgaage gcagggcaag gccaaccgca cgatctctgc ccgcaagctg 
180 

tacgcccgca tgatgegtae getggecgag accggcaacg gctggatgac cttcaaggac 
240 

aagtgcaacc gcgccagcaa ccagaccctg cgtccgggca aegtgatcca cctgtccaac 
300 

ccgtgcaccg aaatcctgga agtcacttcc aacgatgaaa ccgcg 
345 
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<210> 1828 
<211> 115 
<212> PRT 

<213> Homo sapiens 

Leu°Ali 3 Aln Trp Val Pro Asp Leu Phe Met Lys Arg Val Glu Ala Asp 

1 5 1° 15 

Gin Glu Trp Ser Leu Phe Asp Pro Arg Val Val Pro Glu Phe Thr Asp 

20 25 

Leu Phe Gly Glu Ala Phe Glu Ala Ala Tyr Leu Gin Ala Glu Ala Gin 

35 40 45 

Gly Lys Ala Asn Arg Thr He Ser Ala Arg Lys Leu Tyr Ala Arg Met 

Met Arg Thr Leu Ala Glu Thr Gly Asn Gly Trp Met Thr Phe Lys Asp 

70 

Lys Cys Asn Arg Ala Ser Asn Gin Thr Leu Arg Pro Gly Asn Val lie 

His Leu Ser Asn Leu Cys Thr Glu lie Leu Glu Val Thr Ser Asn Asp 

100 105 110 

Glu Thr Ala 
115 

<210> 1829 

<211> 4457 

<212> DNA 

<213> Homo sapiens 



a^tccaatgg ttgtgtctga ttttgatctt ccagaccaac agatagaaat acttcagagt 
tctgactcgg gatgttcaca gtcctctgct ggggacaact tgagttacga agttgatcct 
gaaaccgtga atgcccaaga ggattctcaa atgcccaagg aaagctcccc agatgatgat 
gt^caacagg tagtatttga cctgatatgt aaagttgtaa gtggcctcga agtggaatct 
gcatcagtta catctcaatt agaaattgaa gctatgcccc caaagtgcag tgatatagat 
ccagatgaag agacgattaa aattgaagat gactccattc gacagagtca gaatgctttg 
ctgagtaatg aaagttctca gtttctgtct gtgtctgcag agggaggcca tgagtgtgtg 
gcaaatggaa tctccaggaa tagctcctca ccttgtattt caggaaccac acacactctt 
catgactctt ctgttgcttc catagaaacc aaatctagac aaaggagtca cagtagtatt 
caattcagct tcaaagaaaa attatcagaa aaagtttcgg agaaggaaac aatagttaag 
gagtcaggta aacaaccagg agcaaaacct aaagtaaaac ttgccagaaa aaaggatgat 
gacaagaaaa aatcttcaaa tgaaaaactc aaacaaacca gtgtattctt cagtgatggt 
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ctggacttag agaactggta tagctgtgga gagggagaca tttctgaaat tgagagtgac 



780 



atgggttctc caggatctcg aaaatctccc aatttcaaca ttcatcctct ctatcaacat 



840 



gtgctcctgt atctccagtt gtatgattca tccaggactt tgtatgcttt ctctgccatc 



900 



aaagccatct tgaaaactaa ccctatagct tttgtaaatg ccatttcaac tactagtgta 



960 



aataatgcat atactcctca gttgtctctc cttcagaatc tattggccag acaccggatt 



X020 



tctgttatgg gcaaagattt ttatagtcac attccagtgg actcaaatca taacttccgg 



1080 



agttctatgt acatagaaat tcttatttct ctctgcttat attacatgcg tagccattac 



1140 



ccaactcatg tcaaggttac tgcacaagat ttaataggca atcgaaacat gcaaatgatg 



1200 



agcatagaaa ttctgacact actcttcact gagccggcaa aagtaataga aagctcagcg 



1260 



aagggtttcc ctagttttat ttctgatatg ttatctaagt gcaaagttca gaaagtgatt 



1320 



cttcattgtt tgctgtcatc tatctttagt gctcagaaat ggcatagtga aaaaatggca 



1380 



ggtaagaacc tggttgctgt ggaagaaggt ttctcagagg acagccttat taatttctca 



1440 



gaggatgaat ttgacaatgg cagcacgttg cagtcacaac ttcttaaggt gcttcagagg 



1500 



ctgattgttc tagaacacag agtaatgact attcctgaag agaatgaaac aggttttgat 



1560 



tttgttgtat ctgacttaga acacatcagt ccccatcaac ccatgacttc tcttcagtat 



1620 



ttgcatgctc agccaatcac atgtcaaggc atgttcctct gtgcagtgat acgagctttg 



1680 



catcagcact gtgcatgtaa gatgcaccca caatggattg gtttaatcac atctactctg 



1740 



ccttacatgg gaaaagttct gcagagagcg gttgtttctg tgacactaca actgtgcaga 



1800 



aatttagata atctaattca gcagtacaaa tacgaaacag gattatctga tagtaggcct 



1860 



ctgtggatgg catcaattat tccaccagat atgattctta ctcttttgga agggattaca 



1920 



gccattatcc attactgttt gttggatcca actacacagt atcaccaact tttggtcagt 



1980 



gtagaccaga aacacttgtt tgaagcacgc agtggaatcc tctcaatcct tcatatgatc 



2040 



atgtcccctg cgacactgct ttggagcata ccgcatcaag ctgattcttc agaaaagatg 



2100 



actattgccg catccgcatc tcttaccact attaatcttg gagctacaaa gaacttgaga 



2160 



caacagattc ttgaattgtt gggccccatt tcaatgaatc atggtgttca ctttatggct 



2220 



gccactgcat ttgtgcggaa tgaaagaaga cagaataaaa caaccaccag gaccaaggtc 



2280 



actcctgcag ccagtgaaga acagctttta ctagtggaat tggttcgttc aatcagtgtc 

2340 
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atgagagcag aaactgttac ccagactgta 
2400 

gccaaggaca agaaacatct ttctttggaa 
2460 

attcaaagaa ttccagtgcc caatttagtg 
2520 

aaagactcta tacaactgag tcttccagct 
2580 

aatgagttta ttatgaaaaa ccctagtttg 

2640 

gatgtaactc acaaaatagt ggatgcaatt 
2700 

acaacatggc tgcgacgaaa tcttgaagtt 
2760 

accaatttgg aatctgatgt tgaagatatg 
2820 

actccttctg tatatagtgt ccatgcattg 
2880 

ttggatatgg ttttctatag tgatgaaaag 
2940 

atgcattatg ttgtgcccta cctcagaaat 
3000 

gcttgtgtcc agctgctcag cagtcttagt 
3060 

aaagaagctt ttgacctctt tatggatccc 
3120 

aatcattgga gagcaattat ggacaatctg 
3180 

ttgatgactc gtgtagcagt ggctcaaagc 
3240 

gtggagctag aacagagagc tatgcttctt 
3300 

gaaattgacc agtaccagaa atatcttcca 
3360 

cgtttgccac aggtgccaac tctccattct 
3420 

ttaagaatgt ctccccaaca tcttacctca 
3480 

caagtatttt tactgatgga gcaggaactc 
3540 

gggccctctg tggctggtct ggagacaacg 
3600 

tataacagcc agcggtggtt aaacctctat 
3660 

ctcgcattgc cctctgaaaa ccttcctcag 
3720 

gaagcctcag atgattcagg tttggaagtc 
3780 

aaaccttacg tggtacgact agcaaaactt 
3840 

gaagacaact cagggagaac attgggttgg 
3900 

accgtgcgca gtatggagca gcccctgccg 
3960 



aaagaagttt taaagcagcc accagccata 
gtctgcatgc ttcagttttt ctatgcttat 
gatagctggg cgtcactgtt gatacttctg 
ccagggcagt ttcttatact tggggttctg 
gaaaataaaa aagaccaaag agaccttcag 
ggtgcaattg ctggttcttc tctggaacag 
aagccttctc ccaaaataat ggtagatgga 
ttatcacctg caatggaaac cgcaaacata 
acattactct ctgaggtttt ggctcatctt 
gagcgggtta ttcctttact tgtaaatatt 
cacagtgcac ataatgcccc tagttatcga 
gggtatcagt acacacggag agcttggaaa 
agtttctttc agatggatgc ctcttgtgtt 
atgacacatg ataaaacaac atttagagat 
agttcactta atctctttgc aaaccgtgat 
aaaagattag catttgctat ttttagcagt 
gatatacaag agagattggt tgagagtctc 
caagtgttcc tgtttttcag agtgttactt 
ctctggccta ccatgattac agaacttgta 
actgctgatg aagatatttc acggacttca 
tacacaggag gtaatggctt ctctacttca 
ctctctgctt gcaaattttt ggatttggct 
tttcagatgt accgatgggc ctttattcca 
agaaggcagg gtatacatca acgagaattt 
cttcggaaaa gagcaaagaa aaatccagag 
gagccagggc acttgctgct caccatctgc 
ttcttcaatg tgctcagcca agtcttcaac 
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agcaaagcca 
4020 

ctccctaata 
4080 

aaaatagaag 
4140 

ttgctggttc 
4200 

cgttgtatag 
4260 

aaatatttgt 
4320 

ggctcatact 
4380 

ttttattgtc 
4440 

aaaaaaaaaa 
4457 



caagccgatg 
aggacatgaa 
agatggtaga 
catttagctt 
tttttccttt 
atataagagc 
gattatggtg 
ctgagttgtc 
aaaaaaa 



tggaggacac 
actggagaac 
aaaagatttt 
acatgtaaat 
tttgtatgta 
aaatgtctga 
cctaagagag 
ttaaacctgc 



tcagggagtc 
cacaaaccat 
ctggaaggga 
gtaattattt 
acagaacaca 
atgtggcctg 
ctatatatat 
aaaatataca 



ctatcctcta 
gttccagcaa 
tgataaaaac 
aaaacacaca 
tttcagattg 
aatcaagttt 
acacatgtaa 
ctacccattt 



ctcaaatgcc 
agccaggcaa 
ttgagcacca 
cactgctctg 
tatttaattt 
aaatattgtt 
agtccattgt 
tttttttcaa 



<210> 1830 
<211> 1377 
<212> PRT 

<213> Homo sapiens 



<400> 1830 
He Pro Met Val 
1 

He Leu Gin Ser 

20 

Asn Leu Ser Tyr 
35 

Ser Gin Met Pro 
50 

Val Phe Asp Leu 
65 

Ala Ser Val Thr 

Ser Asp He Asp 

100 

He Arg Gin Ser 
115 

Leu Ser Val Ser 
130 

Ser Arg Asn Ser 
145 

His Asp Ser Ser 

His Ser Ser lie 

180 

Ser Glu Lys Glu 
195 

Lys Pro Lys Val 
210 

Ser Ser Asn Glu 



Val Ser Asp Phe 
5 

Ser Asp Ser Gly 

Glu Val Asp Pro 

40 

Lys Glu Ser Ser 
55 

He Cys Lys Val 
70 

Ser Gin Leu Glu 
85 

Pro Asp Glu Glu 

Gin Asn Ala Leu 

120 

Ala Glu Gly Gly 
135 

Ser Ser Pro Cys 
150 

Val Ala Ser He 
165 

Gin Phe Ser Phe 

Thr He Val Lys 

200 

Lys Leu Ala Arg 
215 

Lys Leu Lys Gin 



Asp Leu Pro Asp 
10 

Cys Ser Gin Ser 
25 

Glu Thr Val Asn 

Pro Asp Asp Asp 

60 

Val Ser Gly Leu 
75 

He Glu Ala Met 
90 

Thr He Lys He 
105 

Leu Ser Asn Glu 

His Glu Cys Val 

140 

He Ser Gly Thr 
155 

Glu Thr Lys Ser 
170 

Lys Glu Lys Leu 
185 

Glu Ser Gly Lys 

Lys Lys Asp Asp 

220 

Thr Ser Val Phe 



Gin Gin He Glu 
15 

Ser Ala Gly Asp 
30 

Ala Gin Glu Asp 
45 

Val Gin Gin Val 

Glu Val Glu Ser 

80 

Pro Pro Lys Cys 
95 

Glu Asp Asp Ser 
110 

Ser Ser Gin Phe 
125 

Ala Asn Gly He 

Thr His Thr Leu 

160 

Arg Gin Arg Ser 
175 

Ser Glu Lys Val 
190 

Gin Pro Gly Ala 
205 

Asp Lys Lys Lys 
Phe Ser Asp Gly 
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225 

Leu Asp Leu Glu 

lie Glu Ser Asp 

260 

Asn lie His Pro 
275 

Asp Ser Ser Arg 
290 

Lys Thr Asn Pro 
305 

Asn Asn Ala Tyr 

Arg His Arg lie 

340 

Val Asp Ser Asn 
355 

lie Ser Leu Cys 
370 

Lys Val Thr Ala 
385 

Ser He Glu lie 
Glu Ser Ser Ala 

420 

Lys Cys Lys Val 
435 

Phe Ser Ala Gin 
450 

Val Ala Val Glu 
465 

Glu. Asp Glu Phe 

Val Leu Gin Arg 

500 

Glu Glu Asn Glu 
515 

He Ser Pro His 
530 

Pro He Thr Cys 
545 

His Gin His Cys 

Thr Ser Thr Leu 

580 

Ser Val Thr Leu 
595 

Tyr Lys Tyr Glu 
610 

Ser lie He Pro 
625 

Ala He lie His 
Leu Leu Val Ser 



230 

Asn Trp Tyr Ser 
245 

Met Gly Ser Pro 

Leu Tyr Gin His 

280 

Thr Leu Tyr Ala 
295 

He Ala Phe Val 
310 

Thr Pro Gin Leu 
325 

Ser Val Met Gly 

His Asn Phe Arg 

360 

Leu Tyr Tyr Met 
375 

Gin Asp Leu lie 
390 

Leu Thr Leu Leu 
405 

Lys Gly Phe Pro 

Gin Lys Val He 

440 

Lys Trp His Ser 
455 

Glu Gly Phe Ser 
470 

Asp Asn Gly Ser 

485 

Leu lie Val Leu 

Thr Gly Phe Asp 

520 

Gin Pro Met Thr 
535 

Gin Gly Met Phe 
550 

Ala Cys Lys Met 
565 

Pro Tyr Met Gly 

Gin Leu Cys Arg 

600 

Thr Gly Leu Ser 
615 

Pro Asp Met He 
630 

Tyr Cys Leu Leu 
645 

Val Asp Gin Lys 



235 

Cys Gly Glu Gly 
250 

Gly Ser Arg Lys 
265 

Val Leu Leu Tyr 

Phe Ser Ala He 

300 

Asn Ala lie Ser 
315 

Ser Leu Leu Gin 
330 

Lys Asp Phe Tyr 
345 

Ser Ser Met Tyr 

Arg Ser His Tyr 

380 

Gly Asn Arg Asn 
395 

Phe Thr Glu Leu 

410 

Ser Phe lie Ser 
425 

Leu His Cys Leu 

Glu Lys Met Ala 

460 

Glu Asp Ser Leu 
475 

Thr Leu Gin Ser 
490 

Glu His Arg Val 
505 

Phe Val Val Ser 

Ser Leu Gin Tyr 

540 

Leu Cys Ala Val 
555 

His Pro Gin Trp 
570 

Lys Val Leu Gin 
585 

Asn Leu Asp Asn 

Asp Ser Arg Pro 

620 

Leu Thr Leu Leu 
635 

Asp Pro Thr Thr 
650 

His Leu Phe Glu 



240 

Asp lie Ser Glu 

255 

Ser Pro Asn Phe 
270 

Leu Gin Leu Tyr 
285 

Lys Ala He Leu 

Thr Thr Ser Val 

320 

Asn Leu Leu Ala 
335 

Ser His He Pro 
350 

lie Glu He Leu 
365 

Pro Thr His Val 

Met Gin Met Met 

400 

Ala Lys Val lie 
415 

Asp Met Leu Ser 
430 

Leu Ser Ser lie 
445 

Gly Lys Asn Leu 

lie Asn Phe Ser 

480 

Gin Leu Leu Lys 
495 

Met Thr lie Pro 
510 

Asp Leu Glu His 
525 

Leu His Ala Gin 

lie Arg Ala Leu 

560 

lie Gly Leu lie 
575 

Arg Val Val Val 
590 

Leu He Gin Gin 
605 

Leu Trp Met Ala 

Glu Gly lie Thr 

640 

Gin Tyr His Gin 
655 

Ala Arg Ser Gly 
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660 










665 










o /U 






lie 


Leu 


Ser 
675 


He 


Leu 


His 


Met 


He 
680 


Met 


Ser 


Ser 


Val 


I I IX 

c o c 
bob 






Trn 


Ser 


lie 
690 


Leu 


His 


Gin 


Ala 


Asp 
695 


Ser 


Ser 


Glu 


Lys 


Met 

"T r\ ft 

700 


Thr 


He 


Ala 


Ala 


Ser 


Ala 


Ser 


Leu 


Thr 


Thr 


He 


Asn 


Leu Gly Ala 


Tnr 


Lys 


Asn 


Leu 


ftiy 


705 










710 










715 












Gin 


Gin 


He 


Leu 


Glu 


Leu 


Leu Gly 


Pro 


He 


Ser 


t- 


TV « 


nib 


oiy 


Val 

v ax 








725 










730 










-7 -5 c 

7 3b 




His 


Phe 


Met 


Ala 

740 


Ala 


He 


Ala 


Phe 


Val 
745 


Trp 


Asn 


bill 


Arg 


*7 c n 

750 


VJlil 


Hen 


Lys 


Thr 


Thr 


Thr 


Arg 


Thr 


Lys 


Val 


He 


Pro 


Ala 


Ala 


oer 


VjIU 








755 










760 










■t /" ^ 
765 






m 11 

V3± U 


Leu 


Leu 
770 


Leu 


Val 


Glu 


Leu 


val 

775 


Arg 


Ser 


lie 


Ser 


Val 

780 


If n t- 

Met 


Arg 


Ala 


Thr 


Val 


He 


Gin 


Thr 


val 


Lys 


Glu 


Val 


Leu 


Lys 


Gin 


Pro 


Pro 


Aid 


T 1 a 

lie 


785 










790 










795 










q n A 


Ala 


Lys 


Asp 


Lys 


Lys 


His 


Leu 


Ser 


Leu 


Glu 


Val 


Cys 


Met 


Leu 


oin 








805 










810 










815 




Phe 


Tyr 


Ala 


Tyr 


He 


Gin Arg 


He 


Pro 


Val 


Pro 


Asn 


Leu 


Val 


Asp 


Ser 






820 










825 










r\ ~i ft 

830 






Trp 


Ala 


Ser 


Leu 


Leu 


He 


Leu 


Leu 


Lys 


Asp 


Ser 


He 


Gin 


Leu 


C a v» 


T At 1 

L«eu 




835 










840 










845 








Pro 


Ala 


Pro Gly Gin 


Phe 


Leu 


He 


Leu Gly Val 


Leu 


Asn 


GlU 


pne 


lie 




850 










855 










860 








Gin 


Met 


Lys 


Asn 


Pro 


Ser 


Leu 


Glu 


Asn 


Lys 


Lys 


Asp 


Gin 


Arg 


Asp 


Leu 


865 








870 










875 










Q Q ft 
O O U 


Asp 


Val 


Thr 


His 


Lys 


He 


Val 


Asp 


Ala 


He 


Gly Ala 


He 


Ala 


Giy 


C a v 








885 










890 










ft c 

895 




Ser 


Leu 


Glu 


Gin 
900 


Thr 


Thr 


Trp 


Leu 


Arg 
905 


Arg 


Asn 


Leu 


Glu 


Val 
910 


Lys 


Pro 


Ser 


Pro 


Lys 


He 


Met 


Val Asp Gly Thr 


Asn 


Leu 


Glu 


Ser 


Asp 


val 


ulU 






915 










920 










925 








Asp 


Met 


Leu 


Ser 


Pro 


Ala 


Met 


Glu 


Thr 


Ala 


Asn 


He 


Thr 


Pro 


C 0 v 


VaX 


930 










935 










940 










Tyr 


Ser 


Val 


His 


Ala 


Leu 


Thr 


Leu 


Leu 


Ser 


Glu 


Val 


Leu 


Ala 


nls 


T At t 


945 










950 










955 










^ O VJ 


Leu 


Asp 


Met 


Val 


Phe 


Tyr 


Ser 


Asp 


Glu 


Lys 


Glu 


Arg 


Val 


He 


riu 


T OH 








965 










970 










975 




Leu 


Val 


Asn 


He 
980 


Met 


His 


Tyr 


Val 


Val 
985 


Pro 


Tyr 


Leu 


Arg 


Asn 
990 


His 


Ser 


Ala 


His 


Asn 


Ala 


Pro 


Ser 


Tyr Arg 


Ala 


Cys 


Val 


Gin 


Leu 


Leu 


Ser 


Ser 






995 










1000 








1005 




Phe 


Leu 


Ser Gly Tyr Gin Tyr Thr Arg Arg 


Ala 


Trp 


Lys 


Lys 


Glu 


Ala 




1010 








1015 








1020 






Val 


ASP 


Leu 


Phe 


Met 


Asp 


Pro 


Ser 


Phe 


Phe 


Gin 


Met 


Asp 


Ala 


Ser 


Cys 


1025 








1030 








1035 








1040 


Asn 


His 


Trp 


Arg 


Ala 


He 


Met 


Asp 


Asn 


Leu 


Met 


Thr 


His 


Asp 


Lys 


Thr 






1045 








1050 








1055 


Thr 


Phe 


Arg 


Asp 


Leu 


Met 


Thr 


Arg 


Val 


Ala 


Val 


Ala 


Gin 


Ser 


Ser 


Ser 








1060 








1065 








1070 




Leu 


Asn 


Leu 


Phe 


Ala 


Asn 


Arg 


Asp 


Val 


Glu 


Leu 


Glu 


Gin 


Arg 


Ala 


Met 






1075 








1080 








1085 




Gin 


Leu 


Leu 


Lys 


Arg 


Leu 


Ala 


Phe 


Ala 


He 


Phe 


Ser 


Ser 


Glu 


He 


Asp 
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1090 1095 1100 

Tvr Gin Lys Tyr Leu Pro Asp He Gin Glu Arg Leu Val Glu Ser Leu 

1105 1"° 1115 1 

Arq Leu Pro Gin Val Pro Thr Leu His Ser Gin Val Phe Leu Phe Phe 

112 5 1130 1135 

Arg Val Leu Leu Leu Arg Met Ser Pro Gin His Leu Thr Ser Leu Trp 

1140 I" 5 11S0 

Pro Thr Met lie Thr Glu Leu Val Gin Val Phe Leu Leu Met Glu Gin 

1155 1160 1165 

Glu Leu Thr Ala Asp Glu Asp lie Ser Arg Thr Ser Gly Pro Ser Val 

1170 H75 118° 

Ala Gly Leu Glu Thr Thr Tyr Thr Gly Gly Asn Gly Phe Ser Thr Ser 

1185 119° 119S 

Tyr Asn Ser Gin Arg Trp Leu Asn Leu Tyr Leu Ser Ala Cys Lys Phe 

1205 1210 121 s 

Leu Asp Leu Ala Leu Ala Leu Pro Ser Glu Asn Leu Pro Gin Phe Gin 

1220 1225 1230 

Met Tyr Arg Trp Ala Phe lie Pro Glu Ala Ser Asp Asp Ser Gly Leu 

12 35 1240 1245 

Glu Val Arg Arg Gin Gly He His Gin Arg Glu Phe Lys Pro Tyr Val 

1250 " " 1255 1260 

val Arg Leu Ala Lys Leu Leu Arg Lys Arg Ala Lys Lys Asn Pro Glu 
1265 1270 1275 "80 

Glu Asp Asn Ser Gly Arg Thr Leu Gly Trp Glu Pro Gly His Leu Leu 

1285 1290 1295 

Leu Thr lie Cys Thr Val Arg Ser Met Glu Gin Leu Leu Pro Phe Phe 

1300 1305 131° 

Asn val Leu Ser Gin Val Phe Asn Ser Lys val Thr Ser Arg Cys Gly 

1315 1320 !325 

Gly His Ser Gly Ser Pro lie Leu Tyr Ser Asn Ala Phe Pro Asn Lys 

1330 1335 1340 

Asp Met Lys Leu Glu Asn His Lys Pro Cys Ser Ser Lys Ala Arg Gin 

1350 1355 1360 

Ly^Ile Glu Glu Met Val Glu Lys Asp Phe Leu Glu Gly Met lie Lys 

1365 1370 1375 

Thr 



<210> 1831 

<211> 508 

<212> DNA 

<213> Homo sapiens 

<400> 1831 

nntcatgaaa ggagaggccg tatgcccatt gtcaaactca gtgcgcagtt cgtgcgcgaa 

gcggtttgcc cgcccggaaa atccaaggtg gactattacg acaacgcact caaagggttc 

atcctggagg ctcgaccttc aggtggcaaa accttttacc tgcgctatca cgacagccac 

9 c=..t 3C » 9 a t = 99 c 9 « 9 ct 9 « 9 c 99 ccct-C. c,. 99 c« 99 

cagaaggcca tgcggttgcg ttggaaggtg gaatgggggg gcaatccatt ggaggagcgc 
300 
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caagccttgc gtgcggtacc gaccctggcc gagttcatcc gcgagaccta tgtgccgcac 
360 

atccacctgc accggaggaa ctttcagtcc acgctgagct tcctcaagcg ccatgtcctg 
420 

ccgcgctttg gagccaagca cctggacgaa atcacgacca acatgctggc cgaggctcac 
480 

caggatctgc gcacgaaggg ctacgcgt 
508 

<210> 1832 
<211> 169 
<212> PRT 

<213> Homo sapiens 
<400> 1832 



xaa 


His 


Glu 


Arg 


Arg 


Gly 


Arg 


Met 


Pro 


He 


Val 


Lys 


Leu Ser 


Ala 


Gin 


l 








5 










10 








15 




Phe 


Val 


Arg 


Glu 


Ala 


Val 


Cys 


Pro 


Pro 


Gly 


Lys 


Ser 


Lys Val 


Asp 


Tyr 






20 










25 








30 






Tyr 


Asp 


Asn 


Ala 


Leu 


Lys 


Gly 


Phe 


He 


Leu 


Glu 


Ala 


Arg Pro 


Ser 


Gly 




35 










40 










45 






Gly 


Lys 


Thr 


Phe 


Tyr 


Leu 


Arg 


Tyr 


His 


Asp 


Ser 


His 


Gly Lys 


Leu 


Arg 


50 










55 










60 








Gin 


Cys 


Lys 


He 


Gly 


Asp 


Ala 


Ala 


Ala 


Val 


Ser 


Tyr 


Asp Lys 


Ala 


Arg 


65 








70 










75 








80 


Gin 


Lys 


Ala 


Met 


Arg 


Leu 


Arg 


Trp 


Lys 


Val 


Glu 


Trp 


Gly Gly Asn 


Pro 








85 










90 








95 




Leu 


Glu 


Glu 


Arg 


Gin 


Ala 


Leu 


Arg 


Ala 


Val 


Pro 


Thr 


Leu Ala 


Glu 


Phe 








100 










105 








110 






He 


Arg 


Glu 


Thr 


Tyr 


Val 


Pro 


His 


He 


His 


Leu 


His 


Arg Arg 


Asn 


Phe 






115 










120 










125 






Gin 


Ser 


Thr 


Leu 


Ser 


Phe 


Leu 


Lys 


Cys 


His 


Val 


Leu 


Pro Arg 


Phe 


Gly 




130 










135 










140 








Ala 


Lys 


His 


Leu 


Asp 


Glu 


He 


Thr 


Thr 


Asn 


Met 


Leu 


Ala Glu 


Ala 


His 


145 








150 










155 








160 


Gin 


Asp 


Leu 


Arg 


Thr 


Lys 


Gly 


Tyr 


Ala 















165 

<210> 1833 
<211> 430 
<212> DMA 

<213> Homo sapiens 
<400> 1833 

acgcgtgcga tgttgaagga gcgcttcggc atcgggcatg cgacgctgca ggttgaactg 
60 

tccggtgccg aggcagacga tgccgaggcg ggcggctgct aagggtcgcc gtcgttcagt 
120 

ggcgcaaagc ggcgatgatc gcgtcgaaca gcgttactcc agccagcggg ccaaccaaca 
180 

gcatcaccag gttgaaaccg atgatccacg ccgcgatgct ttctcggcgc gggtttggca 
240 

gcggcttggg ctcggcttcc cagcgttccg gcggcggcca gccattttgg aaatcgacga 
300 
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acatctccgg cgctcctgct gtcaggcgct gaaggtatcg aaagtcatgc gccgtgacaa 
360 

aggaagatcg gcgacacagg agccgaagcg ccgccgcctg caataagcgc gcgcgatcgc 

420 

aattgtcggn 

430 



<210> 1834 
<211> 122 
<212> PRT 

<213> Homo sapiens 



<400> 1834 
Met Arg Arg Cys 
1 

Arg Arg Ala Ala 

20 

Asp Asp Arg Val 
35 

His His Gin Val 
50 

Arg Val Trp Gin 
65 

Pro Ala lie Leu 

Ala Leu Lys Val 

100 

Thr Gin Glu Pro 
115 



Arg Leu Asn Cys 
5 

Ala Lys Gly Arg 

Glu Gin Arg Tyr 

40 

Glu Thr Asp Asp 
55 

Arg Leu Gly Leu 
70 

Glu He Asp Glu 
85 

Ser Lys Val Met 

Lys Arg Arg Arg 

120 



Pro Val Pro Arg 
10 

Arg Arg Ser Val 
25 

Ser Ser Gin Arg 

Pro Arg Arg Asp 

60 

Gly Phe Pro Ala 
75 

His Leu Arg Arg 
90 

Arg Arg Asp Lys 
105 

Leu Gin 



Gin Thr Met Pro 
15 

Ala Gin Ser Gly 
30 

Ala Asn Gin Gin 

45 

Ala Phe Ser Ala 

Phe Arg Arg Arg 

80 

Ser Cys Cys Gin 

95 

Gly Arg Ser Ala 
110 



<210> 1835 
<211> 677 
<212> DNA 

<213> Homo sapiens 



<400> 1835 

natactcaag gactttgacg 
60 

cccagtggca ccctatgcta 
120 

tctggcccgc cagcaggccc 
180 

gctgcagcac cctcagggta 
240 

gcagcctcag ggcctgggcc 
300 

tcaggccctg gctcaccagg 
360 

gaagatgcca gactcagatg 
420 

ttcaatggcg gccactctgc 
480 

gatcaaccag ttttgccaga 
540 



gcacccgagc ccggttgctc 
ctgtggcacc cagcacttta 
tgcagcatgc acagaccctg 
tcccgccacc ccaggcactg 
accctcagcc catggcccaa 
gtctccagca cccccacaat 
cccccccgaa tgtgaccgtg 
agcacagcca gcctccggac 
cgagggcagg catcagcacr 



cctgaggcca tcatgaaccc 
gcccaccccc aggcccaggc 
gcccatgccc ctccccagac 
tcccaccctc agagcctcca 
acccagggct tggtccaccc 
cccttgctgc atggaggccg 
tctacctcaa ctatccccct 
ctgagtagca tcgtgcacca 
acctcagtgt gtgagggcca 
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gatcgccaac cccagcccca ttagtcgcag tctgctcatc aatgcaagca cccgggtgtc 
600 

gacccacagc gtccccacac caatgccttc atgtgtggtc aatcccatgg agcacaccca 
660 

cgcggccacc gccgcgg 
677 

<210> 1836 
<211> 140 
<212> PRT 

<213> Homo sapiens 



<400> 1836 
















Thr 


Gin 


Gly 


His His 


Glu 


Pro 


Pro Ser Gly Thr Leu 


Cys 


Tyr 


Cys 


Gly 


1 






5 


10 










15 




His 


Phe Ser 


Pro 


Pro 


Pro Gly Pro Gly Ser Gly 


Pro 


Pro 


Ala 


Gly 


Pro 




20 




25 








30 


Ala 


Ala 


Ala 


Ala Cys 


Thr 


Asp 


Pro Gly Pro Cys Pro 


Ser 


Pro 


Asp 


Ala 




35 






40 






45 




Glu 


Pro 


Pro 


Ser Gly 


Tyr 


Pro 


Ala Thr Pro Gly Thr 


Val 


Pro 


Pro 


Ser 




50 






55 




60 








Pro 


Pro 


Ala Ala 


Ser 


Gly 


Pro Gly Pro Pro Ser 


Ala 


His 


Gly 


Pro 


Asn 


65 








70 


75 










80 


Gly 


Leu Gly 


Pro 


Pro 


Ser Gly Pro Gly Ser 


Pro Gly 


Ser 


Pro 


Ala 


Pro 




85 


90 










95 




Pro 


Gin Ser 


Leu 


Ala 


Ala Trp Arg Pro Glu 


Asp 


Ala 


Arg 


Leu 


Arg 


Cys 






100 




105 








110 




Gly 


Pro 


Pro Glu 


Cys 


Asp 


Arg val Tyr Leu Asn Tyr 


Pro 


Pro 


Phe 


Asn 




115 




120 






125 








Gly 


His Ser 


Ala 


Ala 


Gin Pro Ala Ser Gly 


Pro 


Glu 










130 






135 




140 











<210> 1837 
<211> 564 
<212> DNA 

<213> Homo sapiens 
<400> 1837 

nntctagaac actctgcccc tgaatctgta 
60 

acggtcgata tcaatatcac tgggttttct 
120 

attgctgcgg acgtcaaaca aacctgggcg 
180 

acttctgctg atcacgacca caacctccga 
240 

accccgatcc agtaaccttc gataacgcga 
300 

accgaagtcc ctgccaacgt tccatccgac 
360 

gggaaatcca cccccgtaac caaggccatc 
420 

cgatcccatt acgacatcaa cgcacccgaa 
480 



ccgggattgt ttggcccgtc acgaactcgt 
tcacagtatt tacccgcccc ctatggacca 
tgggacccac aggatctgac gattgtctca 
tatgcagtac agcatttcgg cgcaagcccg 
aagccggcac cccacataac tcggntgtac 
ataggggagt taactaaccg aattatcaag 
gcgattcaaa actggcttcg tgacagcgct 
ggtgacggct atcaggcact ggaaaacttc 
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ctgctgcaca cccaccgcgg ttattgcatc catttcgcgg cgtcaatggc actcatggca 

540 

cgacttgaag gtattccgtc acgc 
564 

<210> 1838 
<211> 84 
<212> PRT 

<213> Homo sapiens 
<400> 1838 

Xaa Leu Glu His Ser Ala Pro Glu Ser Val Pro Gly Leu Phe Gly Pro 

1 5 10 15 

Ser Arg Thr Arg Thr Val Asp lie Asn He Thr Gly Phe Ser Ser Gin 

20 25 30 

Tyr Leu Pro Ala Pro Tyr Gly Pro He Ala Ala Asp Val Lys Gin Thr 

35 40 45 

Trp Ala Trp Asp Pro Gin Asp Leu Thr He Val Ser Thr Ser Ala Asp 

50 55 60 

His Asp His Asn Leu Arg Tyr Ala Val Gin His Phe Gly Ala Ser Pro 
65 70 75 80 

Thr Pro He Gin 



<210> 1839 
<211> 300 
<212> DNA 

<213> Homo sapiens 
<400> 1839 

ncaatacggc tgaacaccgc tgatatcacc cgtactttcc ccgtcaacgg aaaattttcc 

60 • 

gaagttcagg caaaggctta tcaggcggtg ctggacgctg cagatgcggc atttaaggca 
120 

gccgttcctg gcaataaatt ccgcgacgtc catgctgcag cgatgaatgt tctcgcctcc 
180 

cgccttgagg actgggggct tatgccggtc agcgcgaagg tcgctctttc ggacgagggc 
240 

gggcaacacc gtcgttggat gccgcacggc accagccacc atctagggct ggatgtgcac 
300 

<210> 1840 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 1840 

Xaa He Arg Leu Asn Thr Ala Asp He Thr Arg Thr Phe Pro Val Asn 

15 10 15 

Gly Lys Phe Ser Glu Val Gin Ala Lys Ala Tyr Gin Ala Val Leu Asp 

20 25 30 

Ala Ala Asp Ala Ala Phe Lys Ala Ala Val Pro Gly Asn Lys Phe Arg 

35 40 45 

Asp Val His Ala Ala Ala Met Asn Val Leu Ala Ser Arg Leu Glu Asp 
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50 

Trp Gly Leu Met 
65 

Gly Gin His Arg 

Leu Asp Val His 

100 



55 

Pro Val Ser Ala 
70 

Arg Trp Met Pro 
85 



60 

Lys Val Ala Leu 
75 

His Gly Thr Ser 
90 



Ser Asp Glu Gly 

80 

His His Leu Gly 
95 



<210> 1841 

<211> 330 

<212> DNA 

<213> Homo sapiens 



<400> 1841 
nnctccaaga 
60 

gtcgatccgg 
120 

cgcgtcggcg 
180 

acggcgctgc 
240 

cagcaactcg 
300 

catttcccgc 
330 



acgtcccgga 
tggtcgagat 
cccatgtcgc 
tgatgagcaa 
cgatgatcgc 
tcgaaaatct 



gtggggcccc 

cggcggtccc 
cttgatcggc 
gaatctgcgc 

gggggtcgag 

ccccgacgcg 



agggcgctcg 
ggtacgctag 
gtgcttnacg 
gtgcaagggc 
gcgaacggca 



aactccccgg 
cccaatcgat 
gggattgtcg 
tgccggtcgg 
tccgtccgat 



cgggcccggt 
ggtcgccccg 
ggcggtgagg 
cagccgcgcg 
cctcgaccag 



<210> 1842 

<211> 110 

<212> PRT 

<213> Homo sapiens 



<400> 1842 
Xaa Ser Lys Asn 
1 

Gly Gly Pro Gly 

20 

Leu Ala Gin Ser 
35 

lie Gly Val Leu 
50 

Met Ser Lys Asn 
65 

Gin Gin Leu Ala 

He Leu Asp Gin 

100 



Val Pro Glu Trp 
5 

Val Asp Pro Val 

Met Val Ala Pro 

40 

Xaa Gly Asp Cys 
55 

Leu Arg Val Gin 
70 

Met He Ala Gly 
85 

His Phe Pro Leu 



Gly Pro Arg Ala 

10 

val Glu He Gly 
25 

Arg Val Gly Ala 

Arg Ala Val Arg 

60 

Gly Leu Pro Val 

75 

Val Glu Ala Asn 
90 

Glu Asn Leu Pro 
105 



Leu Glu Leu Pro 
15 

Gly Pro Gly Thr 
30 

His Val Ala Leu 
45 

Thr Ala Leu Leu 

Gly Ser Arg Ala 

80 

Gly He Arg Pro 
95 

Asp Ala 
110 



<210> 1843 

<211> 473 

<212> DNA 

<213> Homo sapiens 



<400> 1843 
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aagctttggc atctccagca aaagatgtgc tatttactga caccatcacc atgaaggcca 
60 

acagttttga gtccagatta acaccaagca ggttcatgaa agccttaagt tatgcatcat 
120 

tagataaaga agatttattg agtcctatta atcaaaatac cctgcaacga tcttcctcag 
180 

cgcggtccat ggtgtccagt gccacatatg ggggttcaga tgattacatt ggtcttgctc 
240 

tcccggtgga tataaatgat atattccagg taaaggatat tccctatttt cagacaaaaa 
300 

acataccacc acatgatgat cgaggtgcaa gagcatttgc ccatgatgca ggaggtcttc 
360 

catctggaac tggaggtctt gtaaaaaatt cttttcactt gctacgacag cagatgagtc 
420 

ttacggaaat aatgaattca atccattcag atgcctctcn cnnccncncc ccc 
473 

<210> 1844 
<211> 141 
<212> PRT 

<213> Homo sapiens 

<400> 1844 



Met 


Lys 


Ala 


Asn 


Ser 


Phe 


Glu 


Ser 


Arg 


Leu 


Thr Pro 


Ser 


Arg 


Phe 


Met 


l 






5 










10 








15 




Lys 


Ala 


Leu 


Ser 


Tyr 


Ala 


Ser 


Leu 


Asp 


Lys 


Glu Asp 


Leu 


Leu 


Ser 


Pro 






20 










25 








30 






He 


Asn 


Gin 
35 


Asn 


Thr 


Leu 


Gin 


Arg 
40 


Ser 


Ser 


Ser Val 


Arg 
45 


Ser 


Met 


Val 


Ser 


Ser 


Ala 


Thr 


Tyr Gly Gly 


Ser 


Asp 


Asp 


Tyr He 


Gly 


Leu 


Ala 


Leu 




50 










55 








60 










Pro ' 


Val 


Asp 


He 


Asn 


Asp 


He 


Phe 


Gin 


Val 


Lys Asp 


He 


Pro 


Tyr 


Phe 


65 








70 










75 








80 


Gin 


Thr 


Lys 


Asn 


He 


Pro 


Pro 


His 


Asp 


Asp 


Arg Gly 


Ala 


Arg 


Ala 


Phe 








85 










90 








95 




Ala 


His 


Asp Ala 


Gly Gly 


Leu 


Pro 


Ser 


Gly 


Thr Gly 


Gly 


Leu 


Val 


Lys 








100 










105 








110 






Asn 


Ser 


Phe 
115 


His 


Leu 


Leu 


Arg 


Gin 
120 


Gin 


Met 


Ser Leu 


Thr 
125 


Glu 


He 


Met 


Asn 


Ser 
130 


He 


His 


Ser 


Asp 


Ala 

135 


Ser 


Xaa 


Xaa 


Xaa Xaa 
140 


Pro 









<210> 1845 
<211> 390 
<212> DNA 

<213> Homo sapiens 
<400> 1845 

aagcttacga cgcctagctt tggagacctg aaccacttga tcagtgcaac aatgagtgga 
60 

gtgacttgct gcctccgctt cccggggcag ctcaactcgg accttcggaa acttgcagtg 
120 

aacctgattc cattccctcg cctgcacttt tttatggtcg gctttgcgcc actcacctcg 
180 
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cgtggctccc agcagtaccg tgctctcact gtccctgagc tgacccagca gatgtgggac 



240 

tccaagaaca tgatgtgtgc tgctgacccg cgtcatggcc gctacctcac agtatctgcc 
300 

atgttccgtg gaaagatgag caccaaggag gtggacgagc agatgctgaa cgtgcagaac 
360 

aagaactctt cctacttcgt ggagtggatc 
390 

<210> 1846 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 1846 

Lys Leu Thr Thr Pro Ser Phe Gly Asp Leu Asn His Leu He Ser Ala 

1 5 10 15 

Thr Met Ser Gly Val Thr Cys Cys Leu Arg Phe Pro Gly Gin Leu Asn 

20 25 30 

Ser Asp Leu Arg Lys Leu Ala Val Asn Leu He Pro Phe Pro Arg Leu 

35 40 45 

His Phe Phe Met Val Gly Phe Ala Pro Leu Thr Ser Arg Gly Ser Gin 

50 55 60 

Gin Tyr Arg Ala Leu Thr Val Pro Glu Leu Thr Gin Gin Met Trp Asp 
65 70 75 80 

Ser Lys Asn Met Met Cys Ala Ala Asp Pro Arg His Gly Arg Tyr Leu 

85 90 95 

Thr Val Ser Ala Met Phe Arg Gly Lys Met Ser Thr Lys Glu Val Asp 

100 105 11° 

Glu Gin Met Leu Asn Val Gin Asn Lys Asn Ser Ser Tyr Phe Val Glu 
115 120 125 

Trp He 
130 

<210> 1847 

<211> 343 

<212> DNA 

<213> Homo sapiens 

<400> 1847 

cagccgtgct ttcctgcgtc aactcgggaa cggctatatc gcgcagatcc aacagttcca 
60 

tggctcgaag agtagtaaaa atatcaataa ctggcagagc atcgcgtcaa gctggcgacc 
120 

ctggccgccg ccgcgttggc cgatcacgcc atgttggagc aggccttcca gctgttccag 
180 

caaaaaagtt gcggacaatc tcctgccgga tggctcggtg ttcgacttca gggagcgcga 
240 

tgcactgcac tacgtcgtct atgacctgga gccgctggtt caggcggccc tggcgggcaa 
300 

gccctaacgg tggcaactgg ctgacttaca ccgcccccac cgn 
343 

<210> 1848 
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<211> 94 
<212> PRT 

<213> Homo sapiens 



<400> 1848 

Met Ala Arg Arg 

1 

Gin Ala Gly Asp 

20 

Gly Ala Gly Leu 
35 

Cys Arg Met Ala 
50 

Thr Ser Ser Met 
65 

Ser Pro Asn Gly 



Val Val Lys lie 

5 

Pro Gly Arg Arg 

Pro Ala Val Pro 

40 

Arg Cys Ser Thr 
55 

Thr Trp Ser Arg 
70 

Gly Asn Trp Leu 

85 



Ser He Thr Gly 
10 

Arg Val Gly Arg 
25 

Ala Lys Lys Leu 

Ser Gly Ser Ala 

60 

Trp Phe Arg Arg 
75 

Thr Tyr Thr Ala 
90 



Arg Ala Ser Arg 
15 

Ser Arg His Val 
30 

Arg Thr He Ser 
45 

Met His Cys Thr 

Pro Trp Arg Ala 

80 

Pro Thr 



<210> 1849 
<211> 390 
<212> DNA 

<213> Homo sapiens 



<400> 1849 
cggaaagaac 
60 

gacattgaac 
120 

ctgaaggatg 
180 

acagttcttc 
240 

tggatgtatc 
300 

aactctgcca 
360 

gacaaggaaa 
390 



aggttcagca 
atggagaccc 
ctattgatga 
aagcccttag 
cggtgaacga 
aattccagac 
ggaaanatga 



aagagcaata 
aaaagagaat 
gactaaaata 
tgaggaccag 
agagctgtac 
tccaaaggac 
ttacaatcaa 



gaatgttccc 
gtactaggtt 
gctttgatgg 
agattcagat 
tccagaaccc 
atcgcaaaaa 



gggctctcag 
cagcttttga 
gacattcttt 
gtggagttgc 
tccagcctct 
tgaaaaagtt 



tgcgattctt 
catgaaacag 
tggaggagca 
tcttgatcca 
cctctttatc 
ctaccagcct 



<210> 1850 
<211> 130 
<212> PRT 

<213> Homo sapiens 



<400> 1850 

Arg Lys Glu Gin Val Gin Gin Arg 

1 5 
Ser Ala He Leu Asp He Glu His 

20 

Gly Ser Ala Phe Asp Met Lys Gin 

35 40 
Lys lie Ala Leu Met Gly His Ser 

50 55 
Ala Leu Ser Glu Asp Gin Arg Phe 



Ala He Glu Cys Ser Arg Ala Leu 

10 15 
Gly Asp Pro Lys Glu Asn Val Leu 
25 30 
Leu Lys Asp Ala He Asp Glu Thr 

45 

Phe Gly Gly Ala Thr Val Leu Gin 

60 

Arg Cys Gly Val Ala Leu Asp Pro 
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65 ™ " 80 

Trp Met Tyr Pro Val Asn Glu Glu Leu Tyr Ser Arg Thr Leu Gin Pro 

90 95 



85 



Leu Leu Phe He Asn Ser Ala Lys Phe Gin Thr Pro Lys Asp lie Ala 

100 1° 5 110 

Lys Met Lys Lys Phe Tyr Gin Pro Asp Lys Glu Arg Lys Xaa Asp Tyr 

115 12° 125 

Asn Gin 
130 

<210> 1851 

<211> 574 

<212> DNA 

<213> Homo sapiens 

ncgatcggag aggctttccg cactggtgac ttggactcta agcccgaccc cagccggagc 
ttcaggcctt accgagctga agacaatgat tcctatgcct ctgagatcaa ggagctgcag 
ctggtgctgg ctgaggccca cgacagcctc cggggcttgc aagagcagct ctcccaggag 

ISO 

cggcagctac gaaaggagga ggccgacaat ttcaaccaga aaatggtcca gctgaaggag 
gaccagcaga gggcgctcct gaggcgggag tttgagctgc agagtctgag cctccagcgg 
aggctggagc agaaattctg gagccaggag aagaacatgc tggtgcagga gtcccagcaa 
Jtcaagcaca acttcctgct gctcttcatg aagctcaggt ggttcctcaa gcgctggcgg 
cagggcaagg ttttgcccag cgaaggggat gacttcctcg aggtgaacag catgaaggac 
ctgtacttgc tgatggagga agacgagaca aacgctcagc actctgataa caaggcctgc 

540 

acgggggaca gctggaccca gaacacgccc aatg 

574 

<210> 1852 

<211> 191 

<212> PRT 

<213> Homo sapiens 

Xaa°ile 8 Gly Glu Ala Phe Arg Thr Gly Asp Leu Asp Ser Lys Pro Asp 

s 10 15 

Pro Ser Arg Ser Phe Arg Pro Tyr Arg Ala Glu Asp Asn Asp Ser Tyr 

Ala Ser Glu Ue Lys Glu Leu Gin Leu Val Leu Ala Glu Ala His Asp 

35 40 45 

Ser Leu Arg Gly Leu Gin Glu Gin Leu Ser Gin Glu Arg Gin Leu Arg 

50 55 60 

Lys Glu Glu Ala Asp Asn Phe Asn Gin Lys Met Val Gin Leu Lys Glu 

Asp Gin Gin Arg Ala Leu Leu Arg Arg Glu Phe Glu Leu Gin Ser Leu 
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Ser Leu Gin Arg 

100 

Met Leu Val Gin 
115 

Phe Met Lys Leu 
130 

Leu Pro Ser Glu 
145 

Leu Tyr Leu Leu 

Asn Lys Ala Cys 

180 



85 

Arg Leu Glu Gin 

Glu Ser Gin Gin 

120 

Arg Trp Phe Leu 
135 

Gly Asp Asp Phe 
150 

Met Glu Glu Asp 
165 

Thr Gly Asp Ser 



90 

Lys Phe Trp Ser 
105 

Phe Lys His Asn 

Lys Arg Trp Arg 

140 

Leu Glu Val Asn 
155 

Glu lie Asn Ala 
170 

Trp Thr Gin Asn 
185 



95 

Gin Glu Lys Asn 
110 

Phe Leu Leu Leu 
125 

Gin Gly Lys Val 

Ser Met Lys Asp 

160 

Gin His Ser Asp 
175 

Thr Pro Asn 
190 



<210> 1853 
<211> 338 
<212> DNA 

<213> Homo sapiens 



<400> 1853 
gccggcgccg 
60 

cgtcattgag 
120 

gcctgcgacg 
180 

gacgttttac 
240 

gggccagcga 
300 

atagaataca 
338 



accaagccac 
gagcgcgccg 
ggcatggcac 
ctggatgacg 
ctcgaatacg 
tatacccaag 



ggcatgcccc 
tcgaagctga 
ttctgcgcat 
atgtcatttt 
agcccgtctc 
ctatgatgat 



acccaccttg 
cttgttcgtc 
ctcgcaccac 
tgtcgcgcca 
tttggccgag 
gccgtcgt 



gaagaggtgt 
cgctcgctca 
atggatggca 
cagaagcagc 
ttgctcgagc 



cgttccgcca 
atacactcga 
aggtcggcac 
gctcagccga 
gcgctgctgc 



<210> 1854 
<211> 100 
<212> PRT 

<213> Homo sapiens 



<400> 1854 

Met Pro His Pro Pro Trp Lys Arg Cys Arg Ser Ala Thr Ser Leu Arg 

15 10 15 

Ser Ala Pro Ser Lys Leu Thr Cys Ser Ser Ala Arg Ser He His Ser 

20 25 30 

Ser Leu Arg Arg Ala Trp His Phe Cys Ala Ser Arg Thr Thr Trp Met 

35 40 45 

Ala Arg Ser Ala Arg Arg Phe Thr Trp Met Thr Met Ser Phe Leu Ser 

50 55 60 

Arg His Arg Ser Ser Ala Gin Pro Arg Ala Ser Asp Ser Asn Thr Ser 
65 70 75 80 

Pro Ser Leu Trp Pro Ser Cys Ser Ser Ala Leu Leu His Arg He His 

85 90 95 

He Pro Lys Leu 

100 
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<210> 1855 
<211> 429 
<212> DNA 

<213> Homo sapiens 

gcg^ccctcg cgtacgtgga cgagggcggg caggtgttcg tccagtgcag cacccagcac 
ccgagcgaaa cgcaggaaat cgtggcgcac gtcctggacc tggacaacca cgaggtcacg 
gtgcagtgct tgcgcatggg cggtggcttt ggcggtaagg aaatgcagcc gcacgggttc 
gccgcgatcg cagcactcgg cgcgaccctg accgggcgac cggttcgact gcgactgacc 
cgaaaccagg acatcaccat ctccggaaag cgccacccat acctcgcgga gtgggacgtg 
gccttcgacg acgacggccg cctccaggct ctgcgcgcca ccgtcaccag cgacggcggg 
Jggagcctgg acctctcgga gccggtgatg cagcggacgg tgtgtcacat cgataactcc 

420 

tactggatc 
429 

<210> 1856 
<211> 143 
<212> PRT 

<213> Homo sapiens 

A Ia°ser 8 pne Ala Tyr Val Asp Glu Gly Gly Gin Val Phe Val Gin Cys 

1 5 1° 15 

Ser Thr Gin His Pro Ser Glu Thr Gin Glu lie Val Ala His Val Leu 

20 25 30 

Asp Leu Asp Asn His Glu Val Thr Val Gin Cys Leu Arg Met Gly Gly 

35 40 4S 

Gly Phe Gly Gly Lys Glu Met Gin Pro His Gly Phe Ala Ala He Ala 

50 55 60 

Ala Leu Gly Ala Thr Leu Thr Gly Arg Pro Val Arg Leu Arg Leu Thr 

lrg Asn Gin Asp He Thr He Ser Gly Lys Arg His Pro Tyr Leu Ala 

85 90 95 

Glu Trp Asp Val Ala Phe Asp Asp Asp Gly Arg Leu Gin Ala Leu Arg 

100 105 
Ala Thr Val Thr Ser Asp Gly Gly Trp Ser Leu Asp Leu Ser Glu Pro 

115 120 125 

val Met Gin Arg Thr Val Cys His He Asp Asn Ser Tyr Trp He 
130 135 "0 

<210> 18S7 
<211> 393 
<212> DNA 

<213> Homo sapiens 

<400> 1857 
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gtgcacgccg ctgccccagc cgtcgcctac 
60 

gataccagcc gagcacgatc atgctcagca 
120 

gcaggcgctc gaacagctca ctgccaccca 
180 

gtgcgccgag gagcagccac catcgcccgc 
240 

gcgcttcaac caatcgatct tggccgaggc 
300 

cagactcagc cagtaacacc gcgaaaaatc 
360 

acgcagcacg ggtgcctgtc ggtggcgggc 
393 



cgatcaacag acgcagccgc cgtgcgttga 
tggtcagcag cagccagaac ggaaatcgca 
gcaccagcgg gattgccccg gccacgacca 
tcatgctgcg gcactcgata ccaatacgtt 
atgccgccca tcttccaaca ggcgagtcac 
gtggcgcatg tcgacagggt gcaaaccgag 

gag 



<210> 1858 

<211> 104 

<212> PRT 

<213> Homo sapiens 



<400> 1858 
Met Leu Ser Met 
1 

Ser Asn Ser Ser 

20 

Thr Ser Ala Pro 
35 

Ser lie Pro lie 

50 

Ala Ala His Leu 
65 

Ala Lys Asn Arg 

Arg Val Pro Val 

100 



Val Ser Ser Ser 
5 

Leu Pro Pro Ser 

Arg Ser Ser His 

40 

Arg Cys Ala Ser 
55 

Pro Thr Gly Glu 
70 

Gly Ala Cys Arg 
85 

Gly Gly Gly Arg 



Gin Asn Gly Asn 
10 

Thr Ser Gly He 
25 

His Arg Pro Leu 

Thr Asn Arg Ser 

60 

Ser Pro Asp Ser 
75 

Gin Gly Ala Asn 
90 



Arg Ser Arg Arg 
15 

Ala Pro Ala Thr 

30 

Met Leu Arg His 
45 

Trp Ser Arg His 

Ala Ser Asn Thr 

80 

Arg Asp Ala Ala 
95 



<210> 1859 

<211> 345 

<212> DNA 

<213> Homo sapiens 



<400> 1859 
nagatctggc 
60 

ttccacatgt 
120 

agaactgccg 
180 

ctgatcggag 
240 

aattcattga 
300 

agcaatctgg 
345 



gcctcgtcac 
tttttctcgc 
acttttttta 
ggatgatacc 
cgtttatgat 
gcctgttcac 



caacttcctc 
acgatactgc 
catgctcttg 
ttacatttcc 
ggtttatgtc 
ctttacggct 



tacttccgca 
aagcttctgg 
tttggtgcta 
gagacatttg 
tggagcaagc 
gcatacttac 



agatggattt 
aggagaactc 
ctgtcctaac 
ccagaattct 
acaatcctat 
catgg 



ggattttctg 
atttagagga 
tagcattgtt 
gttcctgagc 
catccatatg 
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<210> 1860 
<211> 115 
<212> PRT 

<213> Homo sapiens 

xla°ili 8 T^p Arg Leu Val Thr Asn Phe Leu Tyr Phe Arg Lys Met Asp 

5 10 IS 

Leu Asp Phe Leu Phe His Met Phe Phe Leu Ala Arg Tyr Cys Lys Leu 

20 25 30 

Leu Glu Glu Asn Ser Phe Arg Gly Arg Thr Ala Asp Phe Phe Tyr Met 

35 40 45 

Leu Leu Phe Gly Ala Thr Val Leu Thr Ser He Val Leu lie Gly Gly 

50 55 60 

Met lie Pro Tyr He Ser Glu Thr Phe Ala Arg lie Leu Phe Leu Ser 
65 ™ 75 

Asn Ser Leu Thr Phe Met Met Val Tyr Val Trp Ser Lys His Asn Pro 

85 9° 95 

lie He His Met Ser Asn Leu Gly Leu Phe Thr Phe Thr Ala Ala Tyr 

100 105 HO 

Leu Pro Trp 
115 

<210> 1861 
<211> 435 
<212> DNA 

<213> Homo sapiens 

<400> 1861 _ 
gcgttgactg tagtgagtga cgaagctgat atacaaaatg cgccgggcgt tagaaaagcc 

latagtgagc ttcattcagt cggcttaggt gttatgaact tacatggcta tcttgctaaa 

aacaaaattg gctatgagtc ggaagaagct aaagattttg ctaatatatt ctttatgatg 

atgaattact attcacttga aagatcaatg caaatagcaa aagaaagaca ggaaacgttt 

aaagactttg ataagtcaga ttatgcaaat ggaaaatatt tcgaatttta tacttcgcaa 

tcatttgaac cgaaatacga aaaagtacgt aaattatttg atggtttaga aatcccaacg 

cc^gaagatt ggaaagcatt gcaaaaagaa gttgaaactc acggtttatt ccatgcttat 

420 

cgtttagcga ttgca 
435 

<210> 1862 
<211> 145 
<212> PRT 

<213> Homo sapiens 
<400> 1862 



Al 



a Leu Thr Val Val Ser Asp Glu Ala Asp lie Gin Asn Ala Pro Gly 
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1 








5 










10 






15 




Val 


Arc 


Lys 


Ala 


Asn 


Ser 


Glu 


Leu 


His 


Ser Val Gly 


Leu Gly Val 


Met 






20 










25 






30 






Asn 


Leu 


His 


Gly 


Tyr 


Leu 


Ala 


Lys 


Asn 


Lys He Gly 


Tyr 


Glu 


Ser 


Glu 






35 










40 






45 








Glu 


Ala 


Lys 


Asp 


Phe 


Ala 


Asn 


He 


Phe 


Phe Met Met 


Met 


Asn 


Tyr 


Tyr 




50 








55 






60 










Ser 


Leu 


Glu 


Arg 


Ser 


Met 


Gin 


He 


Ala 


Lys Glu Arg 


Gin 


Glu 


Thr 


Phe 


65 








70 








75 






Glu 


80 


Lys 


Asp 


Phe 


Asp 


Lys 


Ser 


Asp 


Tyr 


Ala 


Asn Gly Lys 


Tyr 


Phe 


Phe 






85 










90 






95 




Tyr 


Thr 


Ser 


Gin 


Ser 


Phe 


Glu 


Pro 


Lys 


Tyr Glu Lys 


val 


Arg 


Lys 


Leu 






100 










105 






110 






Phe Asp Gly 


Leu 


Glu 


He 


Pro 


Thr 


Pro 


Glu Asp Trp 


Lys 


Ala 


Leu 


Gin 






115 










120 






125 








Lys 


Glu 


val 


Glu 


Thr 


His 


Gly 


Leu 


Phe 


His Ala Tyr 


Arg 


Leu 


Ala 


He 


130 










135 






140 











Ala 
145 

<210> 1863 

<211> 792 

<212> DNA 

<213> Homo sapiens 

<400> 1863 

nggatcctca cgcccgccat catacgtggg atatcgttga gcaaatgcgt catgacgggg 
60 

tctccgtcgt gctcactacc cacaacatgg atgaggctca acggctggct gatcacgtct 
120 

ggatcgtcga tcgcggcagg gtcgcaactc atggaactgt gccagagctc accgctgagt 
180 

cgagtttgga agatgtgttc ctcactcaca ctagtgaccg cgcagcaggg aggaattgac 
240 

atgacgacac tcgatctccg ccccgcacct caggccgcac cggctgctgc acgcgtgcgt 
300 

aaccacgctc tcaccgaggt gcgtctggtg atgcgcaacg gtgagcagct gctactagct 
360 

ctcgtcattc ccatcgggat catcgtcgcc gggcgcttcc tgggcggccg ggtcggactg 
420 

acgatggacg tcttagcacc ctcagtgctg gcgctcgcca tctggtcgac atgtttcact 
480 

tcccaagcga tcatgaccgg ttttgaacgc cgttacgggg tgctcgaacg attgtccgca 
540 

accccgttag gtcggtcggg tctgctagct ggcaaggcga tggcttattc cgttatcagt 
600 

ctcgctcagg tgatactgct tgtcatcatc tctttagcgc tgggctggca cccccacggt 
660 

tccggcctgg cctggctccc aaccctggtg agcgttgtgc tcgccatgat gacattcggg 
720 

ctcgcagcac tggcaatggc cggcgctggc aaagctgaag tcactctcgg actggccaac 
780 

ttggtataca tc 

792 
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<210> 1864 
<211> 264 
<212> PRT 

<213> Homo sapiens 
<400> 1864 

Xaa He Leu Thr Pro Ala He He Arg Gly He Ser Leu Ser Lys Cys 

1 5 10 15 

Val Met Thr Gly Ser Pro Ser Cys Ser Leu Pro Thr Thr Trp Met Arg 

20 25 30 

Leu Asn Gly Trp Leu He Thr Ser Gly Ser Ser He Ala Ala Gly Ser 

35 40 45 

Gin Leu Met Glu Leu Cys Gin Ser Ser Pro Leu Ser Arg Val Trp Lys 

50 55 60 

Met Cys Ser Ser Leu Thr Leu Val Thr Ala Gin Gin Gly Gly He Asp 
65 70 75 80 

Met Thr Thr Leu Asp Leu Arg Pro Ala Pro Gin Ala Ala Pro Ala Ala 

85 90 95 

Ala Arg Val Arg Asn His Ala Leu Thr Glu Val Arg Leu Val Met Arg 

100 105 HO 

Asn Gly Glu Gin Leu Leu Leu Ala Leu Val He Pro He Gly He He 

115 120 125 

Val Ala Gly Arg Phe Leu Gly Gly Arg Val Gly Leu Thr Met Asp Val 

130 135 140 

Leu Ala Pro Ser Val Leu Ala Leu Ala He Trp Ser Thr Cys Phe Thr 
145 150 155 160 

Ser Gin Ala He Met Thr Gly Phe Glu Arg Arg Tyr Gly Val Leu Glu 

165 170 175 

Arg Leu Ser Ala Thr Pro Leu Gly Arg Ser Gly Leu Leu Ala Gly Lys 

180 185 190 

Ala Met Ala Tyr Ser Val He Ser Leu Ala Gin Val He Leu Leu Val 

195 200 205 

He He Ser Leu Ala Leu Gly Trp His Pro His Gly Ser Gly Leu Ala 

2io 215 220 

Trp Leu Pro Thr Leu Val Ser Val Val Leu Ala Met Met Thr Phe Gly 
225 230 235 240 

Leu Ala Ala Leu Ala Met Ala Gly Ala Gly Lys Ala Glu Val Thr Leu 

245 250 255 

Gly Leu Ala Asn Leu Val Tyr He 

260 

<210> 1865 
<211> 717 
<212> DNA 

<213> Homo sapiens 
<400> 1865 

ngccggctga tcaaacaact cacagacatg ggcttcccga gagagccagc tgaggaggcc 
60 

ttgaagagta acaatatgaa tcttgatcag gccatgagcg ctctgctgga aaagaaggtg 
120 

gacgtggaca agcgtgggct gggagtgacc gaccataatg gaatggccgc caagcccctc 
180 
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ggctgccgcc cgccaatctc caaagagtct tccgtggacc gccccaccct tcttgacaag 



240 



gatggcggcc tcgtggaaga gcccacgcct tcaccgttct tgccttcccc aagcctgaag 



300 



ctcccccttt cacacagtgc actccccagt caggccctgg gtggggttgc ctccgggctg 



360 



ggcatgcaaa acttgaattc ttctagacag ataccgagtg gcaatctggg tatgtttggc 



420 



aatagtggag cagcacaagc caggaccatg cagcagccgc cacagccacc agtgcagcct 



480 



cttaactctt cccagcccag tctccgtgct caagtgcctc agtttctatc ccctcaggtt 



540 



caagcacagc ttttgcagtt tgcagcaaaa aacattggtc tcaaccctgc actattaacc 



600 



tcgccaatta atcctcaaca tatgacgatg ttgaaccagc tctatcagcc gcagctggca 



660 

taccaacgtt tacaaatcca gcagcagatg ttacaggccc agcgtaatgt gtccgga 
717 

<210> 1866 
<211> 239 
<212> PRT 

<213> Homo sapiens 
<400> 1866 

Xaa Arg Leu He Lys Gin Leu Thr Asp Met Gly Phe Pro Arg Glu Pro 

15 10 15 

Ala Glu Glu Ala Leu Lys Ser Asn Asn Met Asn Leu Asp Gin Ala Met 

20 25 30 

Ser Ala Leu Leu Glu Lys Lys Val Asp Val Asp Lys Arg Gly Leu Gly 
35 40 45 

val Thr Asp His Asn Gly Met Ala Ala Lys Pro Leu Gly Cys Arg Pro 

50 55 60 

Pro lie Ser Lys Glu Ser Ser Val Asp Arg Pro Thr Leu Leu Asp Lys 
65 70 75 80 

Asp Gly Gly Leu Val Glu Glu Pro Thr Pro Ser Pro Phe Leu Pro Ser 

85 90 95 

Pro Ser Leu Lys Leu Pro Leu Ser His Ser Ala Leu Pro Ser Gin Ala 

100 105 H° 

Leu Gly Gly Val Ala Ser Gly Leu Gly Met Gin Asn Leu Asn Ser Ser 

!15 120 125 

Arg Gin He Pro Ser Gly Asn Leu Gly Met Phe Gly Asn Ser Gly Ala 

130 135 140 

Ala Gin Ala Arg Thr Met Gin Gin Pro Pro Gin Pro Pro Val Gin Pro 
145 ~ 150 155 160 

Leu Asn Ser Ser Gin Pro Ser Leu Arg Ala Gin Val Pro Gin Phe Leu 

165 170 175 

Ser Pro Gin Val Gin Ala Gin Leu Leu Gin Phe Ala Ala Lys Asn He 

180 185 190 

Gly Leu Asn Pro Ala Leu Leu Thr Ser Pro lie Asn Pro Gin His Met 

195 200 205 

Thr Met Leu Asn Gin Leu Tyr Gin Leu Gin Leu Ala Tyr Gin Arg Leu 

210 215 220 

Gin He Gin Gin Gin Met Leu Gin Ala Gin Afg Asn Val Ser Gly 
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225 230 235 

<210> 1867 
<211> 518 
<212> DNA 

<213> Homo sapiens 

nnggggcacg gttagggcca gcgggcagag gggtgaggga tatgcaggac cttccactgt 

tccatgcatg ggacggcact tgggtccgcg atcaggtagc caggcatgga aggaacatgg 
120 

gaggaaggga actgtctggt gcgccagtgt tgttcaagga ggatgtgaca agacaggcca 
tctggttggc tggccctgtc acccaacaac gtggtggcca aggcctcgtg cccggagagg 
tccttggggg ccagcagggg gctacatagg acatgggtgg ggaccccagc tccgagccca 

cctctcctgc ctccacccct tccacccnng cagcccccgc ctctcccgca gaactctccc 
360 

caagccagac cgcctggacc ggctgcttaa gtcaggcttt gggacatacc ctgggaggaa 

420 

gcgaggtgct ttgcaccccc aagtgatcat gttcccgtgc ccagcctgcc aaggtgatgt 
480 

ggagcttggg gagcggggtc tggcagggct cttccgga 
518 

<210> 1868 
<211> 73 
<212> PRT 

<213> Homo sapiens 

<400> 1868 , , 

Gin Asp Arg Pro Ser Gly Trp Leu Ala Leu Leu Pro Asn Asn Val Val 

5 10 15 

Ala Lys Ala Leu Cys Pro Glu Arg Phe Leu Gly Ala Ser Arg Gly Leu 

20 25 30 T o 

His Arg Thr Trp Val Gly Thr Pro Ala Pro Ser Pro Pro Leu Leu Pro 

35 40 45 

Pro Pro Leu Pro Pro Xaa Gin Pro Pro Pro Leu Pro Gin Asn Ser Pro 

50 55 60 

Gin Ala Arg Pro Pro Gly Pro Ala Ala 
65 70 

<210> 1869 
<211> 436 
<212> DNA 

<213> Homo sapiens 

Icgcgtcacc ctcccgctgg agctactggg agccctcgga cacctgcgtg cattgcccga 

ccgtgacatg ccgagcaccg aaacccacct gcggattcgc gagctgagcc gcaccgaccg 
120 
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cgacgtgtcg 
180 

gaccgacgat 
240 

cggccgcagc 
300 

cgacagcacc 
360 

ccctcgagag 
420 

cgacaccgtc 
436 



actgccaccc 
ggcaccgagc 
ggatggggag 
cgacggaccc 
ggagccagcg 
aacagg 



actttcgttg 
ctgaggttgt 
tccagctcgc 
acgcggcaca 
cggtcgacac 



gagcgacgac 
tgccctgcca 
cagcaccggc 
cgacggtcgc 
cggcgaggcg 



ggcaccgtgc 
gcggtctact 
aataacctca 
ttccgagcct 
acactgtcct 



taggtcagac 
gccgtcgttg 
gcgagaacaa 
tgctttcggc 
tacgctggtt 



<210> 1870 

<211> 123 

<2X2> PRT 

<213> Homo sapiens 



<400> 1870 
Met Pro Ser Thr 
1 

Asp Arg Asp Val 

20 

Thr Val Leu Gly 
35 

Ala Leu Pro Ala 
50 

Val Gin Leu Ala 
65 

He Arg Arg Thr 

Ser Ala Pro Arg 

100 

Leu Ser Leu Arg 
115 



Glu Thr His Leu 
5 

Ser Thr Ala Thr 

Gin Thr Thr Asp 

40 

Val Tyr Cys Arg 
55 

Ser Thr Gly Asn 
70 

His Ala Ala His 
85 

Glu Gly Ala Ser 

Trp Phe Asp Thr 

120 



Trp He Arg Glu 

10 

His Phe Arg Trp 
25 

Asp Gly Thr Glu 

Arg Cys Gly Arg 

60 

Asn Leu Ser Glu 
75 

Asp Gly Arg Phe 
90 

Ala Val Asp Thr 
105 

Val Asn Arg 



Leu Ser Arg He 
15 

Ser Asp Asp Gly 
30 

Pro Glu Val Val 
45 

Ser Gly Trp Gly 

Asn Asn Asp Ser 

80 

Arg Ala Leu Leu 
95 

Gly Glu Ala Thr 
110 



<210> 1871 

<211> 474 

<212> DNA 

<213> Homo sapiens 



<400> 1871 

nntgcagcgc cccgaggtcg atgtctccaa 
60 

gcccgacccc gtccgtaccc tgctgaggca 
120 

cattggatcg aggagtcgac gtcgacggtg 
180 

tcaggtactc cggactttcg ctcggctggc 
240 

ttccccgcgg agtacatgct cagtcacagc 
300 

gacttctacc gcacctacct catccatcct 
360 



cgtctttgcc agccttgaca tggctagcga 
agcccaacaa tgaccgggga acagctcgcg 
tttttcggcg gcgccggaat gtccaccgaa 
gggctttaca ccactcagca tgacctgccc 
tgtttggttg agcatcccgc ggagttcttc 
caggccaggc ccaatgctgg tcatcgtgcg 
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ttggttgcct tggagcaggc tggggaactt tcgacgatca ttacccagaa cattgacggc 



420 

ccgcaccaag aagctgggtc tcgtcaggtc attgagttgc atgggtcggt gcac 

474 

<210> 1872 
<211> 125 
<212> PRT 

<213> Homo sapiens 

Met°Thi 8 Gly Glu Gin Leu Ala His Trp lie Glu Glu Ser Thr Ser Thr 

! 5 10 15 

Val Phe Phe Gly Gly Ala Gly Met Ser Thr Glu Ser Gly lie Pro Asp 

20 25 30 

Phe Arg Ser Ala Gly Gly Leu Tyr Thr Thr Gin His Asp Leu Pro Phe 

35 40 45 

Pro Ala Glu Tyr Met Leu Ser His Ser Cys Leu Val Glu His Pro Ala 

50 55 60 

Glu Phe Phe Asp Phe Tyr Arg Thr Tyr Leu lie His Pro Gin Ala Arg 
65 70 75 80 

Pro Asn Ala Gly His Arg Ala Leu Val Ala Leu Glu Gin Ala Gly Glu 

85 90 95 

Leu Ser Thr lie He Thr Gin Asn He Asp Gly Leu His Gin Glu Ala 

100 105 110 

Gly Ser Arg Gin Val lie Glu Leu His Gly Ser Val His 
115 120 125 

<210> 1873 
<211> 338 
<212> DNA 

<213> Homo sapiens 

nlcgcgJaga aatgaagccc cagctggtca gagaccggaa atccggtagt gcacgggacg 

ggttccctcg gggatctcgg aggggagacc cccacccggg aggactggag gcagcgcctc 
120 

ccccgccccg gcgcgcgcag cctatttccc tctttccaag gggccaatcc ccaccgcggc 

ccgcaggggg cgcgctcaag gcaaggtccg cggcgagaac ggtgcccagt gggagcgaag 

ggcgaggcca gcccttggtc cttggccggc agttcgggtc ccgcctccaa attttagtat 
300 

gcatatgagt caccaggaaa gttttttgaa acaaattt 
338 

<210> 1874 
<211> 93 
<212> PRT 

<213> Homo sapiens 

Ser°pro 8 Ser Trp Ser Glu Thr Gly Asn Pro Val Val His Gly Thr Gly 
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1 

Ser Leu Gly Asp 

20 

Gin Arg Leu Ser 
35 

Gly Ala Asn Pro 
50 

Pro Arg Arg Glu 
65 

Trp Ser Leu Ala 



5 

Leu Gly Gly Glu 
Arg Pro Gly Ala 

40 

His Arg Gly Pro 
55 

Arg Cys Pro Val 

70 

Gly Ser Ser Gly 
85 



10 

Thr Pro Thr Arg 
25 

Arg Ser Leu Phe 
Gin Gly Ala Arg 

60 

Gly Ala Lys Gly 
75 

Pro Ala Ser Lys 
90 



15 

Glu Asp Trp Arg 
30 

Pro Ser Phe Gin 
45 

Ser Arg Gin Gly 

Glu Ala Ser Pro 

30 

Phe 



<210> 1875 
<211> 366 
<212> DNA 

<213> Homo sapiens 



<400> 1875 
aagcttggcg 

60 

ggcaatatct 
120 

aaattcacag 
180 

caaggacgta 
240 

aacaatggcc 
300 

ccacaaattt 
360 

tcacgc 
366 



tacaagtggt 
gcttctgctt 
aacccgtgat 
acgaccttct 
gtttaacagc 
tacgtccaaa 



tcgtcgtttc 
cattacagaa 
tgaagcactc 
catcgacgga 
gcacggaaca 
acaagagaaa 



tcaggtggtg 
gatgatggcg 
cataaaatgg 
aagaaattct 
ttaatgttgg 
atcgagtcaa 



gagccgtgta 
atagcttccg 
gagcaacagg 
ctggaaatgc 
atttagatgt 
aaggaatcaa 



tcacgatatg 
tgattttgga 
ggcagagtta 
gatgtactca 
gagcattttg 
gtcggttcgt 



<210> 1876 
<211> 122 
<212> PRT 

<213> Homo sapiens 



<400> 1876 

Lys Leu Gly val 
1 

Tyr His Asp Met 

20 

Gly Asp Ser Phe 
35 

Ala Leu His Lys 
50 

Asp Leu Leu He 
65 

Asn Asn Gly Arg 

Val Ser lie Leu 

100 

Ser Lys Gly He 



Gin Val Val Arg 
5 

Gly Asn He Cys 

Arg Asp Phe Gly 

4 0 

Met Gly Ala Thr 
55 

Asp Gly Lys Lys 

70 

Leu Thr Ala His 
85 

Pro Gin He Leu 
Lys Ser Val Arg 



Arg Phe Ser Gly 
10 

Phe Cys Phe He 
25 

Lys Phe Thr Glu 

Gly Ala Glu Leu 

60 

Phe Ser Gly Asn 
75 

Gly Thr Leu Met 
90 

Arg Pro Lys Gin 
105 

Ser Arg 



Gly Gly Ala Val 
15 

Thr Glu Asp Asp 
30 

Pro Val He Glu 
45 

Gin Gly Arg Asn 

Ala Met Tyr Ser 

80 

Leu Asp Leu Asp 
95 

Glu Lys He Glu 
110 
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115 120 

<210> 1877 
<211> 357 
<212> DNA 

<213> Homo sapiens 
<400> 1877 

acgcgtgagt ggtcgcaaat atgacgggca agaaacgctt agaaagaaac tacccactaa 
60 

cgaggttatg caaattgcag aaatctctct atcggattgt ggctatacta tttcatcttt 
120 

ccaagctgct ggaccaaggg ctgtagggtt gcaacgacct attacatctg aacatttttt 
180 

tcaatttgac ccatttgata aacgacattg ggttgtctca catcatttac cacacgctgc 

240 

gacagctgct ttcacttccg gatttgaaga tcgcgctgga ttagtttcag atactgccgg 
300 

atcgaacact cttgatggaa aggactatgt tgaaagctgc tgcaatgcta ttccacg 

357 

<210> 1878 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 1878 

Met Gin He Ala Glu He Ser Leu Ser Asp Cys Gly Tyr He He Ser 

15 10 15 

Ser Phe Gin Ala Ala Gly Pro Arg Ala Val Gly Leu Gin Arg Pro He 

20 25 30 

He Ser Glu His Phe Phe Gin Phe Asp Pro Phe Asp Lys Arg His Trp 

35 40 45 

Val Val Ser His His Leu Pro His Ala Ala Thr Ala Ala Phe Thr Ser 

50 55 60 

Gly Phe Glu Asp Cys Ala Gly Leu Val Ser Asp Thr Ala Gly Ser Asn 
65 70 75 80 

Thr Leu Asp Gly Lys Asp Tyr Val Glu Ser Cys Cys Asn Ala He Pro 

85 90 95 

<210> 1879 

<211> 1062 

<212> DNA 

<213> Homo sapiens 

<400> 1879 

nacgcgtgga cgctccttgg acggcttttt cgtggtagag ggttcccggt gcgcgccgca 
60 

tccctgggaa gcagctgaag agaaggcaca ggaagagtcg cctccactga tggtctccct 
120 

gtccctccca caggctctga cgcccgctct gcggcctcgg tgtttgaaca ggccacagtc 
180 

caggagcgct tacattcagg agctccgcgt agcacctgcc caaccaaacc cagccctccg 
240 
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ttaagatcct ggttccatgc cgcagtagga cagcaggccc aagtctgcac atcccagtga 

tgcaccatgc caatagtgga taagttgaag gaggccctga aacccggccg caaggactcg 

gctgatgatg gagaactggg gaagcttctt gcctcctctg ccaagaaggt ccttttacag 

aaaaccgagt tcgagccagc cagcaagagc ctctcctacc agctggaggc cttaaagagc 

aaatatgcgc cgctcaaccc caaaacagag ggagctagtc gccacaagag tggagatgac 

ccaccggcca ggagacaggg cagtgaacac acgtatgaga gctgtggtga cggagtccca 

gccccgcaga aagtgctttt ccccacggag cgactgtctc tgaggtggga gcgggtcttc 

cgcgcgggcg caggactcca caaccttggc aacacctgct ttctcaacgc caccatccag 

tgcttgacct acacaccacc tctagccaac tacctgctct ccaaggagca tgctcgcagc 

cgccaccagg gaagcttctg catgctgtgt gtcatgcaga accacattgt ccaggccttc 

gccaacagcg gcaacgccat caagcccgtc tccttcatcc gagacctgaa aaagatcgcc 
900 

cgacacttcc gctttgggaa ccaggaggac gcgcatgagt tcctgcggta caccatcgac 
gccatgcaga aagcccgcct gaatggctgt gccaagttgg atcgtcaaac gcaggctact 



1020 



accttggccc atcaaatttt cggagggtat ctcagatcac gc 

1062 

<210> 1880 
<211> 252 
<212> PRT 

<213> Homo sapiens 
<400> 1880 

Met Pro He Val Asp Lys Leu Lys Glu Ala Leu Lys Pro Gly Arg Lys 

1 5 10 15 , 

Asp ser Ala Asp Asp Gly Glu Leu Gly Lys Leu Leu Ala Ser Ser Ala 

20 25 30 

Lys Lys Val Leu Leu Gin Lys He Glu Phe Glu Pro Ala Ser Lys Ser 

35 40 45 

Phe Ser Tyr Gin Leu Glu Ala Leu Lys Ser Lys Tyr Val Leu Leu Asn 

50 55 60 

Pro Lys Thr Glu Gly Ala Ser Arg His Lys Ser Gly Asp Asp Pro Pro 

7 0 ^ ^ 

Ala Arg Arg Gin Gly Ser Glu His Thr Tyr Glu Ser Cys Gly Asp Gly 

85 90 95 

Val Pro Ala Pro Gin Lys Val Leu Phe Pro Thr Glu Arg Leu Ser Leu 

100 105 HO 

Arg Trp Glu Arg Val Phe Arg Val Gly Ala Gly Leu His Asn Leu Gly 

115 120 125 

Asn Thr Cys Phe Leu Asn Ala Thr lie Gin Cys Leu Thr Tyr Thr Pro 

130 " 135 140 

Pro Leu Ala Asn Tyr Leu Leu Ser Lys Glu His Ala Arg Ser Cys His 
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145 150 155 160 



Gin 


Gly 


Ser Phe 


Cys 


Met 


Leu 


Cys 


Val 


Met 


Gin 


Asn 


His 


lie 


Val 


Gin 








165 










170 










175 




Ala 


Phe 


Ala Asn 


Ser 


Gly 


Asn 


Ala 


He 


Lys 


Pro 


Val 


Ser 


Phe 


He 


Arg 






180 










185 










190 






Asp 


Leu 


Lys Lys 


He 


Ala 


Arg 


His 


Phe 


Arg 


Phe 


Gly Asn 


Gin 


Glu 


Asp 






195 








200 










205 








Ala 


His 


Glu Phe 


Leu 


Arg 


Tyr 


Thr 


lie 


Asp 


Ala 


Met 


Gin 


Lys 


Ala 


Cys 




210 








215 










220 










Leu 


Asn 


Gly Cys 


Ala 


Lys 


Leu 


Asp 


Arg 


Gin 


Thr 


Gin 


Ala 


Thr 


Thr 


Leu 


225 








230 










235 










240 


val 


His 


Gin lie 


Phe 


Gly 


Gly 


Tyr 


Leu 


Arg 


Ser 


Arg 











245 250 



<210> 1881 

<211> 358 

<212> DNA 

<213> Homo sapiens 

<400> 1881 

natcaccatg gatggacgcc ggcaaagcaa catcaatcga tgtcaagcca cagacatctc 
60 

aaatccctgc agaaccgcaa agtttggcag agaagaagga tgaatgggag atcgcataca 
120 

tcaacacgaa gattaacgac gtctacaacc ctctcaacaa caatgtggac tggttaagca 
180 

cgagaattga tctgctacag caagatttgg acaccactcg caagaaggat ctaaaaccag 
240 

ccacatcgat cgatatctgc accatcacat cgatcgatag caagttcgta gccatggaag 
300 

ataggttaca atcttataag gatatgcacg accgtttcac ctcacctatc aggcgata 
358 

<210> 1882 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 1882 



Met 


Asp 


Ala 


Gly 


Lys 


Ala 


Thr 


Ser 


He 


Asp 


Val 


Lys 


Pro 


Gin 


Thr 


Ser 


1 








5 










10 










15 




Gin 


lie 


Pro 


Ala 


Glu 


Pro 


Gin 


Ser 


Leu 


Ala 


Glu 


Lys 


Lys 


Asp 


Glu 


Trp 








20 










25 










30 






Glu 


He 


Ala 


Tyr 


He 


Asn 


Thr 


Lys 


lie 


Asn 


Asp 


Val 


Tyr 


Asn 


Pro 


Leu 






35 










40 










45 








Asn 


Asn 


Asn 


Val 


Asp 


Trp 


Leu 


Ser 


Thr 


Arg 


He 


Asp 


Leu 


Leu 


Gin 


Gin 




50 










55 










60 










Asp 


Leu 


Asp 


Thr 


Thr 


Arg 


Lys 


Lys 


Asp 


Leu 


Lys 


Pro 


Ala 


Thr 


Ser 


He 


65 










70 










75 










80 


Asp 


He 


Cys 


Thr 


He 


Thr 


Ser 


He 


Asp 


Ser 


Lys 


Phe 


Val 


Ala 


Met 


Glu 








85 










90 










95 




Asp 


Arg 


Leu 


Gin 


Ser 


Tyr 


Lys 


Asp 


Met 


His 


Asp 


Arg 


Phe 


Thr 


Ser 


Pro 




100 










105 










110 







lie Arg Arg 
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115 

<210> 1883 
<211> 367 
<212> DNA 

<213> Homo sapiens 

<400> 1883 . 
ggatcctatc atgaatctgc actctgacca gggaagtaac tcccttggct gctcagactt 

gggctgggag aatgatacta agacaccaga catcacatcc attgctccca ttcccactat 

Jgctgaaggc gatgagtctg catttgtcaa ctccaattca aacagctoga tggtgcctcc 

Jgtcctggag aacaatgctg ttgatctcac tgatgggctg acagatttgg aatcctatat 

gaggtttctt atggatggcg gngcaagtga ttcaattgat agccttctga accttgatgg 

atcacaggat cttggtagca atatggacct ctggaccttc gatgacatgc ccatcgctgg 
360 

cgatttn 

367 

<210> 1884 
<211> 119 
<212> PRT 

<213> Homo sapiens 

<400> 1884 „ _ . „ 

Met Asn Leu His Ser Asp Gin Gly Ser Asn Ser Leu Gly Cys Ser Asp 

1 5 10 15 

Leu Gly Trp Glu Asn Asp Thr Lys Thr Pro Asp lie Thr Ser lie Ala 

20 25 30 

Pro lie Pro Thr lie Ala Glu Gly Asp Glu Ser Val Phe Val Asn Ser 

35 40 4S 

Asn Ser Asn Ser Ser Met Val Pro Pro Val Leu Glu Asn Asn Ala Val 

50 55 6° 

Asp Leu Thr Asp Gly Leu Thr Asp Leu Glu Ser Tyr Met Arg Phe Leu 

70 ^ ^ 

Met Asp Gly Gly Ala Ser Asp Ser lie Asp Ser Leu Leu Asn Leu Asp 

85 90 
Gly Ser Gin Asp Leu Gly Ser Asn Met Asp Leu Trp Thr Phe Asp Asp 

100 105 H° 

Met Pro He Ala Gly Asp Xaa 
115 

<210> 1885 
<211> 392 
<212> DNA 

<213> Homo sapiens 
<400> 1885 

nacgcgtatt cgcaaagaat gtctttgcgg cacagagaca gtcgtcgtcc tcgacaccat 
60 
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gttcgacgat cccggcatgt tgggaacccg gtgatttctc gcctgcggcg cacctcgtgg 
120 

ctgcgtagta cagccgctgt tgccgccggg gccgcgaccg gtaccgggtt ccaaccactg 
180 

aactggtgga tcctcgtcat tcccggtctc gctgcgctca tcctgctggt gcgcaacgcc 
240 

actggtcggg ccgcggcagg actggggtat ctcttcggca tcggtctgtt taccaccacc 
300 

atttcctggg taggcgtcat cggcccgccg gtggcgatac ttctcatcgc tgtcatggcg 
360 

ttgtggtgtc tgctggccgg gtggacgatt eg 
392 

<210> 1886 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 1886 



Xaa 


Ala 


Tyr 


Ser 


Gin 


Arg 


Met 


Ser 


Leu 


Arg 


His 


Arg 


Asp 


Ser 


Arg Arg 


1 
















10 










15 


Pro 


Arg 


His 


His 


Val 


Arg 


Arg 


Ser 


Arg 


His 


Val 


Gly 


Asn 


Pro 


Val He 








20 










25 










30 




Ser 


Arg 


Leu 


Arg 


Arg 


Thr 


Ser 


Trp 


Leu 


Arg 


Ser 


Thr 


Ala 


Ala 


val Ala 






35 










40 










45 






Ala 


Gly 


Ala 


Ala 


Thr 


Gly 


Thr 


Gly 


Phe 


Gin 


Pro 


Leu 


Asn 


Trp 


Trp He 




50 










55 










60 








Leu 


Val 


He 


Pro 


Gly 


Leu 


Ala 


Ala 


Leu 


He 


Leu 


Leu 


val 


Arg 


Asn Ala 


65 










70 










75 








80 


Thr 


Gly 


Arg 


Ala 


Ala 


Ala 


Gly 


Leu 


Gly 


Tyr 


Leu 


Phe 


Gly 


He 


Gly Leu 










85 










90 










95 


Phe 


Thr 


Thr 


Thr 


He 


Ser 


Trp 


Val 


Gly 


Val 


He 


Gly 


Pro 


Pro 


Val Ala 








100 










105 










110 




He 


Leu 


Leu 


He 


Ala 


Val 


Met 


Ala 


Leu 


Trp 


Cys 


Leu 


Leu 


Ala 


Gly Trp 



115 120 125 

Thr He 



130 

<210> 1887 
<211> 363 
<212> DNA 

<213> Homo sapiens 
<400> 1887 

cgcgagttca tteggacett tgaggacgtt gccaagcgtc tcaatgggga ccagccgatc 
60 

gacttcttgg tgcagggaac tttatatccc gatgtegteg agtctggtgg eggtgaggge 
120 

getgecaata tcaagagtca ccataatgtt ggtgggctcc ctgacgacct ccagttcagt 
180 

ctegttgage cattgcgcac cctctttaag gacgaggtgc gagcegtegg actcgaactt 
240 

ggtctgcccg aggacatcgt ctggcgtcag cccntcccgg gcccggggct ggctatccgc 
300 
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attattggcg aagtcaccgc ggagcgtctg gaggtgctac gcactgccga tgccatcacg 
360 

cgt 
363 



<210> 188S 
<211> 121 
<212> PRT 

<213> Homo sapiens 



<400> 1888 
Arg Glu Phe lie 
1 

Asp Gin Pro lie 

20 

Val Glu Ser Gly 
35 

Asn Val Gly Gly 
50 

Leu Arg Thr Leu 
65 

Gly Leu Pro Glu 

Leu Ala He Arg 

100 

Leu Arg Thr Ala 
115 



Arg Thr Phe Glu 
5 

Asp Phe Leu Val 
Gly Gly Glu Gly 

40 

Leu Pro Asp Asp 
55 

Phe Lys Asp Glu 

70 

Asp He Val Trp 
85 

He He Gly Glu 

Asp Ala He Thr 

120 



Asp Val Ala Lys 
10 

Gin Gly Thr Leu 
25 

Ala Ala Asn He 

Leu Gin Phe Ser 

60 

Val Arg Ala Val 
75 

Arg Gin Pro Phe 
90 

Val Thr Ala Glu 

105 

Arg 



Arg Leu Asn Gly 
15 

Tyr Pro Asp Val 
30 

Lys Ser His His 
45 

Leu Val Glu Pro 
Gly Leu Glu Leu 

80 

Pro Gly Pro Gly 
95 

Arg Leu Glu Val 
110 



<210> 1889 
<211> 530 
<212> DNA 

<213> Homo sapiens 



<400> 1889 

gcaccagatc tgctcatggc gcgcattgcg 
60 

ggtggggtga tggccatgca ctacgggtcg 
120 

acagcgctct tcggtgatcg tatcgacatg 
180 

ctctccgccc atgccctcaa tcaggggcag 

240 

atcgccgaaa cggtagggtt cgtgcgcgaa 
300 

gtcgtcgtga ccccggcagg tcagatccag 
360 

cagtcagcag cgtgggctgg tgagcagggt 
420 

gggcgccagg acaccgggat catggatcac 
480 

ggcaggaccc tctcagcagt gtgtgtatcg 
530 

<210> 1890 



acggcaacgc agtcgatccg gcttgggtct 
ctgcaaatag cggaacggtt ttcgaccctc 
gggctgggcc gggctcccgg cggtgacatg 
gtcatccgcc ctgaggccat taattccctc 
atgctaccgt cgaagcatcc gtacgcaaag 
ccacagacgt ggctgctggg atcgtcgggc 
atggactacg cctacgccca gtttttcacc 
taccgcgcgc acctgtccga cggcttcccc 
gctgctccga cgcgtccgga 
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<211> 176 
<212> PRT 

<213> Homo sapiens 
<400> 1890 

Ala Pro Asp Leu Leu Met Ala Arg lie Ala Thr Ala Thr Gin Ser lie 

1 5 10 15 

Arq Leu Gly Ser Gly Gly Val Met Ala Met His Tyr Gly Ser Leu Gin 

20 25 30 

lie Ala Glu Arg Phe Ser Thr Leu Thr Ala Leu Phe Gly Asp Arg He 

35 40 45 

Asp Met Gly Leu Gly Arg Ala Pro Gly Gly Asp Met Leu Ser Ala His 

50 55 60 

Ala Leu Asn Gin Gly Gin Val lie Arg Pro Glu Ala He Asn Ser Leu 
65 70 75 80 

He Ala Glu Thr Val Gly Phe Val Arg Glu Met Leu Pro Ser Lys His 

85 90 95 

Pro Tyr Ala Lys Val Val Val Thr Pro Ala Gly Gin He Gin Pro Gin 

100 105 HO 

Thr Trp Leu Leu Gly Ser Ser Gly Gin Ser Ala Ala Trp Ala Gly Glu 

115 120 125 

Gin Gly Met Asp Tyr Ala Tyr Ala Gin Phe Phe Thr Gly Arg Gin Asp 

130 135 140 

Thr Gly He Met Asp His Tyr Arg Ala His Leu Ser Asp Gly Phe Pro 
145 150 155 160 

Gly Arg Thr Leu Ser Ala Val Cys Val Ser Ala Ala Pro Thr Arg Pro 

165 170 175 

<210> 1891 
<211> 423 
<212> DNA 

<213> Homo sapiens 

Igatctcagg gagacagagg ggcccgggat aggaagaata tgtgggcacc tctcccacag 
60 

tcctccatct gcacaaggct acccactctg cagatggccc ctgcttgcag agagatccag 

120 „ _ 

cgtcaattta cagaggcagc ccagcttcct atcaactttc tggcctggct taacggtgta 

180 

atgggcaggg ggcaaggcct tgaccacact catgtttctc ccccggcctc ctccactctg 
240 

ggattttgta ccggtatggg gaggcactac ggttgcagat ttagcttttc agcgtggata 

caagcaccca agtgtcccag accacagcag aaaccgtgtt gctgccgttt ccaacctgct 

gatttggtct cttgctgccg ttctgaccaa cagaattgct actgactgac aaatcccttg 
420 

tgc 

423 

<210> 1892 
<211> 121 
<212> PRT 
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<213> Homo sapiens 
<400> 1892 

Met Trp Ala Pro Leu Pro Gin Ser Ser He Cys Thr Arg Leu Pro Thr 

Leu Gin Met Ala Pro Ala Cys Arg Glu He Gin Arg Gin Phe Thr Glu 

20 25 30 

Ala Ala Gin Leu Pro He Asn Phe Leu Ala Trp Leu Asn Gly Val Met 

35 40 45 

Gly Arg Gly Gin Gly Leu Asp His Thr His Val Ser Pro Pro Ala Ser 

50 55 60 

Ser Thr Leu Gly Phe Cys Thr Gly Met Gly Arg His Tyr Gly Cys Arg 
65 70 75 80 

Phe Ser Phe Ser Ala Trp He Gin Ala Pro Lys Cys Pro Arg Pro Gin 

85 90 95 

Gin Lys Pro Cys Cys Cys Arg Phe Gin Pro Ala Asp Leu Val Ser Cys 

100 105 HO 

Cys Arg Ser Asp Gin Gin Asn Cys Tyr 
115 120 

<210> 1893 

<211> 886 

<212> DNA 

<213> Homo sapiens 

<400> 1893 

accggtggtg ctgaaccggc ccgagttgcc cttcctagcc ggatatacgt cgagggacgt 
60 

catgacgctg aactcgtcga aaagatatgg ggcgacgacc tgcgccacgt cggggtcgtt 
120 

gtggaataca tgggtggcat ggacgacctc gtcgggatcg tcgccgagtt taagcctggt 
180 

ccggggcatc gccttggcgt gttggttgac cacctcgttg ccgacaccaa agagtcacgg 
240 

gtagcggacg aagtacgtcg tggtgggtat agcgagtatg tcatgattac cggtcatcgc 
300 

tttattgaca tctggcaggc catcaaacct caacgaattg gccgtcaaga atggcctgag 
360 

gtcccgatgg acgaagactt caaactcggc accctgaagc gtctgggcct gcctcactcg 
420 

acccaagctg acgtcggtaa ggcctggcag gccatgctgg cacgagtgcg cgactggcac 
480 

gatttagacc cccgctttaa cacggagatg gagaaactta tcgatttcgt cacgcgtgac 
540 

catgtcgacg agctggacaa tggggagatg gcatgagtat tgacgtcgac acggtgtctg 
600 

acctcatccg ggatgtgagt gccagggtta tcgatccccg gttccggacc ctccacgatc 
660 

atcaaatcca ccagaaaaag cccggggact tcgttactga tgccgatcgt caggccgagt 
720 

gcgagctggg tgccgctgtg accaagtatg ccggcggtat tgtcgtgggg gaggaatcag 

780 

ccttcgccga cccaaccatc cttgatgccg tttccgatgc tgacctggcc tgggtcatcg 
840 
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accccatcga tggcactaag aacttcgtgc acgggtctgt cgatca 
886 

<210> 1894 
<211> 191 
<212> PRT 

<213> Homo sapiens 
<400> 1894 



Thr Gly Gly 


Ala 


Glu 


Pro 


Ala 


Arg 


Val 


Ala 


Leu 


Pro 


Ser 


Arg 


He Tyr 


1 




5 










10 










15 


Val Glu Gly 


Arg 


His 


Asp 


Ala 


Glu 


Leu 


Val 


Glu 


Lys 


He 


Trp 


Gly Asp 




20 










25 










30 




Asp Leu Arg 


His 


val 


Gly 


Val 


Val 


Val 


Glu 


Tyr 


Met 


Gly Gly 


Met Asp 


35 










40 










45 






Asp Leu Val 


Gly 


He 


Val 


Ala 


Glu 


Phe 


Lys 


Pro Gly 


Pro 


Gly 


His Arg 


50 








55 










60 








Leu Gly Val 


Leu 


Val 


Asp 


His 


Leu 


Val 


Ala 


Asp 


Thr 


Lys 


Glu 


Ser Arg 


65 






70 










75 








80 


Val Ala Asp 


Glu 


Val 


Arg 


Arg 


Gly 


Gly 


Tyr 


Ser 


Glu 


Tyr 


Val 


Met He 




85 










90 










95 


Thr Gly His 


Arg 


Phe 


lie 


Asp 


He 


Trp 


Gin 


Ala 


He 


Lys 


Pro 


Gin Arg 


100 










105 










110 




lie Gly Arg 


Gin 


Glu 


Trp 


Pro 


Glu 


Val 


Pro 


Met 


Asp 


Glu 


Asp 


Phe Lys 


115 










120 










125 






Leu Gly Thr 


Leu 


Lys 


Arg 


Leu Gly 


Leu 


Pro 


His 


Ser 


Thr 


Gin 


Ala Asp 


130 








135 










140 








Val Gly Lys 


Ala 


Trp 


Gin 


Ala 


Met 


Leu 


Ala 


Arg 


val 


Arg 


Asp 


Trp His 


145 






150 










155 








160 


Asp Leu Asp 


Pro 


Arg 


Phe 


Asn 


Thr 


Glu 


Met 


Glu 


Lys 


Leu 


He 


Asp Phe 




165 










170 










175 


Val Thr Arg 


Asp 


His 


Val 


Asp 


Glu 


Leu 


Asp 


Asn 


Gly 


Glu 


Met 


Ala 



180 185 190 

<210> 1895 
<211> 2555 
<212> DNA 

<213> Homo sapiens 
<400> 1895 

nntcatgatt tttggaggtg ggttgtacct cctgaacttc tagctttcaa gttgtggctg 
60 

ttttttgttt ttgtttttgt ttttgttttc tttagaattt ttccctgttt cccaccttct 
120 

cttcccctgt tgccaaggtc taactcactg tagtctggat gtgggtgtat gttcatgtac 
180 

acaactttag aaagttgctt gcagaacaaa aaggctacac aaaagcccac tggctctcaa 
240 

taccctcaag tggatggcag aggctcttgt tgaaagtggg caatttgcaa tctttgcatt 
300 

aggatttcag atgcatgcca ggtttccact gattgccaga actcgagatc actacacatg 
360 

gatccccaaa atcaacatgg cagtggcagt tcgttagttg tgatccagca gccttctttg 
420 
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gatagccgtc agagattaga ctatgagaga gagattcagc ctactgctat tttgtcctta 



480 



gaccagatca aggccataag aggcagcaat gaatacacag aagggccttc ggcggtgaaa 



540 



agacctgctc ctcggacagc accaagacaa gaaaagcatg aaaggactca tgaaatcata 



600 



ccaattaatg tgaataataa ctacgagcac agacacacaa gccacctggg acatgcagta 



660 



ctcccaagta atgccagggg ccccattttg agcagatcaa ccagcactgg aagtgcagcc 



720 



agctctggga gcaacagcag tgcctcttct gaacagggac tgttaggaag gtcaccacca 



780 



accagaccag tccctggtca taggtctgaa agggcaatcc ggacccagcc caagcaactg 



840 



attgtggatg acttgaaggg ttccttgaaa gaggacctga cacagcacaa gttcatttgt 



900 



gaacagtgtg ggaagtgcaa gtgtggagaa tgcactgctc ccaggaccct accatcctgt 



960 



ttggcctgta accggcagtg cctttgctct gctgagagca tggtggaata tggaacctgc 



1020 



atgtgcttag tcaagggcat cttctaccac tgctccaatg acgacgaagg ggattcctat 



1080 



tcagataatc cttgctcctg ttcacaatca cactgctgct ctagatacct gtgtatggga 



1140 



gccatgtctt tatttttacc ttgcttactc tgttatcctc ctgctaaagg atgcctgaag 



1200 



ctgtgcagga ggtgttatga ctggatccat cgcccagggt gcagatgtaa gaactccaac 



1260 



actgtctatt gtaagctgga gagctgcccc tcccggggtc agggtaaacc atcatgattt 



1320 



ttggaggtgg gttgtacctc ctgaacttct agctttcaag ttgtggctgt tttttgtttt 



1380 



tgtttttgtt tttgttttct ttagaatttt tccctgtttc ccaccttctc ttcccctgtt 



1440 



gccaaggtct aactcatgga tttttctctt tcctcatgga tgatcttcag caagagtgga 



1500 



ctgggaagct gcacctggct cccactttca acaagagcct ctgccatcca cttgagggta 



1560 



ttgagagcca gcgggctttt gtgtagcctt tttgttctgc aagcaacttt ctaaagttgt 



1620 



gtacatgaac atacacccac atccagacta cagtgattta gagttgtttt gattgggtac 



1680 



cgtgggagca gggaaattgg ttttttaaaa agcaactgtt taattgccta aataagctat 



1740 



gtattaaatc tgtctccagt tagggctatc ttcctagcat aggcccctta agtagcatgg 



1800 



gggatatatt ttttgctata acgtaaaaat tttcctttaa ccactgccct ctcctttctc 



1860 



cttcaaggtt ctttccccct cagttttgtt gttgtcttac cctggagatg ccaagtgtat 



1920 



tttttctttc tatgtaattt tagatccgcc ttacaatgta aatcttcaca ttggagataa 



1980 



tattggttgg accttgccca £cttcactct agccttcgta tttgtgaagg actcagccac 
2040 
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cttccttctt caccccatgc ttctcaccaa atttttgttg tcattgaggg cacttggata 
2100 

actcaagttg atatttatag ctgatcaatc tatatgtgtc acagaactat gctgcctaaa 
2160 

gtgatcttgg ctccttaatg gtccttttgg ccccttggat agttaacagc tgagtaattc 
2220 

taatctcttc tgtgttttcc ttgccttaac cacaaattgt ggtgcttttt gtatatttta 
2280 

tgtataaatc acaaagttga attctgacta tttttaagac aaaagtctgt taaacttttt 
2340 

tattgtaaag aatatttatt atgcgaatct ctattatttt atggtattta ttgcaaaaga 
2400 

ctgttgaaat gtactcatgt ttgaatataa caaaatatca atacttaacg gaaaataagg 
2460 

cgacacgaag aaagtacata tgttaactat aatgcagaaa atatattaat taatgaaaaa 
2520 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaa 
2555 

<210> 1896 

<211> 139 

<212> PRT 

<213> Homo sapiens 

<400> 1896 



Cys 


Glu 


Gin 


Cys 


Gly 


Lys 


Cys 


Lys 


Cys 


Gly 


Glu 


Cys 


Thr 


Ala 


Pro 


Arg 


l 








5 










10 










IS 




Thr 


Leu 


Pro 


Ser 


Cys 


Leu 


Ala 


Cys 


Asn 


Arg 


Gin 


Cys 


Leu 


Cys 


Ser 


Ala 








20 










25 










30 






Glu 


Ser 


Met 


val 


Glu 


Tyr 


Gly 


Thr 


Cys 


Met 


Cys 


Leu 


Val 


Lys 


Gly 


He 






35 










40 










45 








Phe 


Tyr 


His 


Cys 


Ser 


Asn 


Asp 


Asp 


Glu 


Gly 


Asp 


Ser 


Tyr 


Ser 


Asp 


Asn 




50 










55 










60 










Pro 


Cys 


Ser 


Cys 


Ser 


Gin 


Ser 


His 


Cys 


Cys 


Ser 


Arg 


Tyr 


Leu 


Cys 


Met 


65 






70 










75 










80 


Gly 


Ala 


Met 


Ser 


Leu 


Phe 


Leu 


Pro 


Cys 


Leu 


Leu 


Cys 


Tyr 


Pro 


Pro 


Ala 








85 










90 










95 




Lys 


Gly Cys 


Leu 


Lys 


Leu 


Cys 


Arg 


Arg 


Cys 


Tyr 


Asp 


Trp 


He 


His 


Arg 








100 










105 










HO 






Pro 


Gly 


Cys 


Arg 


Cys 


Lys 


Asn 


Ser 


Asn 


Thr 


Val 


Tyr 


Cys 


Lys 


Leu 


Glu 






115 










120 










125 








Ser 


Cys 


Pro 


Ser 


Arg 


Gly Gin 


Gly 


Lys 


Pro 


Ser 














130 










135 





















<210> 1897 

<211> 938 

<212> DNA 

<213> Homo sapiens 

<400> 1897 

cgtcatggct gctacgtgtg cggnaagagc tttgcctggc gctccacact ggtggagcac 
60 

gtctacagtc acactggcga gaagcccttc cactgcactg actgcggcaa gggcttcggc 
120 
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cacgcttcct ccctgagcaa acaccgggcc atccatcgtg gggagcggcc ccaccgctgt 

ctggagtgtg gccgggcctt cacgcagcgc tcggcgctga cttcgcacct gcgcgtccac 

accggcgaga aaccctatgg ctgcgccgac tgtggccgcc gcttcagcca gagctctgcc 
300 

ctctaccagc accggcgcgt gcacagcggc gagaccccct tcccctgccc ggactgtggc 
360 

cgcgccttcg cctacccctc ggacctgcgg cgccacgtgc gcatccacac gggcgagaag 

ccctaccctt gcccagactg tgggcgccgc ttttcctcct cctccctgct ggtcagtcac 

cggcgggcac actccggcga gtgcccctat gtttgtgacc agtgtggcaa acgtttctcc 

cagcgcaaga acctctccca gcaccaggtc atccatacag gggagaagcc ctatcactgc 
600 

cctgactgtg gtcgctgctt ccggaggagc cggtccttgg ccaatcaccg gaccacacac 

acaggtgaaa aaccccacca gtgccctagc tgtggacgtc gcttcgccta cccctccctg 
720 

ctggccagcc accggcgcgt gcactcgggc gagcggccct atgcctgcga cctttgctcc 

lagcgttttg ctcagtggag ccacctggcc cagcaccagc tgctgcacac gggggagaag 

cctttcccct gcctcgagtg tggccgggct tccgccagag gtggtctctg gctgtccaca 
900 

agtgtagccc caaggcccca aactgtagcc ctagatct 
938 

<210> 1898 
<211> 312 
<212> PRT 

<213> Homo sapiens 

<400> 1898 „ 

Arg His Gly Cys Tyr Val Cys Gly Lys Ser Phe Ala Trp Arg Ser Thr 

15 10 15 

Leu val Glu His Val Tyr Ser His Thr Gly Glu Lys Pro Phe His Cys 

20 25 30 

Thr Asp Cys Gly Lys Gly Phe Gly His Ala Ser Ser Leu Ser Lys His 

35 40 45 

Arg Ala lie His Arg Gly Glu Arg Pro His Arg Cys Leu Glu Cys Gly 

SO 55 60 

Arg Ala Phe Thr Gin Arg Ser Ala Leu Thr Ser His Leu Arg Val His 

70 75 

Thr Gly Glu Lys Pro Tyr Gly Cys Ala Asp Cys Gly Arg Arg Phe Ser 

85 90 95 

Gin Ser Ser Ala Leu Tyr Gin His Arg Arg Val His Ser Gly Glu Thr 

100 105 110 

Pro Phe Pro Cys Pro Asp Cys Gly Arg Ala Phe Ala Tyr Pro Ser Asp 

US 120 I 25 

Leu Arg Arg His Val Arg lie His Thr Gly Glu Lys Pro Tyr Pro Cys 

130 ' 13S 140 

Pro Asp Cys Gly Arg Arg Phe Ser Ser Ser Ser Leu Leu Val Ser His 
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145 










150 










155 










160 


Arg 


Arg 


Ala 


His 


Ser 


Gly 


Glu 


Cys 


Pro 


Tyr 


Val 


Cys 


Asp 


Gin 


Cys 


Gly 






165 










170 










175 




Lys 


Arg 


Phe 


Ser 


Gin 


Arg 


Lys 


Asn 


Leu 


Ser 


Gin 


His 


Gin 


Val 


He 


His 




180 










185 










190 






Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


His 


Cys 


Pro 


Asp 


Cys 


Gly 


Arg 


Cys 


Phe 


Arg 




195 










200 










205 








Arg 


Ser 


Arg 


Ser 


Leu 


Ala 


Asn 


His 


Arg 


Thr 


Thr 


His 


Thr Gly Glu 


Lys 


210 










215 










220 










Pro 


His 


Gin 


Cys 


Pro 


Ser 


Cys 


Gly 


Arg 


Arg 


Phe 


Ala 


Tyr 


Pro 


Ser 


Leu 


225 








230 










235 










240 


Leu 


Ala 


Ser 


His 


Arg 


Arg 


Val 


His 


Ser 


Gly 


Glu 


Arg 


Pro 


Tyr 


Ala 


Cys 










245 










250 










255 




Asp 


Leu 


Cys 


Ser 


Lys 


Arg 


Phe 


Ala 


Gin 


Trp 


Ser 


His 


Leu 


Ala 


Gin 


His 






260 










265 










270 






Gin 


Leu 


Leu 


His 


Thr 


Gly 


Glu 


Lys 


Pro 


Phe 


Pro 


Cys 


Leu 


Glu 


Cys Gly 






275 










280 










285 








Arg 


Ala 


Ser 


Ala 


Arg 


Gly 


Gly 


Leu 


Trp 


Leu 


Ser 


Thr 


Ser 


Val 


Ala 


Pro 


290 










295 










300 










Arg 


Pro 


Gin 


Thr 


val 


Ala 


Leu 


Asp 



















305 310 

<210> 1899 
<211> 508 
<212> DNA 

<213> Homo sapiens 
<400> 1899 

aaatctgcct ccctaattgg caaggtgcaa gccctggaac agcgcgacca gctgctggag 
60 

acacgctgga gcttcctgca gggccaggac tcagccatct tcgacctcgg gcatctctat 
120 

gaggaaatat caggccggct gcggagggaa ctgggccaaa gggacaggaa ccgggggcag 
180 

ctggaggcca ccctgctgca ggtgttgaaa aaggtggagg agtttcgaat caggtattga 
240 

gatgagatcc ccaagcgcac agacatggag ttcacctttg ttcagctgaa gaaggacctg 
300 

gatgcagagt gtccccatcg gactgaactg gaaaccaagt taaaaagcct ggagagcttc 
360 

gtggagttga tgaaaaccat ctatgagcag gagctgaagg acctggcagc acaggtgaag 
420 

gatgtgtcgg tgaccgtcgg catggacagc cgctgccaca tcgacctgag cggcatcgtg 
480 

gaggaggtga aggcccagta tgacgccg 
508 

<210> 1900 
<211> 79 
<212> PRT 

<213> Homo sapiens 
<400> 1900 

Lys Phe Ala Ser Leu He Gly Lys Val Gin Ala Leu Glu Gin Arg Asp 
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1 

Gin Leu Leu Glu 

20 

lie Phe Asp Leu 
35 

Arg Glu Leu Gly 
50 

Leu Leu Gin Val 
65 



5 

Thr Arg Trp Ser 

Gly His Leu Tyr 

40 

Gin Arg Asp Arg 
55 

Leu Lys Lys Val 
70 



10 

Phe Leu Gin Gly 
25 

Glu Glu lie Ser 

Asn Arg Gly Gin 

60 

Glu Glu Phe Arg 
75 



15 

Gin Asp Ser Ala 
30 

Gly Arg Leu Arg 
45 

Leu Glu Ala Thr 
lie Arg Tyr 



<210> 1901 

<211> 453 

<212> DNA 

<213> Homo sapiens 



<400> 1901 

acgcgtggac cacgatgcgc cggatcgggc 
60 

cggtgttcgg cgatgcgaag gcaacccgcg 
120 

aggaattcga cgaggtcagc gccgccatgc 
180 

cgcatccggg cgagaagtgg ccggtctacg 
240 

cgaccgcgat cttcgcggcg aagtcctccg 
300 

gcgcgtggga gggctttgac atgcgcgaat 
360 

cgctcaccga ttccatcgcc gacgagggca 
420 

agagaaatga aagaaatttt aatagagggt 
453 



tcggcgccat gcacacctcg gacctggcgg 
cttccaagtt cgacccgttc cagccgcgcg 
agttccactg gggctccttc ttccacaacg 
gtttccgcag cgacacggag cccggccgcg 
tggagtacga ccccaaggcg gcgcagcgcc 
ggggcatgca caggcaggac ctggtggaaa 
acgcttagcg acgccagcgc caccgagtxt 
gga 



<210> 1902 
<211> 151 
<212> PRT 

<213> Homo sapiens 



<400> 1902 
Thr Arg Gly Pro 
1 

Arg Thr Trp Arg 

20 

Ser Ser Thr Arg 
35 

Pro Cys Ser Ser 
50 

Arg Ser Gly Arg 
65 

Arg Pro Arg Ser 

Arg Arg Ser Ala 

100 

Cys Thr Gly Arg 



Arg Cys Ala Gly 
5 

Arg Cys Ser Ala 
Ser Ser Arg Ala 

40 

Thr Gly Ala Pro 
55 

Ser Thr Val Ser 
70 

Ser Arg Arg Ser 
85 

Ala Arg Gly Arg 
Thr Trp Trp Lys 



Ser Gly Ser Ala 
10 

Met Arg Arg Gin 
25 

Arg Asn Ser Thr 

Ser Ser Thr Thr 

60 

Ala Ala Thr Arg 
75 

Pro Pro Trp Ser 
90 

Ala Leu Thr Cys 
105 

Arg Ser Pro lie 



Pro Cys Thr Pro 
15 

Pro Ala Leu Pro 
30 

Arg Ser Ala Pro 
45 

Arg He Arg Ala 

Ser Pro Ala Ala 

80 

Thr Thr Pro Arg 
95 

Ala Asn Gly Ala 
110 

Pro Ser Pro Thr 
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115 120 125 

Arg Ala Thr Leu Ser Asp Ala Ser Ala Thr Glu Phe Arg Glu Met Lys 

130 135 140 

Glu He Leu He Glu Gly Gly 
145 150 

<210> 1903 
<211> 531 
<212> DNA 

<213> Homo sapiens 
<400> 1903 

ccggcgaggg agctgttccg ggacgccgcc ttccccgccg cggactcctc gctcttctgc 
60 

gacctgtcta cgccgctggc ccagttccgc gaggacatca cgtggaggcg gccccagaga 
120 

atttgtgcca acccccgctt gtttccaaat gaccaacggg aagggcaggt gaagcagggg 
180 

ctgctggggg attgctggtt cctgtgtgcc tgcgccgcgc tgcagaagag caggcacctc 

240 

ctggaccagg tcattcctgc gggacagccg agctgggccg accaggagta ccggggctcc 

300 

ttcacctgtc gcctttggca gtttggacgg tgggtggagg gtccatgggt cccttcgagc 
360 

ccctgtgggc ggggcaggtg gcggatgccc tggtggacct gaccggcggc ctggcagaaa 
420 

gatggaacct gaagggcgta gcaggaagcg gaggccagca ggacaggcca ggccgctggg 
480 

agcacaggac ttgtcggcag ctgctccacc tgaaggacca gtgtctgatc a 
531 

<210> 1904 
<211> 133 
<212> PRT 

<213> Homo sapiens 
<400> 1904 



Pro 


Ala 


Arg 


Glu 


Leu 


Phe 


Arg 


Asp 


Ala 


Ala 


Phe Pro 


Ala 


Ala Asp Ser 


1 






5 










10 






15 


Ser 


Leu 


Phe 


Cys 


Asp 


Leu 


Ser 


Thr 


Pro 


Leu 


Ala Gin 


Phe 


Arg Glu Asp 








20 










25 








30 


He 


Thr 


Trp 


Arg 


Arg 


Pro 


Gin 


Arg 


lie 


Cys 


Ala Asn 


Pro 


Arg Leu Phe 






35 










40 








45 




Pro 


Asn 


Asp 


Gin 


Arg 


Glu 


Gly 


Gin 


Val 


Lys 


Gin Gly 


Leu 


Leu Gly Asp 




50 








55 








60 






Cys 


Trp 


Phe 


Leu 


Cys 


Ala 


Cys 


Ala 


Ala 


Leu 


Gin Lys 


Ser 


Arg His Leu 


65 








70 










75 




80 


Leu 


Asp 


Gin 


Val 


He 


Pro 


Ala 


Gly 


Gin 


Pro 


Ser Trp 


Ala 


Asp Gin Glu 








85 










90 






95 


Tyr 


Arg 


Gly 


Ser 


Phe 


Thr 


Cys 


Arg 


Phe 


Trp 


Gin Phe 


Gly 


Arg Trp Val 




100 










105 








110 


Glu 


Gly 


Pro 


Trp 


Val 


Pro 


Ser 


Ser 


Pro 


Cys 


Gly Arg 


Gly 


Arg Trp Arg 




115 








120 








125 




Met 


Pro 


Trp 


Trp 


Thr 
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130 

<210> 1905 

<211> 387 

<212> DNA 

<213> Homo sapiens 



acgcgcgggc tgatcggcat gctctgggca ctgggggtgg tggcggaagt gctgatgttc 



ctggccatga gccggatcct cgcgcgcttt tcggtccgtc gggtgctgct ggccagtttc 
ctcctggccg ccgtgcgctg gttgctgctg ggcgcgttgg ccgatcacct ggcggtgctg 
ttgttcgccc aggtgctgca cgcggcgacc tttgccagct ttcacgcctc tgccattcat 
ttcgtgcaac gtagcttcgg cgcgcgcnca gcaaggccag ggcaggcgtt atacgctgca 



ctggccggta cgggcggggc tttgggcgcg ttgtacgccg gttatagctg gaacagcctg 



360 

gggccgaccc ggactttcag catcgtt 
387 

<210> 1906 

<211> 129 

<212> PRT 

<213> Homo sapiens 



<400> 1906 










Thr Arg Gly 


Leu 


lie 


Gly 


Met 


1 




5 






Val Leu Met 


Phe 


Leu 


Ala 


Met 




20 








Arg Arg Val 


Leu 


Leu 


Ala 


Ser 


35 










Leu Leu Gly 


Ala 


Leu 


Ala 


Asp 


50 








55 


Val Leu His 


Ala 


Ala 


Thr 


Phe 


65 






70 




Phe Val Gin 


Arg 


Ser 


Phe 


Gly 






85 






Leu Tyr Ala 


Ala 


Leu 


Ala 


Gly 




100 








Ala Gly Tyr 


Ser 


Trp 


Asn 


Ser 


115 











io is 

Ser Arg lie Leu Ala Arg Phe Ser VaJ 

25 3° 
Phe Leu Leu Ala Ala Val Arg Trp Let 
40 45 
His Leu Ala Val Leu Leu Phe Ala Gli 

60 

Ala Ser Phe His Ala Ser Ala lie Hi; 

75 80 
Ala Arg Xaa Ala Arg Pro Gly Gin AL 

90 95 
Thr Gly Gly Ala Leu Gly Ala Leu Ty 

105 HO 
Leu Gly Pro Thr Trp Thr Phe Ser II 
120 125 



val 



<210> 1907 

<211> 333 

<212> DNA 

<213> Homo sapiens 

<400> 1907 
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acgcgtttcg accagcgcat ccgtgtcggc ggcatggcgg aaatcgtcgg cttcgacaag 
60 

aagctgcgcg ccgcgcgccg cgaaacgctc gagatgcgcg tcaacgacct gttcccgggc 
120 

ggcggcgaca cgtcgaaggc cacgttctgg acgggcctgc gcccgacgac gccggacggc 
180 

acgccgatcg tcggccgcac gccggtgtcg aacctgttcc cgaacaccgg ccacggcacg 
240 

ctcggctgga caatggtgtg cggctcgggc caactgctcg ccgacctgat ctcgggcaag 
300 

atgcccgcga cccaggccga cgacctgtct nnc 
333 

<210> 1908 
<211> 111 
<212> PRT 

<213> Homo sapiens 



<400> 1908 



Thr Arg Phe Asp 


Gin 


Arg 


lie Arg Val Gly 


Gly 


Met 


Ala 


Glu 


lie 


Val 


1 


5 




10 










15 




Gly Phe Asp Lys 


Lys 


Leu 


Arg Ala Ala Arg 


Arg 


Glu 


Thr 


Leu 


Glu 


Met 


20 






25 








30 






Cys Val Asn Asp 


Leu 


Phe 


Pro Gly Gly Gly 


Asp 


Thr 


Ser 


Lys 


Ala 


Thr 


35 






40 






45 








Phe Trp Thr Gly 


Leu 


Arg 


Pro Met Thr Pro 


Asp Gly 


Thr 


Pro 


He 


Val 


50 






55 




60 










Gly Arg Thr Pro 


Val 


Ser 


Asn Leu Phe Leu 


Asn 


Thr 


Gly 


His 


Gly 


Thr 


65 




70 




75 










80 


Leu Gly Trp Thr 


Met 


Val 


Cys Gly Ser Gly 


Gin 


Leu 


Leu 


Ala 


Asp 


Leu 


85 




90 










95 




lie Ser Gly Lys 


Met 


Pro 


Ala He Gin Ala 


Asp 


Asp 


Leu 


Ser 


Xaa 




100 






105 








110 







<210> 1909 

<211> 2767 

<212> DNA 

<213> Homo sapiens 

<400> 1909 

ngactgccgg tcgttcggac gtcttgcctg tcgcgtggag gagaggtccg ggctctccag 
60 

gaaggtggct gcggcgacaa aatgaagata ttcgtgggca acgtcgacgg ggcggatacg 
120 

actccggagg agctggcagc cctctttgcg ccctacggca cggtcatgag ctgcgccgtc 
180 

atgaaacagt tcgccttcgt gcacatgcgc gagaacgcgg gcgcgctgcg cgccatcgaa 
240 

gccctgcacg gccacgagct gcggccgggg cgcgcgctcg tggtggaaat gtcgcgccca 
300 

aggcctctta atacttggaa gattttcgtg ggcaatgtgt cggctgcatg cacgagccag 
360 

gaactgcgca gcctcttcga gcgccgcgga cgcgtcatcg agtgtgacgt ggtgaaagac 
420 
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tacgcgtttg ttcacatgga gaaggaagca 

480 

ggcaaagaag tgaagggcaa gcgcatcaac 
540 

gggcccggcc cggctgtcca gtctggggac 
600 

gccctccctg gaactggtgg cttctctgcc 
660 

agcactggtg gctttgatgg gcaagcccgt 

720 

cgcagccctc cgcgccgttc acctccccga 

780 

ccagctacct accgggccca gccgtccgtg 
840 

tctgcctctt tgggtgttgg ctatcggact 
900 

cgcgctcagc cctctgtctc ccttggggca 
960 

tcccagtctg ctgcagcttc ttcactcggc 
1020 

gccctttcct cctatggggg tcaggcagct 

1080 

cagggttcct cccttgcctc ccatggtaac 
1140 

tcttcctatg gggttcgtgc agctgcttct 
1200 

ttaggctcct acggggctca ggcagcctcc 
1260 

gcttatggag cccaggcagc ttcatataat 
1320 

tctgccccat atgctgcaca gcaggctgct 
1380 

gcacagccag ccacagctgc tgcctatgcc 
1440 

actaccccaa tggctggctc ctatggggcc 
1500 

tacggggccc aagcatcaat gggcctttca 
1560 

gccactggct cctatggtgc cgcagcagcc 
1620 

gctccttacc gcactcagtc atcagcctca 
1680 

ccccaggctg ctgcctccta ccgcggccag 
1740 

ccgtctgcag cctacctgtc catgccccag 
1800 

ccgccctatg agcgtacccg cctctcccca 
1860 

aaggctgtcg ccatgtcgaa aaggcatggt 
1920 

taccgccgtt tatcagagtc gcagctttcg 
1980 

gattaccgtc gcctgcccga tgcccattcc 
2040 



gacgccaaag 


ccgcaatcgc 


gcagctcaac 


gtggaactct 


ccaccaaggg 


tcagaagaag 


aagaccaaga 


aaccaggggc 


tggggatacg 


accttcgact 


accagcaggc 


ttttggcaac 


cagcccacac 


cacccttctt 


tggtcgcgac 


gcctcttatg 


tggctcctct 


gacggcccag 


tcactgggag 


ctgcctacag 


ggcccagcct 


cagcccatga 


cagcccaggc 


agcctcttac 


ccatacaggg 


gccagctggc 


tagtcctagc 


ccatatggtg 


gagcccagcc 


ctcagcctcg 


gcagcttctt 


cgctcaactc 


ctatggggct 


cagccatcct 


cttacggcgc 


ccaggctgcc 


tcctacaaca 


cccagggagc 


agcttcctcc 


tatggggccc 


agtctgcagc 


ctcctcacta 


gcccagccct 


cggcctctta 


caatgcccag 


tcctactctt 


cccaacctgc 


tgcctatgtg 


agccagccag 


cagcctacgc 


cgcacaagcc 


cagccggttg 


tgcagaccca 


gctgaatagt 


ggctcctatg 


gggctcagtc 


ggctgctgcg 


tacggggccc 


aaccttctgc 


cactctggca 


ttggctgctt 


cctatgctgc 


ccagcagcat 


ccaggcaatg 


cctacgatgg 


ggcaggtcag 


ggggccgttg 


ccaacgccaa 


cagcaccccg 


ccccgggcca 


gctacgacga 


tccccacaaa 


tccgaccggc 


gtttagccga 


gctctctgat 


ttccgccgct 


cgccgacaaa 


gtccccgctg 


gattacgcac 


gctattcggg 


ctcctataat 
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gattacctgc gggcggctca gatgcactct ggctaccagc gccgcatgta gggccatcct 
2100 

gggatggggc accacaggga gggagggaga aaagaggcgg gtagggttac agatccaggt 
2160 

tataactacc ctggcccata cctttcctgg ttgtggtttt tcatgccctc taccatgtgg 
2220 

gcctccccca ggagatgatc ccgttaagtg ttcggcagta acctactttg ttccttcgcc 
2280 

tcagcagcaa atcttgctac tggctctaga tctgcggttt cccctctacc ctgcctcctg 
2340 

tctccccaga atgggaattt cttttatgtt tttatttttt tcctggctcc cttttatttt 
2400 

tgtgcgcgat atttaaggtc gtctggatgg ggaagcaacc tgcagctgag gtcgccggcg 
2460 

cctttttctt tttagatggg aaggaggcca ggaaagggtc agcttaacca tttcctatgt 
2520 

gccaagctgt gccagcagtc cagggtaccc tgactgtccc cctgtagact gttgagactg 
2580 

agttcctgtt gggacagtca gttggtatgt atccaagtcc ctgctgacca ctaatgttct 
2640 

agctgatggc gagcggcaca gtcccacttc cccatctccc caagtaggtg gtgttagaaa 
2700 

accttaattt tttttccctt ttgtatggac tacaaataaa acttggggca atttgcagtt 

2760 

cggaaaa 

2767 

<210> 1910 
<211> 669 
<212> PRT 

<213> Homo sapiens 



<400> 1910 



Met 


Lys 


He 


Phe 


Val 


Gly 


Asn 


Val 


Asp 


Gly 


Ala 


Asp 


Thr 


Thr 


Pro 


Glu 


l 






5 










10 










15 




Glu 


Leu 


Ala 


Ala 


Leu 


Phe 


Ala 


Pro 


Tyr 


Gly 


Thr 


Val 


Met 


Ser 


Cys 


Ala 








20 










25 










30 






val 


Met 


Lys 


Gin 


Phe 


Ala 


Phe 


Val 


His 


Met 


Arg 


Glu 


Asn 


Ala 


Gly 


Ala 






35 










40 










45 








Leu 


Arg 


Ala 


He 


Glu 


Ala 


Leu 


His 


Gly 


His 


Glu 


Leu 


Arg 


Pro 


Gly 


Arg 




50 










55 










60 










Ala 


Leu 


Val 


val 


Glu 


Met 


Ser 


Arg 


Pro 


Arg 


Pro 


Leu 


Asn 


Thr 


Trp 


Lys 


65 










70 










75 










80 


lie 


Phe 


Val 


Gly 


Asn 


Val 


Ser 


Ala 


Ala 


Cys 


Thr 


Ser 


Gin 


Glu 


Leu 


Arg 








85 










90 










95 




Ser 


Leu 


Phe 


Glu 


Arg 


Arg 


Gly 


Arg 


Val 


He 


Glu Cys 


Asp 


Val 


Val 


Lys 








100 










105 










110 






Asp 


Tyr 


Ala 


Phe 


Val 


His 


Met 


Glu 


Lys 


Glu 


Ala 


Asp 


Ala 


Lys 


Ala 


Ala 






115 










120 










125 








He 


Ala 


Gin 


Leu 


Asn 


Gly 


Lys 


Glu 


Val 


Lys 


Gly Lys 


Arg 


He 


Asn 


Val 




130 










135 










140 










Glu 


Leu 


Ser 


Thr 


Lys 


Gly 


Gin 


Lys 


Lys 


Gly 


Pro 


Gly 


Leu 


Ala 


Val 


Gin 


145 










150 










155 










160 


Ser 


Gly Asp 


Lys 


Thr 


Lys 


Lys 


Pro 


Gly 


Ala 


Giy Asp 


Thr 


Ala 


Phe 


Pro 
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Gly Thr Gly Gly 

180 

Asn Ser Thr Gly 
195 

Phe Phe Gly Arg 
210 

Ser Tyr Val Ala 
225 

Pro Ser Val Ser 

Leu Gly Val Gly 

260 

Tyr Arg Ala Gin 
275 

Leu Ala Ser Pro 
290 

Tyr Gly Gly Ala 
305 

Gin Ala Ala Ala 

Ser Leu Ala Ser 

340 

Ala Ser Ser Tyr 
355 

Gly Ala Ala Ser 
370 

Gly Ala Gin Ser 
385 

Ser Tyr Asn Ala 

Tyr Ala Ala Gin 

420 

Val Ala Gin Pro 
435 

Tyr Ala Ala Gin 
450 

Pro val Val Gin 
465 

Gly Leu Ser Gly 

Ser Tyr Gly Ala 

500 

Ala Ala Pro Tyr 
515 

Ala Ala Gin Gin 
530 

Gly Asn Ala Tyr 
545 

Met Ser Gin Gly 

Glu Arg Thr Arg 

580 

Lys Lys Ala Val 



165 

Phe Ser Ala Thr 

Gly Phe Asp Gly 

200 

Asp Arg Ser Pro 
215 

Pro Leu Thr Ala 
230 

Leu Gly Ala A^a 
245 

Tyr Arg Thr Gin 

Pro Ser Val Ser 

280 

Ser Ser Gin Ser 
295 

Gin Pro Ser Ala 
310 

Ala Ser Ser Leu 
325 

Tyr Gly Asn Gin 

Gly Val Arg Ala 

360 

Ser Leu Gly Ser 
375 

Ala Ala Ser Ser 
390 

Gin Pro Ser Ala 
405 

Gin Ala Ala Ser 

Ala Thr Ala Ala 

440 

Ala Thr Thr Pro 
455 

Thr Gin Leu Asn 
470 

Ser Tyr Gly Ala 
485 

Ala Ala Ala Tyr 

Arg Thr Gin Ser 

520 

His Pro Gin Ala 
535 

Asp Gly Ala Gly 
550 

Ala Val Ala Asn 
565 

Leu Ser Pro Pro 
Ala Met Ser Lys 



170 

Phe Asp Tyr Gin 
185 

Gin Ala Arg Gin 

Leu Arg Arg Ser 

220 

Gin Pro Ala Thr 
235 

Tyr Arg Ala Gin 
250 

Pro Met Thr Ala 
265 

Leu Gly Ala Pro 

Ala Ala Ala Ser 

300 

Ser Ala Leu Ser 
315 

Asn Ser Tyr Gly 
330 

Pro Ser Ser Tyr 
345 

Ala Ala Ser Ser 

Tyr Gly Ala Gin 

380 

Leu Ala Tyr Gly 
395 

Ser Tyr Asn Ala 
410 

Tyr Ser Ser Gin 
425 

Ala Tyr Ala Ser 

Met Ala Gly Ser 

460 

Ser Tyr Gly Ala 
475 

Gin Ser Ala Ala 
490 

Gly Ala Gin Pro 
505 

Ser Ala Ser Leu 

Ala Ala Ser Tyr 

540 

Gin Pro Ser Ala 
555 

Ala Asn Ser Thr 
570 

Arg Ala Ser Tyr 
585 

Arg Tyr Gly Ser 



175 

Gin Ala Phe Gly 
190 

Pro Thr Pro Pro 
205 

Pro Pro Arg Ala 

Tyr Arg Ala Gin 

240 

Pro Ser Ala Ser 
255 

Gin Ala Ala Ser 
270 

Tyr Arg Gly Gin 
285 

Ser Leu Gly Pro 

Ser Tyr Gly Gly 

320 

Ala Gin Gly Ser 
335 

Giy Ala Gin Ala 
350 

Tyr Asn Thr Gin 
365 

Ala Ala Ser Tyr 

Ala Gin Ala Ala 

400 

Gin Ser Ala Pro 
415 

Pro Ala Ala Tyr 
430 

Gin Pro Ala Ala 
445 

Tyr Gly Ala Gin 

Gin Ala Ser Met 

480 

Ala Ala Thr Gly 
495 

Ser Ala Thr Leu 
510 

Ala Ala Ser Tyr 
525 

Arg Gly Gin Pro 

Ala Tyr Leu Ser 

560 

Pro Pro Pro Tyr 
575 

Asp Asp Pro Tyr 
590 

Asp Arg Arg Leu 
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595 600 605 

Ala Glu Leu Ser Asp Tyr Arg Arg Leu Ser Glu Ser Gin Leu Ser Phe 

610 615 620 

Arg Arg Ser Pro Thr Lys Ser Ser Leu Asp Tyr Arg Arg Leu Pro Asp 
625 630 635 640 

Ala His Ser Asp Tyr Ala Arg Tyr Ser Gly Ser Tyr Asn Asp Tyr Leu 

645 650 655 

Arg Ala Ala Gin Met His Ser Gly Tyr Gin Arg Arg Met 

660 665 

<210> 1911 

<211> 339 

<212> DNA 

<213> Homo sapiens 

<400> 1911 

ncggggtggc cggaatctac tcctagtgtc cagcttccct cctcttctgt ctttccctcg 
60 

ggtgcgcgga tgcgtttgcg ccccctgctg cgttccgacg gtcatgagtg gcggcgtcag 
120 

cgcatcgacg atgaaagctt cctccgccca gttgagccga cccaagccgc accgtgggcg 
180 

gcagcgcata gccagcaggc gtggtggaat cacctgaagt acctgcgcac cgccgcgcgt 
240 

gaagcactgg tggtcccgct cgtcattgag gtggagggga aattcgcagg gcaggtaacc 
300 

ctgggaaaca ttcagcatgg cagcattcgc gattgctgg 
339 

<210> 1912 
<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 1912 

Xaa Gly Trp Pro Glu Ser Thr Pro Ser Val Gin Leu Pro Ser Ser Ser 

15 10 15 

Val Phe Pro Ser Gly Ala Arg Met Arg Leu Arg Pro Leu Leu Arg Ser 

20 25 30 

Asp Gly His Glu Trp Arg Arg Gin Arg He Asp Asp Glu Ser Phe Leu 

35 40 45 

Arg Pro Val Glu Pro Thr Gin Ala Ala Pro Trp Ala Ala Ala His Ser 

50 55 60 

Gin Gin Ala Trp Trp Asn His Leu Lys Tyr Leu Arg Thr Ala Ala Arg 
65 70 75 80 

Glu Ala Leu Val Val Pro Leu Val He Glu Val Glu Gly Lys Phe Ala 

85 90 95 

Gly Gin Val Thr Leu Gly Asn He Gin His Gly Ser He Arg Asp Cys 

100 105 HO 

Trp 



<210> 1913 
<211> 767 
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<212> DNA 

<213> Homo sapiens 



gtgcacaccg gttcacagcg acatttcagg caaattgaaa gcgtcagctc gataggctga 
Itgcgaaatg ggggacctgt caccctcagg gaccggaagg aagggagcag tccgatggca 
gcgccagtac tcgatcccgc cctcccagcc ttgtccgaaa cctccgccaa tctcatcggc 
cagaggttgc gccagggatg tcacacctcc atccccacac cgaatctacg gtgagcttcg 
tcccagctgt cgggcagtac aaggcacccc ggatcaagct ttcccggcgt gaactggtcc 
'tggtacccat caatgccacc cacctgcact ccaatccccc acaagttgtc caacacgccg 
cagaactgcg tcgcagccac ccggaccttg ccatcaaggt ggcccgcccc accggaccag 
caccggccct cctcaacctc gtcgatacgc gattgcgtct ggcagctcat cgcgtccatg 
cccaggagct gg.ctc.ete gtattgtctt cccctgatgg cggcgattta cgtggctcgg 
caatgctgte caggctgacc cggctgtggt cccagcacca ccaccttccg gtccgcatcg 
"accaatcg tggtggggct actgcggtcg aggaggtcgt cgcccgcctg cgacaggagg 
ggcgccgtca tatcgcagtg ggaagcctgt ggatttgcga cgacgagaat ttccgcattc 
Itactcgcca ggctttgcat gccggcgccg aggttgtcgc cgcaccg 

767 



<210> 1914 
<211> 190 
<212> PRT 

<213> Homo sapiens 



reiser His Leu His Pro His He Glu Ser Thr Val Ser Phe Val Pro 
aL val Gly Gin Tyr Lys Ala Pro Arg XI. Lys Leu Ser Trp Arg Glu 

2 5 

Leu val Leu Val Pro lie Asn Ala Thr His Leu His Ser Asn Pro Pro 

Gin Val Val Gin His Ala Ala Olu Leu Arg Arg Ser His Pro Asp Leu 

Ala Tie Lys Val Ala Arg Pro Thr Gly Pro Ala Pro Val Leu Leu Asn 

Leu val Asp Thr Arg Leu Arg Leu Ala Ala His Arg Val His Ala Gin 

85 ^ 
Glu Leu Asp Ser Leu Val Leu Ser Ser Pro Asp Gly Gly Asp Leu Arg 

Gly ser Ala Met Leu Ser Arg Leu Thr Arg Leu Trp Ser Gin His His 

His Leu Pro Val Arg lie Ala Tor Asn Arg Gly Gly Ala Thr Ala Val 
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130 135 
Glu Glu Val Val Ala Arg Leu Arg 
145 150 
Val Gly Ser Leu Trp He Cys Asp 

165 

Arg Gin Ala Leu His Ala Gly Ala 

180 



140 

Gin Glu Gly Arg Arg His He Ala 
155 160 
Asp Glu Asn Phe Arg He His Thr 

170 175 
Glu Val Val Ala Ala Pro 
185 190 



<210> 1915 
<211> 571 
<212> DNA 

<213> Homo sapiens 



<400> 1915 
acgcgtccca 
60 

aggtgtgagc 
120 

ggaccctctg 
180 

tggcacacac 
240 

gtgtcattgt 
300 

agaagccaca 
360 

ccaccgtgcg 
420 

cacccactgc 
480 

atccctgagt 

540 

gcgtctcacc 
571 



ggccccacag 
gcacgatggg 
accgggcaca 
ggctcagggc 
ctatgctcag 
gcacaacctc 
ggacccctgc 
acctgccgtg 
ctcacccgcc 
caccgcaccc 



gccccctctg 
cagtcacgcc 
agggcagctg 
gaggcactgc 
gggggcttgg 
agcgcccgcc 
gcctcacccg 
caggatccct 
gcacccgccg 
gccgtgcggg 



gctctcaggc 
gcacacacgc 
tgaggacaag 
cccatggggc 
caccatggga 
atgcaggacc 
gaacatccac 
gagtctcacc 
tacctgccgc 
a 



cccccgccca 
tctgctcatg 
gccacagcca 
tgcatgatcc 
aacccaccca 
ctgggtctca 
agtgtgggac 
cgccgcaccc 
atccgccatg 



gtggccagga 
tccctcccca 
caaaccaacc 
acgctcacag 
gaacacatgg 
cccattgcac 
tgctgcgtct 
gccgtgcggg 
cgggacccct 



<210> 1916 

<211> 119 

<212> PRT 

<213> Homo sapiens 



<400> 1916 
Met Gly Leu His 
1 

Gly Ala Trp His 

20 

Ser Thr Thr Ser 
35 

His Pro Pro Cys 
50 

Gly Thr Ala Ala 
65 

Ser His Pro Pro 
His Pro Pro Tyr 



Asp Pro Arg Ser 
5 

His Gly Lys Pro 

Ala Pro Ala Met 

40 

Gly Thr Pro Ala 
55 

Ser His Pro Leu 
70 

His Pro Pro Cys 
85 

Leu Pro His Pro 



Gin Val Ser Leu 
10 

Thr Gin Asn Thr 
25 

Gin Asp Pro Gly 

Pro His Pro Glu 

60 

His Leu Pro Cys 
75 

Gly He Pro Glu 
90 

Pro Cys Gly Thr 



Ser Met .Leu Arg 
15 

Trp Arg Ser His 
30 

Ser His Pro Leu 
45 

His Pro Gin Cys 

Arg He Pro Glu 

80 

Ser His Pro Pro 
95 

Pro Ala Ser His 
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100 105 HO 

Pro Pro His Pro Pro Cys Gly 
115 

<210> 1917 

<211> 360 

<212> DNA 

<213> Homo sapiens 

nnacgcgtga ccggcgaaga tctccgcacc ctatctgccg ggtacacgcc gggtgattcc 

gatatgccct gggccgccat caccctgtgg cgcggtgtcg ttgcctccgc cttggaccgt 

catccctatg gcccggtgaa gtcggtaaag gtagcaggtc cggccggcca cccagccccg 
180 

gatttcgccg ccggatggtt gctcgaccgc ttggcagttc ccgtacatcg cacagtggcc 

gactccccaa ggagacactt cccggtgact catttgcagt tcaatcggga gacaacccac 
300 

gtagacgtcg atgtcattga cgagcgcacg gttcgtgtat gtgttccggg ttcgccggaa 
360 

<210> 1918 
<211> 120 
<212> PRT 

<213> Homo sapiens 

Xaa°Arg 9 vll Thr Gly Glu Asp Leu Arg Thr Leu Ser Ala Gly Tyr Thr 

1 5 10 15 

Pro Gly Asp Ser Asp Met Ser Trp Ala Ala lie Thr Leu Trp Arg Gly 

20 25 30 

val val Ala Ser Ala Leu Asp Arg His Pro Tyr Gly Pro Val Lys Ser 

35 40 45 

Val Lys Val Ala Gly Pro Ala Gly His Pro Ala Pro Asp Phe Ala Ala 

50 55 60 

Gly Trp Leu Leu Asp Arg Leu Ala Val Pro Val His Arg Thr Val Ala 

Hp Ser Pro Arg Arg His Phe Pro Val Thr His Leu Gin Phe Asn Arg 

85 90 95 

Glu Thr Thr His Val Asp Val Asp Val lie Asp Glu Arg Thr Val Arg 

100 105 H° 

Val Cys Val Pro Gly Ser Pro Glu 
115 120 

<210> 1919 
<211> 354 
<212> DNA 

<213> Homo sapiens 

nncggccgcl gctgtgtcca ctgcgctgtc cctgccacct cggccatctg cctctctctt 



60 
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ccaggctgca gccacccctc 
120 

ccacctccat cctctttgcc 

180 

aggccagcgg gaaggtgtag 
240 

cacgcactta caaagtgcag 
300 

agctcgcggg caccgcatca 
354 



ctgcactgct gaggcctggc 
ccttactaaa cactgggagc 
acgaacagcc caaaggattc 
gccaccgccc agccccacct 
tcccgtgccg tctccaccct 



cacgcgcacc ncggccacgc 
ccgcccgccc gcgacaggcc 
agcagtgtaa gtaccccacc 
ccagacacag gcggaggcca 
acccctgcca attg 



<210> 1920 

<211> 118 

<212> PRT 

<213> Homo sapiens 



<400> 1920 
Xaa Gly Arg Ser 
1 

Cys Leu Ser Leu 

20 

Trp Pro Arg Ala 
35 

Thr Lys His Trp 
50 

Arg Cys Arg Arg 
65 

Tyr Ala Leu Thr 

Arg Arg Arg Pro 

100 

Pro Tyr Pro Cys 
115 



Cys Val His Cys 

5 

Pro Gly Cys Ser 

Ser Arg Pro Arg 

40 

Glu Pro Ala Arg 
55 

Thr Ala Gin Arg 
70 

Lys Cys Arg Pro 
85 

Ser Ser Arg Ala 
Gin Leu 



Ala Val Pro Ala 
10 

His Pro Ser Cys 
25 

Pro Pro Pro Ser 

Pro Arg Gin Ala 

60 

lie Gin Gin Cys 
75 

Pro Pro Ser Pro 
90 

Pro Tyr His Pro 
105 



Thr Ser Ala He 
15 

Thr Ala Glu Ala 
30 

Ser Leu Pro Leu 
45 

Arg Pro Ala Gly 
Lys Tyr Pro Thr 

80 

Thr Ser Arg His 
95 

Val Pro Ser Pro 
110 



<210> 1921 

<211> 357 

<212> DNA 

<213> Homo sapiens 



<400> 1921 
gaattcatcc 
60 

atttttaata 
120 

ctacacggcc 
180 

aggtgccact 
240 

cacactgccc 
300 

ttcatgtggg 
357 



ggaggcagag 
caaatccagt 
gccacaccaa 
ccacagccgt 
accccatcct 
gacaggagaa 



agatggggaa 
catggtattg 
agttaatgcc 
gggcagacct 
tctctcccag 
ctacagatca 



gcgggtggga 
tatacacagc 
accaggcgtc 
gggagcccag 
tctccactcc 
tggctgagaa 



gaagagcaag 
agcctctgtc 
atcacacaga 
ctcctcctgg 
atcgaagcct 
gggcgcngtg 



aacggaaact 
ttccagaaac 
tgtgaggtgc 
tttcaccctc 
cccagatgac 
tngtcca 



<210> 1922 
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<211> 92 

<212> PRT 

<213> Homo sapiens 

<400> 1922 

Met Val Leu Tyr Thr Gin Gin Pro Leu Ser Ser Arg Asn Leu His Gly 

! 5 10 15 

Arq His Thr Lys Val Asn Ala Thr Arg Arg His His Thr Asp Val Arg 

20 25 30 

Cys Arg Cys His Ser Thr Ala Val Gly Arg Pro Gly Ser Pro Ala Pro 

35 40 45 

Pro Gly Phe Thr Leu His Thr Ala His Pro lie Leu Leu Ser Gin Ser 

50 55 60 

Pro Leu His Arg Ser Leu Pro Asp Asp Phe Met Trp Gly Gin Glu Asn 
65 ^O 75 80 

Tyr Arg Ser Trp Leu Arg Arg Ala Xaa Cys Xaa Pro 

85 90 

<210> 1923 

<211> 368 

<212> DNA 

<213> Homo sapiens 

nattnaat^a tggtgagaaa aggcttatgc gttgcattgc tcgtgcttgt cacactgtca 

ggtagtgcac agaagaaaga atggttcagc aacattaaac tctcaggcta tggaatgacc 

clgtatcaat atactgatca agagggaagc aaaggccatt catttaatct gcgattgttc 
180 

ccgttgcctt taaacggacg tatcttaaat gacttttatt ggaaggcaca ggcccaattc 

Jatggaaaca catcgacatt gggaagcagt ccacgtcttg tagacctatt tgtagagtgg 
300 

cagaaatatg attatttcaa ggtgaagtta ggccagttta agcgaccatt cacgtttgaa 
360 

aatcccag 
368 

<210> 1924 

<211> 119 

<212> PRT 

<213> Homo sapiens 

<400> 1924 

Met Val Arg Lys Gly Leu Cys Val Ala Leu Leu Val Leu Val Thr Leu 

1 5 10 15 

Ser Gly Ser Ala Gin Lys Lys Glu Trp Phe Ser Asn He Lys Leu Ser 

20 25 30 

Gly Tyr Gly Met Thr Gin Tyr Gin Tyr Thr Asp Gin Glu Gly Ser Lys 

35 40 45 

Gly His Ser Phe Asn Leu Arg Leu Phe Pro Leu Pro Leu Asn Gly Arg 

50 55 60 

He Leu Asn Asp Phe Tyr Trp Lys Ala Gin Ala Gin Phe Asn Gly Asn 
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65 70 75 80 

Thr Ser Thr Leu Gly Ser Ser Pro Arg Leu Val Asp Leu Phe Val Glu 

85 90 95 

Trp Gin Lys Tyr Asp Tyr Phe Lys Val Lys Leu Gly Gin Phe Lys Arg 

100 105 110 

Pro Phe Thr Phe Glu Asn Pro 
115 

<210> 1925 
<211> 427 
<212> DNA 

<213> Homo sapiens 
<400> 1925 

actagtgttt ccagcaggca gcgatttaat tgttcttgca ttgaaaccca gtgtggcaag 
60 

cccccctgtg atttgaggct aatccctccc caccctgttc tggcacatgt gcggtgccca 
120 

gggctccccc caggctgtga gcagataaag ccctgcgtgg cttcacaaca gtgactggtt 
180 

ctgagaaaca ggtccttgta caagcgacag ggagcgctca caccagatgt ggcagcccct 
240 

ccacgccagg ctgtgtggtg cagccgcctg gtatatgtgt ccatcgctga tgaaaacagc 
300 

gttgtgtggt gcatgactgt tgtctgtttt cttcatggaa acaaggaaac ctaagcatta 
360 

aaacaacacc atccacgtct ggttccttag agcaaatgga agcaccaggc tctggtgcac 
420 

ggcgcgc 
427 

<210> 1926 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 1926 

Met His His Thr Thr Leu Phe Ser Ser Ala Met Asp Thr Tyr Thr Arg 

15 10 15 

Arg Leu His His Thr Ala Trp Arg Gly Gly Ala Ala Thr Ser Gly Val 

20 25 30 

Ser Thr Pro Cys Arg Leu Tyr Lys Asp Leu Phe Leu Arg Thr Ser His 

35 40 45 

Cys Cys Glu Ala Thr Gin Gly Phe He Cys Ser Gin Pro Gly Gly Ser 

50 55 60 

Pro Gly His Arg Thr Cys Ala Arg Thr Gly Trp Gly Gly He Ser Leu 

65 70 75 80 

Lys Ser Gin Gly Gly Leu Pro His Trp Val Ser Met Gin Glu Gin Leu 

85 90 95 

Asn Arg Cys Leu Leu Glu Thr Leu 

100 

<210> 1927 
<211> 516 
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<212> DNA 

<213> Homo sapiens 



nntcUaag actccaccta cttttcccca gactttcagc tctattctgg gaggcatgaa 
acatctgctt tgacggtgga ggcaaccagt agcatcaggg aaaaagttgt tgaagatcct 
ctttgtaact tccactcccc aaacttcctg aggatctcag aggtggaaat gagaggttcc 
gaggatgcgg cagctggaac agtattgcag cggctgatcc aggaacaacc gcggtatggc 
accccaaccg agaacatgaa cttgctggcc attcagcacc aggccacagg gagtgcagga 
ccagcccatc ctacaaacaa cttttcttcc acggaaaacc tcactcaaga agacccacaa 
Itggtctacc agtcagcacg ccaagaaccg cagggtcaag aacaccagng tgganncaat 
Icggtgatgg agaaacaggt ccggtccacg cagcctcagc agaacaacga ggaactgccc 



480 



acttacgagg aggccaaagc acagcccttc acgcgt 
516 



<210> 1928 
<211> 172 
<212> PRT 

<213> Homo sapiens 



llTleullu Asp ser Thr Tyr Phe Ser Pro Asp Phe Gin Leu Tyr Ser 

5 10 



Oly Arg His Glu Thr Ser Ala Leu Thr VI Olu Ala Thr Ser Ser He 

Arg Glu Lys Val Val Glu Asp Pro Leu Cys Asn Phe His Ser Pro Asn 

Phe Leu Arg lie Ser Glu Val Glu Met Arg Oly Ser Glu Asp Ala Ala 

Ala lly Thr Val Leu Gin Arg Leu lie Gin Glu Gin Leu Arg Tyr Gly 

Thr Pro Thr Glu Asn Met Asn Leu Leu Ala lie Gin His Gin Ala Thr 

oc 90 95 



Gly Ser Ala Gly Pro Ala His Pro Thr Asn Asn Phe Ser Ser Thr Glu 

100 10S 
Asn Leu Thr Gin Glu Asp Pro Gin Met Val Tyr Gin Ser Ala Arg Gin 

115 120 125 

Glu Pro Gin Gly Gin Glu His Gin Xaa Gly Xaa Asn Thr Val Met Glu 

L ys "in val Arg Ser Thr Gin Pro Gin Gin Asn Asn Glu Glu Leu Pro 

145 150 X 

Thr Tyr Glu Glu Ala Lys Ala Gin Pro Phe Thr Arg 

165 1™ 

<210> 1929 
<211> 843 
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<212> DNA 

<213> Homo sapiens 



<400> 1929 






nnccgcggac 


actcagggcc 


tggggtccct 


60 






tctccaggta 


catgtccttc 


aaggagaaat 


120 






ccttctgggc 


cttgtctgga 


gtgcccacag 


180 






cagaggaccc 


aggcccccgc 


gcagccctgc 


240 






ccacgggccc 


ctgagtccca 


caggagtcag 


300 






aagaacggcg 


gctttgggct 


gccttctcta 


360 






tcatctttct 


ttttcttctt 


ggccccactc 


420 






tccatggcgt 


cacagatgta 


tgtcagcaag 


480 






gcagcctccc 


cgttggtggt 


cacttctcca 


540 






agtgctgagc 


agtctcagtc 


tctccctcct 


600 






ccctggtagg 


gaccgagggg 


cccggcgctt 


660 






agcggtcggg 


gctgagcttg 


cgcagagtgt 


720 






tccagctctg 


ctcgatctcg 


cgcagctttg 


780 






agcgccggtg 


gatcttgtac 


tcagtcatgg 


840 






caa 






843 







cttccccaag aggcctgact gcctgggtgt 
acacttcctg gcctgggcct gggccagggg 
cagaggctgg cttcctggta ctatctgtgc 
ctctgggctg ggtctgaacc tgctccacgc 
gctcgtctga gctggggatg cagttttctg 
actctggctt ccgcaccttg cttggattcc 
tcctctttga gggctctctg aggccccagc 
ccatgctctc cgtcctctcc attctcgggg 
gaagcaaact gttgatcagg cccaaacctg 
gccaagccgc cagggtccca ccctcaggct 
gagccccgct caatcgccgc tttcgctgga 
cgacctcccc aggcaccgcc ttctcgtgct 
ccgcagcctt gcgcttcaac ttggcgaacc 
tgcccacctc ccaggaccct gagcaggaca 



<210> 1930 

<211> 120 

<212> PRT 

<213> Homo sapiens 



<400> 1930 
Leu Pro Gly Cys 
1 

Pro Gly Leu Gly 

20 

Pro Gin Gin Arg 
35 

Ala Pro Val Gin 
50 

Pro Arg Ala Pro 
65 

Cys Ser Phe Leu 
Ala Ser Ala Pro 



Ser Pro Gly 
5 

Leu Gly Gin 

Leu Ala Ser 

Pro Cys Leu 
55 

Glu Ser His 
70 

Lys Asn Gly 
85 

Cys Leu Asp 



Thr Cys 

Gly Pro 
25 

Trp Tyr 
40 

Trp Ala 
Arg Ser 
Gly Phe 
Ser Ser 



Pro Ser Arg 
10 

Ser Gly Pro 

Tyr Leu Cys 

Gly Ser Glu 
60 

Gin Ala Arg 
75 

Gly Leu Pro 
90 

Ser Phe Phe 



Arg Asn 

Cys Leu 
30 

Gin Arg 
45 

Pro Ala 
Leu Ser 
Ser Leu 
Phe Phe 



Thr Leu 
15 

Glu Cys 

Thr Gin 

Pro Arg 

Trp Gly 

80 
Thr Leu 
95 

Leu Ala 
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100 105 110 

Pro Leu Ser Ser Leu Arg Ala Leu 
115 120 

<210> 1931 

<211> 719 

<212> DNA 

<213> Homo sapiens 

<400> 1931 

acgcgtaggc ctgagccgct ccacagccct ggggagggca gaaaaggagg aaagtaggca 
60 

gtgcaagaaa caggaggaaa ccccccagag cgcagcctcc tggaagcgga agggagcact 
120 

gaagaggagg tggttagtgg tgtcagaagc tgctgagaag ccagttagat aaagcggaga 
180 

agcttcctac taggacagct tcctcccagc ccagtgtggc cacgctggtg tcctcggtga 
240 

ccagacacgt ggccatgaat tcctcagtgt gctttattgt tgattaaatg cagtcggctc 
300 

acgaggctga ctttggaaac aggaggtccg tgggtcgtgg aataagaaag ggcatcatgg 
360 

ttgcagagga agggaaggaa gcccacggct gccttgggga gctttctgaa aggcaggtct 
420 

gatcatgcct ctctgggcta cggtctcctc acggtggctc ctggttggaa ctgaagtggt 
480 

ccccttggtc cctctctccc atctcagcat tagccaggac ttttggcttg gcggccccag 
540 

cagggctgcc cccttgcaac acttcttttc ccacatgatc gtgccttcca aacctacttc 
600 

cagcgtcgcc ctcttcaggg agcctttcat aaccacctct cccttccact ggctaaagat 
660 

gaggttgagc aactgcagga cttgggacct tgttcctgcc cctgtggctg cctggatcc 

719 

<210> 1932 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 1932 

Met Pro Leu Trp Ala Thr Val Ser Ser Arg Trp Leu Leu Val Gly Thr 

15 10 15 

Glu Val Val Pro Leu Val Pro Leu Ser His Leu Ser lie Ser Gin Asp 

20 25 30 

Phe Trp Leu Gly Gly Pro Ser Arg Ala Ala Pro Leu Gin His Phe Phe 

35 40 45 

Ser His Met lie Val Pro Ser Lys Pro Thr Ser Ser Val Ala Leu Phe 

50 55 60 

Arg Glu Pro Phe lie Thr Thr Ser Pro Phe His Trp Leu Lys Met Arg 
65 70 75 80 

Leu Ser Asn Cys Arg Thr Trp Asp Leu Val Pro Ala Pro Val Ala Ala 

85 90 95 

Trp He 



1470 



8NS0OCID: <WO 0058473A2_L> 



WO 00/58473 PCT/US00/08621 



<210> 1933 
<211> 295 
<212> DNA 

<213> Homo sapiens . 
<400> 1933 

ggcgccgagc tgtgggcggc catggagcgc atgcctgccg acctgattat cctcgacctg 
60 

atgctgccgg gggataacgg cctcttgctg tgccagcgcc tgcgccagca atacgcaaca 
120 

ccagtgacca tgctgaccgc catgggcgaa ctgagtgatc gcgtgggggg cctggaaatg 
180 

ggcgccgatg actacctgaa caaacctttc gatgcccgtg aattacttgc ccgggtgcgc 
240 

gctgtactgc gtccggcgtg tgaaaaccga ccgacgttgg gcgacgtgtc gcgcc 
295 

<210> 1934 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 1934 

Gly Ala Glu Leu Trp Ala Ala Met Glu Arg Met Pro Ala Asp Leu He 

15 10 15 

He Leu Asp Leu Met Leu Pro Gly Asp Asn Gly Leu Leu Leu Cys Gin 

20 25 30 

Arg Leu Arg Gin Gin Tyr Ala Thr Pro Val He Met Leu Thr Ala Met 

35 40 45 

Gly Glu Leu Ser Asp Arg Val Gly Gly Leu Glu Met Gly Ala Asp Asp 

50 55 60 

Tyr Leu Asn Lys Pro Phe Asp Ala Arg Glu Leu Leu Ala Arg Val Arg 
65 70 75 80 

Ala Val Leu Arg Pro Ala Cys Glu Asn Arg Pro Thr Leu Gly Asp Val 

85 90 95 

Ser Arg 



<210> 1935 
<211> 298 
<212> DNA 

<213> Homo sapiens 
<400> 1935 

accggtgtgg cgggcgcggc cttcaccacc atcggctcca ccgggccgac ggcgggttcg 
60 

caatacatcg tcgatacctt cctggtagtg gtgttcgggg gggcccaaag cctgttcggc 
120 

cccatcgcct cggcgttcgt gattgcccag acccaatcgc tgtcggagtt tttcctcagt 
180 

ggctcgatgg ccaaggtgct gaccttgtcg tcggtgattc tgatcctgat gctgcgcccg 
240 
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caagggttgt tctccaccaa agtgcgcaag taaaggcgag cagataaggg tttaagca 
298 

<210> 1936 
<211> 90 
<212> PRT 

<213> Homo sapiens 

^hr°Gly"Il Ala Gly Ala Ala Phe Thr Thr lie Gly Ser Thr Gly Pro 

5 10 I 5 

Thr Ala Gly Ser Gin Tyr lie Val Asp Thr Phe Leu Val Val Val Phe 

20 25 30 

Gly Gly Ala Gin Ser Leu Phe Gly Pro lie Ala Ser Ala Phe Val lie 

35 40 45 

Ala Gin Thr Gin Ser Leu Ser Glu Phe Phe Leu Ser Gly Ser Met Ala 

50 55 60 

Lys Val Leu Thr Leu Ser Ser Val lie Leu He Leu Met Leu Arg Pro 

65 70 7 5 80 

Gin Gly Leu Phe Ser He Lys val Arg Lys 

85 90 

<210> 1937 
<211> S13 
<212> DNA 

«213> Homo sapiens 

gcacggcgcl cagtaacacc aactcgaaag agaccttatg aatgcaaggt gtgcgggaaa 
gcctttaatt ctcccaattt atttcaaatc catcaaagaa ctcacactgg aaagaggtcc 

1 20 

tataaatgta gggaaatagt gagagccttc acagtttcca gtttctttcg aaaacatgga 
aaaatgcata ctggagaaaa acgctatgaa tgtaaatact gtggaaaacc tatcgattat 

240 

cccagtttat ctcaaattca tgttagaact cactctggag aaaaacccta caaatgtaaa 
caatgtggta aagccttcat ctccgcaggt tacgttcgga cacatgaaat cagatctcac 
gcgctggaga aatcccacca atgtcaggaa tgtgggaaga aactcagttg ttccagttcc 
cttcacagac atgaaagaac tcatagtgga ggaaaactct acgaatgtca aaaatgtgac 



480 

caagtcttta gatgtcccac gtcccttcac gcg 
513 

<210> 1938 
<211> 171 
<212> PRT 

<213> Homo sapiens 
<400> 1938 



111 Arg Arg Thr Val Thr Pro Thr Arg Lys Arg Pro Tyr Glu Cys Lys 
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1 

Val Cys Gly Lys 

20 

Arg Thr His Thr 
35 

Ala Phe Thr Val 
50 

Gly Glu Lys Arg 
65 

Pro Ser Leu Phe 

Tyr Lys Cys Lys 

100 

Arg Thr His Glu 
115 

Gin Glu Cys Gly 
130 

Glu Arg Thr His 
145 

Gin Val Phe Arg 



<210> 1939 
<211> 1233 
<212> DNA 
<213> Homo sapi 



5 

Ala Phe Asn Ser 

Gly Lys Arg Ser 

40 

Ser Ser Phe Phe 
55 

Tyr Glu Cys Lys 
70 

Gin He His Val 
85 

Gin Cys Gly Lys 

lie Arg Ser His 

120 

Lys Lys Leu Ser 
135 

Ser Gly Gly Lys 
150 

Cys Pro Thr Ser 
165 



10 

Pro Asn Leu Phe 
25 

Tyr Lys Cys Arg 

Arg Lys His Gly 

60 

Tyr Cys Gly Lys 
75 

Arg Thr His Ser 
90 

Ala Phe He Ser 
105 

Ala Leu Glu Lys 

Cys Ser Ser Ser 

140 

Leu Tyr Glu Cys 
155 

Leu His Ala 
170 



15 

Gin He His Gin 
30 

Glu He Val Arg 
45 

Lys Met His Thr 

Pro lie Asp Tyr 

80 

Gly Glu Lys Pro 
95 

Ala Gly Tyr Val 
110 

Ser His Gin Cys 
125 

Leu His Arg His 

Gin Lys Cys Asp 

160 



<400> 1939 

gccggcagcg ccgctcccca gggagggagt 
60 

aaagaaaaaa aaacaacatg gctgcaaagg 
120 

tgagggcgcc aagcatcatg ctgttggatg 
180 

tccagcagat ccaaagaagt agccttagta 
240 

ctcctaatat gcattatgta ggttatatct 
300 

agcacctggt tcagctttat ctatactttt 
360 

aaattcccag ggactatgtt cggagtgaac 
420 

tagaacctct ctctatgaat cggtttacca 
480 

ctttatgctc ctgtgtcatg aaaacaaagc 
540 

ctctgctagc acgactctgc cttgttcctt 
600 

ctatgatttt tactggattg gaagttctct 
660 

ataaccttgc taaatctgca tacagagaat 
720 

tcgccctggg aatgtccctg cggaatcaac 
780 



ccgcagcctg aggtcttccc caagaaaaaa 
agaaactgga ggcagtgtta aatgtggccc 
tcctgtacag atgggatgtc agctcctttt 
ataaccctct tttccagtat aagtatttgg 
taagtgtggc gctgctaaca ttgcccaggc 
tgactgctct gctcctctat gctggacatc 
tggggtttgc ctatgaggga ccaatgtatt 
cagccttaat aggtcagttg gtggtgtgta 
agatttggct gtcttcagct cacatgcttc 
tggagacaat tgctatcatc aataaatttg 
attttcttgg gtctaatctt ttggtacctt 
tggttcaggt agtggaggta tatggccttc 
tggtagtccc tgttcttctc atggttttcc 
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ggctcgtcct 
840 

cacgtgagag 
900 

tatataacct 
960 

tatcgttcat 
1020 

ctaggtttgg 
1080 

ggaccagagt 
1140 

tcaatttcaa 
1200 

tattgagtat 
1233 



atttgctctt 
gcttcttttc 
tagaaagaga 
gttacacaac 
caatgcagag 
gtagcaaatg 
gttaaaatta 
tttaaatgta 



cagatttact 
ctttttctga 
aaactttgat 
ttcgtatttt 
aggtgctaac 
atttgtggaa 
ttgggtcaat 
ccataccatt 



cctatttcag 
caaggtaatt 
ctaggaatag 
gttaagatag 
ataataatgt 
aggtacatag 
cagaaaaaag 
naa 



tactcgagat 
aataagagcc 
taagttttgc 
gattttcatt 
ggtttatttg 
cacatcgtaa 
tatattataa 



cagcctgcat 
tatgatacta 
agattacttt 
cactggatac 
gctgcactat 
aagtattttt 
aaataacatt 



<210> 1940 
<211> 266 
<212> PRT 

<213> Homo sapiens 
<400> 1940 

Met Ala Ala Lys Glu Lys Leu Glu Ala Val Leu Asn Val Ala Leu Arg 

15 10 15 

Val Pro Ser lie Met Leu Leu Asp Val Leu Tyr Arg Trp Asp Val Ser 

20 25 30 

Ser Phe Phe Gin Gin lie Gin Arg Ser Ser Leu Ser Asn Asn Pro Leu 

35 40 45 

Phe Gin Tyr Lys Tyr Leu Ala Leu Asn Met His Tyr Val Gly Tyr He 

50 55 60 

Leu Ser Val Val Leu Leu Thr Leu Pro Arg Gin His Leu Val Gin Leu 
65 70 75 80 

Tyr Leu Tyr Phe Leu Thr Ala Leu Leu Leu Tyr Ala Gly His Gin He 

85 • 90 95 

Ser Arg Asp Tyr Val Arg Ser Glu Leu Gly Phe Ala Tyr Glu Gly Pro 

100 105 110 

Met Tyr Leu Glu Pro Leu Ser Met Asn Arg Phe Thr Thr Ala Leu He 

115 120 125 

Gly Gin Leu Val Val Cys Thr Leu Cys Ser Cys Val Met Lys Thr Lys 

130 135 140 

Gin He Trp Leu Phe Ser Ala His Met Leu Pro Leu Leu Ala Arg Leu 
145 150 155 160 

Cys Leu Val Pro Leu Glu Thr He Ala He He Asn Lys Phe Ala Met 

165 170 175 

lie Phe Thr Gly Leu Glu Val Leu Tyr Phe Leu Gly Ser Asn Leu Leu 

180 185 190 

Val Pro Tyr Asn Leu Ala Lys Ser Ala Tyr Arg Glu Leu Val Gin Val 

195 200 205 

Val Glu Val Tyr Gly Leu Leu Ala Leu Gly Met Ser Leu Trp Asn Gin 

210 215 220 

Leu val Val Pro Val Leu Phe Met Val Phe Trp Leu Val Leu Phe Ala 
225 230 235 240 

Leu Gin He Tyr Ser Tyr Phe Ser Thr Arg Asp Gin Pro Ala Ser Arg 
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245 250 255 

Glu Arg Leu Leu Phe Leu Phe Leu Thr Arg 

260 265 

<210> 1941 
<211> 411 
<212> DNA 

<213> Homo sapiens 
<400> 1941 

ctggggccct gccccacagc atcatgatgg ggaaactccc cctgggggtc gtctcccctt 
60 

atgtgaagat gagttcgggg ggctacacgg accccctgaa attctacgcc accagctact 
120 

gcacagccta cggtcgggag gatttcaagc cccgtgtggg cagtcacgta ggcaccggct 
180 

acaaatcaaa tttccagccc gtggtctcat gccaagccag tctggaggcc ttagacaacc 
240 

cggccagggg ggaacaagcc caggaccatt tccagtctgt ggccagccag agctaccgcc 
300 

ccctggaggt gcctgacggc aagcatcccc tgccctggag catgcgccag accagctcag 
360 

gctatgggcg ggagaagccc agtgcgggtc cccccaccaa ggaggtccgg a 
411 

<210> 1942 
<211> 129 
<212> PRT 

<213> Homo sapiens 



<400> 1942 



Met 


Met 


Gly 


Lys 


Leu 


Pro 


Leu Gly Val 


Val 


Ser 


Pro 


Tyr 


Val 


Lys 


Met 


1 








5 








10 










15 




Ser 


Ser 


Gly 


Gly 


Tyr 


Thr 


Asp Pro 


Leu 


Lys 


Phe 


Tyr 


Ala 


Thr 


Ser 


Tyr 








20 








25 










30 






Cys 


Thr 


Ala 


Tyr 


Gly Arg 


Glu Asp 


Phe 


Lys 


Pro 


Arg 


Val 


Gly 


Ser 


His 






35 








40 










45 








Val 


Gly 


Thr 


Gly 


Tyr 


Lys 


Ser Asn 


Phe 


Gin 


Pro 


val 


Val 


Ser 


Cys 


Gin 




50 










55 








60 










Ala 


Ser 


Leu 


Glu 


Ala 


Leu 


Asp Asn 


Pro 


Ala 


Arg 


Gly Glu 


Gin 


Ala 


Gin 


65 










70 








75 










80 


Asp 


His 


Phe 


Gin 


Ser 


Val 


Ala Ser 


Gin 


Ser 


Tyr 


Arg 


Pro 


Leu 


Glu 


Val 










85 








90 










95 




Pro 


Asp 


Gly 


Lys 


His 


Pro 


Leu Pro Trp 


Ser 


Met 


Arg 


Gin 


Thr 


Ser 


Ser 








100 








105 










110 






Gly 


Tyr 


Gly 


Arg 


Glu 


Lys 


Pro Ser 


Ala Gly 


Pro 


Pro 


Thr 


Lys 


Glu 


Val 






115 








120 










125 









Arg 



<210> 1943 

<211> 386 

<212> DNA 

<213> Homo sapiens 
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<400> 1943 

nagaaacatt cagggctcca acagggtgga aaacatgagg ctgcaggatg tttaacagga . 

60 „ „ 

gtctttgctg cagctcctct tggagccttt aacgagatac tatcatgcct atgaactgcc 

acacagatgt acatggcata gcactgccca aaagtatcag cccaaggaac cctactttcc 
180 

ccagcaacat ctaactcaga aatgctgatc tttggcctca atctggtccc aaaatacctc 

clgggtattt tgggcttcgg tgtgttcaca cacttggtca tgtaaatctg aacacagact 
300 

ctctctgcct tggcaagaac cccccacacc cccatagata attacaccct ttggttctcc 

360 

ctctgcaatc tcacctgcta gagacg 
386 

<210> 1944 

<211> 111 

<212> PRT 

<213> Homo sapiens 

<400> 1944 

Met Gly val Trp Gly Val Leu Ala Lys Ala Glu Arg Val Cys Val Gin 

1 5 10 15 

He Tyr Met Thr Lys Cys Val Asn Thr Pro Lys Pro Lys He Pro Trp 

20 J 25 30 

Arg Tyr Phe Gly Thr Arg Leu Arg Pro Lys He Ser lie Ser Glu Leu 

35 40 45 

Asp Val Ala Gly Glu Ser Arg Val Pro Trp Ala Asp Thr Phe Gly Gin 

50 55 60 

Cys Tyr Ala Met Tyr lie Cys Val Ala Val His Arg His Asp Ser lie 

70 7 5 80 

Ser Leu Lys Ala Pro Arg Gly Ala Ala Ala Lys Thr Pro Val Lys His 

85 90 95 

Pro Ala Ala Ser Cys Phe Pro Pro Cys Trp Ser Pro Glu Cys Phe 

100 105 11° 

<210> 1945 

<211> 443 

<212> DNA 

<213> Homo sapiens 

<400> 1945 . 
nacgcgtcac gaagcgcgct cggcccacgt ggctccaagg gcgtccacgc gcccctcctc 

gaccgattgg tgtcgaacat ggcacggtgg catgcgacgc gcaccaagat ccagctcaag 

ctcgcgatcc agcgantcgg catgctacag gagaaaaaag ccgcactgca taaaaaagtg 

cgactggaaa ttgcggacnn tcgtagacgc caaaagcttg aatctgcgcg cgtcaaaacc 

gaatcgctga tcatggacga tatacatttg gagttgcttg aactgcttga gctctactgt 
300 
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gagacactct atgccagatt cggattacta gaaggacgcg acaatgagcc tgatgatgcg 
360 

atccgcgagc cgatgatcgc cattattcat gcggctcatc gcacagaggt gaaggaacta 
420 

catgtgctcc aaaacatgct gaa 
443 

<210> 1946 

<211> 147 

<212> PRT 

<213> Homo sapiens 

<400> 1946 

Xaa Ala Ser Arg Ser Ala Leu Gly Pro Arg Gly Ser Lys Gly Val His 

15 10 15 

Ala Pro Leu Leu Asp Arg Leu Val Ser Asn Met Ala Arg Trp His Ala 

20 25 30 

Thr Arg Thr Lys He Gin Leu Lys Leu Ala He Gin Arg Xaa Gly Met 

35 40 45 

Leu Gin Glu Lys Lys Ala Ala Leu His Lys Lys Val Arg Leu Glu He 

50 55 60 

Ala Asp Xaa Arg Arg Arg Gin Lys Leu Glu Ser Ala Arg Val Lys Thr 
65 70 75 80 

Glu Ser Leu He Met Asp Asp He His Leu Glu Leu Leu Glu Leu Leu 

85 90 95 

Glu Leu Tyr Cys Glu Thr Leu Tyr Ala Arg Phe Gly Leu Leu Glu Gly 

100 105 HO 

Arg Asp Asn Glu Pro Asp Asp Ala He Arg Glu Pro Met He Ala He 

115 120 125 

He His Ala Ala His Arg Thr Glu Val Lys Glu Leu His Val Leu Gin 

130 135 140 

Asn Met Leu 
145 

<210> 1947 

<211> 472 

<212> DNA 

<213> Homo sapiens 



<400> 1947 
cggccgtgta 
60 

gactgtgccg 
120 

gcgccccgtg 
180 

gcagcaggtg 
240 

cctgcatgcc 
300 

ccatgaggaa 
360 

cgtgcgccag 
420 



ggccgtgacg 
caggtgcagg 
gggcacggat 
caggtcactg 
cagcccctgt 
ctcctgcagg 
gaagagcagg 



gtgaccaaca 
agggtcagat 
gtgcgcaggg 
agctcccagg 
gccgccagct 
gacacggtgg 
aagagcaggg 



gagccacagc 
ggaaacaaaa 
ccgagctgca 
cccagcagag 
tcagcagcgt 
ggttggccga 
tgagcagcag 



gggcccgctg 
ggcgcaggcg 
gctctgggcc 
gcgcgtcagg 
gccaggcaga 
ggccccgtcc 
gtcaggccca 



taggcgggag 
gcctccacaa 
atgaggctct 
gtgcaggcgg 
gactcctcgg 
aaggtgaccc 
aagtccccag 
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cccagggccc gagctcgaac agcgtcctca cctccaggaa gcaggccccg ag 
472 

<210> 1948 
<211> 150 
<212> PRT 

<213> Homo sapiens 

Met°Arg 9 Thr Leu Phe Glu Leu Gly Pro Trp Ala Gly Asp Phe Gly Pro 

5 10 15 

Asp Leu Leu Leu Thr Leu Leu Phe Leu Leu Phe Leu Ala His Gly Val 

20 25 3° 

Thr Leu Asp Gly Ala Ser Ala Asn Pro Thr Val Ser Leu Gin Glu Phe 

35 4 ° 45 

Leu Met Ala Glu Glu Ser Leu Pro Gly Thr Leu Leu Lys Leu Ala Ala 

50 55 60 

Gin Gly Leu Gly Met Gin Ala Ala Cys Thr Leu Thr Arg Leu Cys Trp 

70 

Ala Trp Glu Leu Ser Asp Leu His Leu Leu Gin Ser Leu Met Ala Gin 

85 90 
Ser Cys Ser Ser Ala Leu Arg Thr Ser Val Pro His Gly Ala Leu Val 

100 105 H° 

Glu Ala Ala Cys Ala Phe Cys Phe His Leu Thr Leu Leu His Leu Arg 

115 120 125 

His Ser Pro Pro Ala Tyr Ser Gly Pro Ala Val Ala Leu Leu Val Thr 

130 135 140 

Val Thr Ala Tyr Thr Ala 
145 150 

<210> 1949 
<211> 395 
<212> DNA 

<213> Homo sapiens 



acgcgttgag ggaggcgaca tgcttcatga gcgcttggcg ccactgctca agcgacatct 
gccccttgct gatgttgcaa ggcggacagg acggcatgta attcgactcg acgtcacgct 
ccggatgcct cgacgggacg ctcacaagct tccattggcc attcgcgggt cgcttggtct 
cgLcgcgcg tacaaccggg cctacatggt cgccatgcca ccgatcgggc aatggcattc 
cacagtacgc gcagcggccg tcgtatttgc gccggagccg atcgcgctgt gctttcgtca 



300 



gccggctcac gctttatgct ccacggcagg tgtggcagca tcctggcagg cgactccaag 
360 

atccgcgccc gcgtccagct tgacggcgcc gggtt 
395 



<210> 1950 
<211> 125 
<212> PRT 
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<213> Homo sapiens 



<400> 1950 






















Met 


Leu 


His 


Glu 


Arg 


Leu Ala Pro Leu 


Leu 


Lys 


Arg 


His 


Leu 


Pro 


Leu 


1 








5 




10 










15 




Ala 


Asp 


Val 


Ala 


Arg 


Arg Thr Gly Arg 


His 


val 


He 


Arg 


Leu 


Asp 


val 








20 




25 










30 






Thr 


Leu 


Arg 


Met 


Pro 


Arg Arg Asp Ala 


His 


Lys 


Leu 


Pro 


Leu 


Ala 


He 






35 






40 








45 








Arg 


Gly 


Ser 


Leu 


Gly 


Leu Asp Arg Ala 


Tyr 


Asn 


Arg 


Val 


Tyr 


Met 


Val 


50 








55 






60 










Ala 


Met 


Pro 


Pro 


He 


Gly Gin Trp His 


Ser 


Thr 


Val 


Arg 


Ala 


Ala 


Ala 


65 










70 




75 










80 


Val 


Val 


Phe 


Ala 


Pro 


Glu Pro He Ala 


Leu 


Cys 


Phe 


Arg 


Gin 


Pro 


Ala 










85 




90 










95 




His 


Ala 


Leu 


Cys 


Ser 


Thr Ala Gly Val 


Ala 


Ala 


Ser 


Trp 


Gin 


Ala 


Thr 








100 




105 










110 






Pro 


Arg 


Ser 


Ala 


Pro 


Ala Ser Ser Leu 


Thr 


Ala 


Pro Gly 










115 






120 








125 









<210> 1951 

<211> 363 

<212> DNA 

<213> Homo sapiens 

<400> 1951 

cggccgccgc ctctccgctc ccgggccccc gccgccaccg cgccccccgc gggagatgga 
60 

acagcggaac cggctcggtg ccctcggata cctgccgcct ctgctgctgc atgccctgct 
120 

gctcttcgtg gccgacgctg cattcacaga agtccccaaa gatgtgacag tacgggaggg 
180 

agacgacatc gaaatgccct gcgcgttccg ggccagcgga gccacctcgt attcgctgga 
240 

gattcagtgg tggtacctca aggagccacc ccgggagctg ctgcacgagc tggcgctcag 
300 

cgtgccgggc gcccggagca aggtaacaaa taaggatgca actaaaatca gcaccgtacg 

360 

cgt 

363 

<210> 1952 

<211> 110 

<212> PRT 

<213> Homo sapiens 

<400> 1952 

Arg Pro Pro Pro Leu Arg Ser Arg Ala Pro Ala Ala Thr Ala Pro Pro 

15 10 15 

Ala Glv Asp Gly Thr Ala Glu Pro Ala Arg Cys Pro Arg He Pro Ala 

20 25 30 

Ala Ser Ala Ala Ala Cys Pro Ala Ala Leu Arg Gly Arg Arg Cys lie 

35 40 45 

His Arg Ser Pro Gin Arg Cys Asp Ser Thr Gly Gly Arg Arg His Arg 
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S5 60 



A sn Ala Leu Arg Val Pro Gly Gin Arg Ser His Leu Val Phe Ala Gly 
Asp Ser val Val Val Pro Gin Gly Ala Thr Pro Gly Ala Ala Ala Arg 
Ala Gly Ala Gin Arg Ala Gly Arg Pro Glu Gin Gly Asn Lys 

105 110 



<210> 1953 

<211> 329 

<212> DNA 

<213> Homo sapiens 



acgcgtcagc ctgagcccaa taactataaa agagrcgcaa ccatgactgt gctattgagt 
gagcgcagcc agattttccg gggtgccgat gcctacgcgg tgtcggacta cgtcaaccag 
catgtgggca gccactgcac tcgcctgcct cccaagggcc ggccacgggc gagtatcagc 
catcgcacct ttgccagcct ggacctgtgc cgcatcagct acggcgctcc ggtacgggtc 
acatcggtgg cgctggagac catctatcac ctgcagatcc tgttgagcgg gcattgccgc 



300 

tccagctccc gtggtgagga tgacgtggn 
329 

<210> 1954 
<211> 109 
<212> PRT 

<213> Homo sapiens 



Thr^rgTln Pro Glu Pro Asn Asn Tyr Lys Arg Val Ala Thr Met Thr 
val Leu Leu Ser Glu Arg Ser Gin lie Phe Arg Gly Ala Asp Ala Tyr 
Ala val Ser Asp Tyr Val Asn Gin "is Val Gly Ser His Cys lie Arg 
L eu Pro Pro Lys Gly Arg Pro Arg Ala Ser He Ser His Arg Thr Phe 
Ala Ser Leu Asp Leu Cys Arg He Ser Tyr Gly Ala Pro Val Arg Val 
Thr Ser Val Ala Leu llu Thr lie Tyr His Leu Gin He Leu Leu Ser 



85 90 



Gly His Cys Arg Ser Ser Ser Arg Gly Glu Asp Asp Val 

100 105 



<210> 1955 

<211> 41S 

<212> DNA 

<213> Homo sapiens 

<400> 1955 
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acgcgtggct 
60 

tggaatactg 
120 

ggaaagggcc 
180 

ccgccaaaca 

240 

aatggaaaac 
300 

aaaaaacttt 
360 

acgtcatgtg 
415 



cgacgaaaac 
ctgggggcgc 
acacaagccc 
agccatgaac 
atggatactc 
gctagacgag 
cggcaaaaca 



caagtacgag 
ttcacagaca 
gatagtgacc 
gcagcaaaac 
ccagtccaca 
caagacgata 
ccccaccacc 



acatgcccga 
acatcaaaca 
atcaacggat 
aattccactg 
acggcaccgt 
gcaatagcga 
aagacgacac 



caaggtacta 
cgctgtagct 
cattgtaggc 
gaacacccgg 
gtccgagttt 
gctgccggag 
catatcgtgg 



tcacacatgg 
gcccaatatt 
tatttcaaaa 
ctacaacaac 
ttcacccaac 
catctacaaa 
tgcac 



<210> 1956 

<211> 127 

<212> PRT 

<213> Homo sapiens 



<400> 1956 
Met Pro Asp Lys 
1 

Phe Thr Asp Asn 

20 

Pro His Lys Pro 
35 

Lys Thr Ala Lys 
50 

Thr Arg Leu Gin 
65 

Gly Thr Val Ser 

Gin Asp Asp Ser 

100 

Cys Gly Lys Thr 
115 



Val Leu Ser His 
5 

lie Lys Tyr Ala 

Asp Ser Asp His 

40 

Gin Ala Met Asn 
55 

Gin Gin Trp Lys 
70 

Glu Phe Phe Thr 
85 

Asn Ser Glu Leu 

Leu His His Gin 

120 



Met Val Glu Tyr 
10 

Val Ala Ala Gin 
25 

Gin Arg lie He 

Ala Ala Lys Gin 

60 

Thr Trp He Leu 
75 

Gin Gin Lys Thr 
90 

Pro Glu His Leu 
105 

Asp Asp Thr He 



Cys Trp Gly Arg 
15 

Tyr Trp Lys Gly 
30 

Val Gly Tyr Phe 
45 

Phe His Trp Asn 

Pro Val His Asn 

80 

Leu Leu Asp Glu 
95 

Gin Asn Val Met 

110 
Ser Trp Cys 
125 



<210> 1957 

<211> 526 

<212> DNA 

<213> Homo sapiens 



<400> 1957 
acgcgctccg 
60 

caggagctcc 
120 

gggaggaggc 
180 

agacctggca 
240 

ggtgactgcc 
300 



gagagatttt 
tccctgtgag 
ccgccggggc 
cagtgtggcg 
agcatgaacc 



cctaacctct 
gacaaagttc 
cgcagtgggc 
aaggtttcca 
gcagccgacc 



ctccgagctg 
cagagtcggg 
gaggggccct 
gtgcgatccc 
gagttctgcg 



ctgagccgat 
gtcacgggcc 
tggcgcgctc 
gagtcgaggg 
atcgggcttc 



cggtgaccac 
ttacttattg 
ctgggaggtc 
cgcatttcgc 
tccgcagagt 
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ggggaccctg 
360 

cctgggccgc 

420 

ctgccccagg 

480 

gtcctgctcc 
526 



gggaaggcgc 
ctgcccgggc 
cgggagagag 
cccaaccccc 



caacttctct 
cgcactgggc 
gccttggccc 
gccccatggc 



cctctgccca 
ggcctccatc 
nncgagggac 
acggggctga 



cctcactccc 
gtcccttccc 
cagctgcagc 
accggt 



cgcgggcgtc 
tctacctgca 
gggcagcggg 



<210> 1958 
<211> 175 
<212> PRT 

<213> Homo sapiens 



<400> 1958 
Thr Arg Ser 
1 

lie Gly Asp 

Arg Gly His 
3 5 

val Gly Glu 
50 

Val Trp Arg 
65 

Gly Asp Cys 



Gly Glu He 
5 

His Gin Glu 
20 

Gly Pro Tyr 



Phe Leu 
Leu Leu 



Leu Leu 
40 

Gly Pro Leu Ala Arg 

55 

Val Arg 



Arg Phe Pro 

70 

Gin His Glu 
85 

Ser Pro Gin Ser Gly Asp 

100 

Pro Thr Ser Leu Pro Ala 
115 

Leu Gly Gly Leu His Arg 
130 

Gly Glu Arg Pro Trp Pro 
145 ISO 
Val Leu Leu Pro Gin Pro 

165 



Pro Gin 
Pro Gly 
Gly val 

120 
Pro Phe 
135 

Xaa Glu 
Pro Pro 



Thr Ser Leu Arg 
10 

Pro Val Arg Thr 
25 

Gly Arg Arg Pro 

Ser Trp Glu Val 

60 

Ser Arg Val Glu 
75 

Pro Thr Glu Phe 
90 

Glu Gly Ala Asn 
105 

Pro Gly Pro Pro 



Pro Leu Pro Ala 

140 

Gly Pro Ala Ala 
155 

His Gly Thr Gly 

170 



Ala Ala Glu Pro 
15 

Lys Phe Gin Ser 
30 

Ala Gly Ala Ala 

45 

Arg Pro Gly Thr 

Gly Ala Phe Arg 

80 

Cys Asp Arg Ala 
95 

Phe Ser Pro Leu 
110 

Ala Arg Ala Ala 

125 

Leu Pro Gin Ala 



Ala Gly Ser Gly 

160 

Leu Asn Arg 
175 



<210> 1959 
<211> 378 
<212> DNA 

<213> Homo sapiens 



<400> 1959 
gtgcaccgga 

60 

cgtcagaagg 
120 

acggctggga 
180 

tgtattttcc 
240 

aggctccttt 

300 



cggcccctcc 
atcagggcgc 
ggagaccttg 
ggcatgagtg 
gaccacctga 



aacggatcat 
ttgtcgtcgt 
tccccgtcgg 
aagaaccagt 
catgtgtcat 



gcgacggccc 
cagacttcag 
tcttggcgcc 
gggcatgctg 
cagcgaggaa 



agcggaaggc 
gacatcccac 
gacaacaaca 
atgacccttg 
ggtgccgagt 



ccacccgagt 
gacatggtga 
ccgctcatgg 
atcggcagtg 
ttggcgttct 
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cgtctgcctc gggtgaattg ccgaggaggt acatcttgcc tggacccgta atcgcggtga 
360 

agtcgacgcg caacgcgt 
378 



<210> 1960 

<211> 111 

<212> PRT. 

<213> Homo sapiens 



<400> 1960 
Met Tyx Leu 
1 

Gly Thr Phe 

Leu Pro lie 
35 

Gly Lys Tyr 
50 

Asp Lys Val 
65 

Ser Asp Asp 



Leu 

Leu 

20 

Lys 

Thr 

Ser 

Asp 



Ser Ala Gly Pro 

100 



Gly Asn Ser 
5 

Ala Asp Asp 

Gly His Gin 

Met Ser Gly 
55 

Ser Gin Pro 
70 

Lys Arg Pro 
85 

Ser His Asp 



Pro Glu 

Thr Tyr 
25 

His Ala 
40 

Val val 

Phe Thr 

Asp Pro 

Pro Leu 
105 



Ala Asp Glu 
10 

Gin Val Val 

His Trp Phe 

Val Gly Ala 
60 

Met Ser Trp 
75 

Ser Asp Asp 
90 

Glu Glu Pro 



Asn Ala Lys Leu 
15 

Lys Gly Ala Ser 
30 

Phe Thr His Ala 
45 

Lys Thr Asp Gly 

Asp Val Leu Lys 

80 

Ser Gly Glu Pro 
95 

Ser Gly Ala 
110 



<210> 1961 

<211> 384 

<212> DNA 

<213> Homo sapiens 



<400> 1961 
ggatccaccc 
60 

tccaacctgg 
120 

aggctagagg 
180 

gagaagacga 
240 

ctgaactccc 
300 

accctctcag 
360 

acagagcagg 
384 



cggaaaccgg 
tcactgtgtt 
acgtgcatca 
atgtcgggga 
tgaagaacaa 
gatcggggac 
cctatgtggc 



caggatgaag 
tgagaatagc 
ccgccctgag 
ggccgtgggg 
gctgtccagc 
gcaggagcca 
gcgc 



ggggcaagtg 
aggaccccag 
tgcaggcctc 
tctgagccca 
gaagcctgga 
gagaagaaga 



aggagaagct 
aagcagcacc 
ccgagtcccc 
ggacagtcag 
ggaaatcttg 
tcgtccagga 



ggcatctgtg 
cagaggccag 
aggaccacgg 
caggaggtac 
ccagcctgtg 
gctgctggag 



<210> 1962 
<211> 128 
<212> PRT 

<213> Homo sapiens 
<400> 1962 

Gly Ser Thr Pro Glu Thr Gly Arg Met Lys Gly Ala Ser Glu Glu Lys 



1483 



O0S8473A2 I > 



WO 00/58473 PCT/USOO/08621 



1 

Leu Ala Ser Val 

20 

Pro Glu Ala Ala 
35 

Pro Glu Cys Arg 
50 

Val Gly Glu Ala 
65 

Leu Asn Ser Leu 

Cys Gin Pro Val 

100 

Lys lie Val Gin 
115 



5 

Ser Asn Leu Val 

Pro Arg Gly Gin 

40 

Pro Pro Glu Ser 
55 

Val Gly Ser Glu 
70 

Lys Asn Lys Leu 
85 

Thr Leu Ser Gly 

Glu Leu Leu Glu 

120 



10 

Thr Val Phe Glu 
25 

Arg Leu Glu Asp 

Pro Gly Pro Arg 

60 

Pro Arg Thr Val 
75 

Ser Ser Glu Ala 
90 

Ser Gly Thr Gin 
105 

Thr Glu Gin Ala 



15 

Asn Ser Arg Thr 
30 

Val His His' Arg 
45 

Glu Lys Thr Asn 

Ser Arg Arg Tyr 

80 

Trp Arg Lys Ser 
95 

Glu Pro Glu Lys 
110 

Tyr Val Ala Arg 
125 



<210> 1963 

<211> 323 

<212> DNA 

<213> Homo sapiens 



<400> 1963 
nnncccttcc 
60 

ggcatgaaac 
120 

cacagctgcc 
180 

cgaccactca 
240 

tccctggcca 
300 

cttctttctt 
323 



taccctccca 
acccacctgg 
tggctcttcg 
ggcatgcatc 
ttattxttct 
cttttttctc 



tactccccac 
cctctctccc 
gcgtcagtcc 
tcgcgggccc 
tcatctgggc 
ttt 



ccctcttcct 
tctgttttgc 
accaccttct 
ccttcagacc 
tgggcccgga 



ccccctgtgc 
cccttctgtc 
gcagctctcc 
tctcggggtc 
ggggcgttcc 



tgagcttgca 
gtctctctcc 
ctcaccctgg 
atcttcccct 
cccccttcct 



<210> 1964 

<211> 107 

<212> PRT 

<213> Homo sapiens 



<400> 1964 
Xaa Pro Phe Leu 
1 

Ala Glu Leu Ala 

20 

Leu Pro Leu Leu 
35 

Gin Ser Thr Thr 
50 

His Ala Ser Arg 
65 

Ser Leu Ala He 
Pro Pro Leu Pro 



Pro Ser His Thr 
5 

Gly Met Lys His 

Ser Ser Leu Ser 

40 

Phe Cys Ser Ser 
55 

Gly Pro Pro Ser 
70 

He Phe Leu His 
85 

Leu Leu Ser Phe 



Pro His Pro Ser 
10 

Pro Pro Gly Leu 
25 

His Ser Cys Leu 

Pro Ser Pro Trp 

60 

Asp Leu Ser Gly 
75 

Leu Gly Trp Ala 
90 

Phe Phe Ser 



Ser Ser Pro Cys 
15 

Ser Pro Ser Val 
30 

Ala Leu Arg Arg 
45 

Arg Pro Leu Arg 

Ser Ser Ser Pro 

80 

Arg Arg Gly Val 
95 
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100 

<210> 1965 

<211> 1416 

<212> DNA 

<213> Homo sapiens 

<400> 1965 

cggctggggc aggagctgga 
60 

agcaccctgg agaagaagca 
120 

gtacttcggg cagtggagga 
180 

cgggccctgt cactgacacg 
240 

cggcagaacc gggccctgcg 
300 

ggcaagagcg tgcatgagct 
360 

ctgcgagcac aggtgacaga 
420 

cgtctggagg tgactgtgca 
480 

gatgaggctg gtgaagagag 
540 

gagcgggatg aggagcggaa 
600 

ggagagctgg aggagctgaa 
660 

gtgaagcagc ttcgcaagat 
720 

acacgcacct cccgggagga 
780 

ggcctggagg ctgaggtgct 

840 

cggcaggccc agcaggaccg 
900 

aaggcagcca ttctggagga 
960 

gagctggagg aggagcagac 
1020 

ctgcaggtag agtcactgac 
108 0 

gagagcgggc ggcagcagct 
1140 

gaggatgctg gggcccgtgc 
1200 

gcccaggctg aggagcagct 
1260 

gtgcccaaaa gtaagaagcg 
1320 

gtggctgacc agctccggga 
1380 



105 



cgacgccacc atggacctgg 
gcgcaagttt gaccagcttc 
acgtgagcgg gccgaggcag 
ggcactggag gaggagcagg 
ggctgagctg gaggcactgc 
ggaacgagcc tgccgggtag 
actggaggat gagctgacag 
ggctctcaag actcagcatg 
gcggaggcag ctggccaagc 
gcagcgcact ctggccgtgg 
ggctcagatg gcctctgccg 
gcaggcccag atgaaggagc 
gatcctctcc cagaatcggg 
gcggctgcag gaggaactgg 
ggatgagatg gcagatgagg 
gaagcgtcag ctggaggggc 
anactcagag ctgctcaatg 
cacagagctg tcagctgagc 
ggaacggcag atccaggagc 
ccgccacaag atgaccattg 
agagcaagag accagagagc 
gtttaaagag gtggtgctcc 
ccagctggag aagggaaacc 



agcagcagcg gcagcttgtg 
tggcagagga gaaggcagct 
agggccggga gcgtgaggct 
aggcacgtga ggagctggag 
tgagcagcaa ggacgacgtc 
cagaacaggc agccaatgat 
cggccgagga tgccaagctg 
agcgtgacct gcagggccgt 
agctgagaga tgcagaggtg 
ctgcccgcaa gaagctggag 
gccagggcaa ggaggaggcg 
tatggcggga ggtggaggag 
aaagtgaaaa gcgcctcaag 
ccgcctcgga ccgtgctcgg 
cggccaatgg taaccttagc 
gcctggggca gttggaggaa 
accgctaccg caagctgctc 
gcagtttctc agccaaggca 
tacggggacg cctgggtgag 
ctgcccttga gtctaagttg 
gcatcctctc tggaaagctg 
aggtggagga ggagcggagg 
ttcgagtcaa gcagctgaag 
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cggcagctgg aggaggccga ggaggaggca tcccgg 
1416 

<210> 1966 
<211> 472 
<212> PRT 

<213> Homo sapiens 



Arg Leu Gly Gin olu Leu Asp Asp Ala Thr Met Asp Leu Glu Gin Gin 

Arg Gin Leu VI Ser Thr Leu Glu Lys Lys Gin Arg Lys Phe Asp Gin 

25 

Leu Leu Ala Glu Glu Lys Ala Ala Val Leu Arg Ala VI Glu Glu Arg 
Glu Arg "a Glu Ala Glu Gly Arg Glu Arg Glu Ala Arg Ala Leu Ser 
Leu Thr Arg Ala Leu Glu Glu Glu Gin Glu Ala Arg Glu Glu Leu Glu 
Arg Gin Asn Arg Ala Leu Arg Ala Glu Leu Glu Ala Leu Leu Ser Ser 
Lys Asp Asp VI Gly Lys Ser VI His Glu Leu Glu Arg Ala Cys Arg 

100 105 k " 

val Ala Glu Gin Ala Ala Asn Asp Leu Arg Ala Gin Val Thr Glu Leu 

15 120 125 

Glu Asp Glu Leu Thr Ala Ala Glu Asp Ala Lys Leu Arg Leu Glu Val 

135 140 
Thr val Gin Ala Leu Lys Thr Gin His Glu Arg Asp Leu Gin Gly Arg 

150 155 



Asp Glu Ala Gly Glu Glu Arg Arg Arg Gin Leu Ala Lys Gin Leu Arg 

Asp Ala Glu Val Oil Arg Asp Glu Glu Arg Lys Gin Arg Thr Leu Ala 

q 185 

val Ala Ala Arg Lys Lys Leu Glu Gly Glu Leu Glu Glu Leu Lys Ala 

200 20b 

Gin Met Ala Ser Ala Gly Gin Gly Lys Glu Glu Ala val Lys Gin Leu 
Arg Lys Met Gin Ala Gin Met Lys Glu Leu Trp Arg Glu Val Glu Glu 
Thr Arg Thr Ser Arg III Glu lie Phe Ser Gin Asn Arg Glu Ser Glu 
Lys Arg Leu Lys ITy Leu Glu Ala Glu Val Leu Arg Leu Gin Glu Glu 
Leu Ala Ala III Asp Arg Ala Arg Arg Gin Ala Gin Gin Asp Arg Asp 

«7 280 28b 

Glu Met Ala Asp Glu Val Ala Asn Gly Asn Leu Ser Lys Ala Ala lie 
Leu III Glu Lys Arg Gin Leu Glu Gly Arg Leu Gly Gin Leu Glu Glu 
III Leu Glu Glu Glu III Thr Xaa Ser Glu Leu Leu Asn Asp Arg Tyr 
Arg L ys Leu Leu III Gin Val Glu Ser III Thr Thr Glu Leu Ser Ala 
Glu Arg Ser Phe Ser Ala Lys Ala III Ser Gly Arg Gin Gin Leu Glu 
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355 360 365 

Arg Gin He Gin Glu Leu Arg Gly Arg Leu Gly Glu Glu Asp Ala Gly 

370 375 380 

Ala Arg Ala Arg His Lys Met Thr He Ala Ala Leu Glu Ser Lys Leu 
385 390 395 400 

Ala Gin Ala Glu Glu Gin Leu Glu Gin Glu Thr Arg Glu Arg He Leu 

405 410 415 

Ser Gly Lys Leu Val Pro Lys Ser Lys Lys Arg Phe Lys Glu Val Val 

420 425 430 

Leu Gin Val Glu Glu Glu Arg Arg Val Ala Asp Gin Leu Arg Asp Gin 

435 440 445 

Leu Glu Lys Gly Asn Leu Arg Val Lys Gin Leu Lys Arg Gin Leu Glu 

450 455 460 

Glu Ala Glu Glu Glu Ala Ser Arg 
465 470 



<210> 1967 

<211> 401 

<212> DNA 

<213> Homo sapiens 



<400> 1967 
aaatttgaat 
60 

ccgacgcgcc 
120 

tgcatcacat 
180 

ttgcaccaga 
240 

tagtggactg 
300 

gttatcaccg 
360 

caaacggccg 

401 



cctggaaagc 
taatttggat 
ctcgcggcca 
tcctctgtgg 
taccggatct 
ataccaccgg 
gggttttcat 



tgatctcgat 
cgtgcagtaa 
gtcagctccc 
ggcgtcgggt 
catttggctg 
cattctcttg 
gcgctcgaga 



aagtcgtttg 
gagcttctcc 
ctgggcttgc 
gtggctgggc 
accggaccgc 
ggtggcatga 
agctgatgct 



tcgagctgtt 
attcctcggc 
actcgtcgga 
attccagtcg 
cttagatagg 
acgcctcatc 

g 



tgcggcgttg 
gccaaaggga 
gatgctggcc 
gcagcttggt 
gcgcttcgca 
tctagatatg 



<210> 1968 

<211> 94 

<212> PRT 

<213> Homo sapiens 



<400> 1968 

Met His His lie Ser Arg Pro Val 

1 5 
Gly Asp Ala Gly Leu Ala Pro Asp 

20 

Trp Ala Phe Gin Ser Ala Ala Trp 

35 40 
Leu Ala Asp Arg Thr Ala Leu Asp 

50 55 
Tyr His Arg His Ser Leu Gly Trp 
65 70 
Ala Asn Gly Arg Gly Phe His Ala 



Ser Ser Pro Gly Leu Ala Leu Val 

10 15 
Pro Leu Trp Gly Val Gly Cys Gly 
25 30 
Leu Val Asp Cys Thr Gly Ser His 

45 

Arg Ala Leu Arg Ser Tyr His Arg 

60 

His Glu Arg Leu He Ser Arg' Tyr 

75 80 
Leu Glu Lys Leu Met Leu 
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85 

<210> 1969 

<211> 464 

<212> DNA 

<213> Homo sapiens 



90 



nncatcgacg cgcactggac tcatctgggt gacggcccac agatggacac tctgcgcgag 
gaggtcgccg ttcaccgcgt cacggatgct gtcaccctgc tcggtcacgt cgccaacacc 
caggtcatgg cgacccagcg tgatctcaaa ccgtcagtat tcgtcaacct: ctcctcctcg 
gaaggacttc ctgtatcaat gatggaggtt gcttccctcg gtatccccat tatcgcgact 
ggcgtcggcg gagtaggaga aatcgtctcg tctgacaacg ggcatctatt gcctgccgag 
ttcaccgaca cccaggcatc tgacgcgtta gtgcagctgg cacgtctgtc tgaggacgag 
Jaccagcagg tgtgtcaggc ctcccgccag gtgtgggaag aaaagttccg cgcctctgtc 



420 



gtctaccccg aattctgtcg cgagtgctgg ggcgacgctg atca 

464 



<210> 1970 
<211> 154 
<212> PRT 

<213> Homo sapiens 



Xaa lie Asp Ala His Trp Thr His Leu Gly Asp Gly Pro Gin Met Asp 

5 10 153 

Thr Leu Arg Glu Glu Val Ala Val His Arg Val Thr Asp Ala Val Thr 

Leu Leu Gly Val Ala Asn Thr Gin Val Met Ala Thr Gin Arg Asp 

Leu Lys Pro Ser Val Phe Val Asn Leu Ser Ser Ser Glu Gly Leu Pro 

50 55 60 

Val Ser Met Met Glu Val Ala Ser Leu Gly He Pro He He Ala Thr 

65 70 75 

Gly val Gly Gly Val Gly Glu lie Val Ser Ser Asp Asn Gly His Leu 

85 90 
Leu Pro Ala Glu Phe Thr Asp Thr Gin Ala Ser Asp Ala Leu Val Gin 

Leu Ala Arg Leu Ser Glu Asp Glu Tyr Gin Gin Val Cys Gin Ala Ser 

Arg Gin Val Trp Glu Glu Lys Phe Arg Ala Ser Val Val Tyr Pro Glu 



130 



135 140 



Phe Cys Arg Glu Cys Trp Gly Asp Ala Asp 
145 ISO 

<210> 1971 
<211> 520 
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<212> DNA 

<213> Homo sapiens 
<400> 1971 

accggttgta ggtgtacaaa cactgctgac atcagccagc tcctgagtgt caggagagac 
60 

acagaagtac tcaggttgtt tgtgtgttga ccgagagaac agctcagatt gaggaacgag 
120 

acagacgacg acaaaaacaa ttagagcatc agttgataca atacaaatgg aatataatgc 
180 

atctaacatt tcaaattcaa gacatgattc tgatgaaatc agtggtaaaa tgaatacata 
240 

tatgaattct acgacttcta agaaggatac tggtgtgcaa acagatgact taaatatagg 

300 

aatattcacc aatgcagaat cacattgtgg atcattaatg gagagggaca tcacaaattg 
360 

ttcatctcct gagatttcgg cagaacttat tggacagttt agcaccaaga aaaacaagca 
420 

agaactaact caggataaag gagccagctt agaaaaagaa aacaatcggt gtaatgacca 

480 

gtgtaatcag ttcacaagaa ttgagaaaca aacaaaacag 
520 

<210> 1972 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 1972 



Met 


Glu 


Tyr 


Asn 


Ala 


Ser 


Asn 


He 


Ser 


Asn 


Ser 


Arg 


His 


Asp 


Ser 


Asp 


1 








5 










10 










15 




Glu 


He 


Ser 


Gly 


Lys 


Met 


Asn 


Thr 


Tyr 


Met 


Asn 


Ser 


Thr 


Thr 


Ser 


Lys 








20 










25 










30 






Lys 


Asp 


Thr 


Gly 


Val 


Gin 


Thr 


Asp 


Asp 


Leu 


Asn 


He 


Gly 


He 


Phe 


Thr 






35 










40 










45 








Asn 


Ala 


Glu 


Ser 


His 


Cys 


Gly 


Ser 


Leu 


Met 


Glu 


Arg 


Asp 


He 


Thr 


Asn 




50 










55 










60 










Cys 


Ser 


Ser 


Pro 


Glu 


He 


Ser 


Ala 


Glu 


Leu 


He 


Gly 


Gin 


Phe 


Ser 


Thr 


65 










70 










75 










80 


Lys 


Lys 


Asn 


Lys 


Gin 


Glu 


Leu 


Thr 


Gin 


Asp 


Lys 


Gly 


Ala 


Ser 


Leu 


Glu 










85 










90 










95 




Lys 


Glu 


Asn 


Asn 


Arg 


Cys 


Asn 


Asp 


Gin 


Cys 


Asn 


Gin 


Phe 


Thr 


Arg 


He 








100 










105 










110 






Glu 


Lys 


Gin 


Thr 


Lys 


Gin 























115 



<210> 1973 

<211> 331 

<212> DNA 

<213> Homo sapiens 

<400> 1973 

acgcgtacct atgcccagcg catggcggat cagttgaccg cggcactagg cagctactta 
60 
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tccgcaggcc aaaagaaatc ggacggcctc ggatccttct tcgtggccac tacccttgaa 



120 



gagctacaag cgacgaacag cgatactcgc ttcaccacga gcgtgggaat cgacctatcc 



cccgctcgat ctttctccgc ctgggcgctg cgcggaacga ctttttccgc gccgtcgatg 
acaaaggctc cccgctcgag ctcggccgca ccaagcgcac cgcgtcgctg tggcaaaagc 

300 

tggcgctcgc cgccagtgaa atcgtgtgca c 
331 

<210> 1974 
<211> 103 
<212> PRT 

<213> Homo sapiens 

<400> 1974 

Met Ala Asp Gin Leu Thr Ala Ala Leu .Gly Ser Tyr Leu Ser Ala Gly 

1 5 10 15 

Gin Lys Lys Ser Asp Gly Leu Gly Ser Phe Phe Val Ala Thr Thr Leu 

20 * 25 30 

Glu Glu Leu Gin Ala Met Asn Ser Asp Thr Arg Phe Thr Thr Ser Val 

35 40 45 

Gly He Asp Leu Ser Pro Ala Arg Ser Phe Ser Ala Trp Ala Leu Arg 

50 55 60 

Glv Thr Thr Phe Ser Ala Pro Ser Met Thr Lys Ala Ser Arg Ser Ser 

65 70 75 80 

Ser Ala Ala Pro Ser Ala Pro Arg Arg Cys Gly Lys Ser Trp Arg Ser 

85 90 95 

Pro Pro Val Lys Ser Cys Ala 

100 

<210> 1975 
<211> 370 
<212> DNA 

<213> Homo sapiens 
<400> 1975 

acgcgtcggg ccaatcgctc gtggagctgc aaaccgcgct gcaagcccgc gacgagcaac 

gtctgacggc ttggaccgat gcgctgggtg caatgggcgc caagctgagc caggcgtggg 

igaaggcggg tgccgacacg gcgagccgtc agcaggagat ttgcgatgcg ctggcgcaga 

ctgcgcgcga catctcttcg caaacacagg cccacgccaa caacacgatc gccgagattt 
240 

ctcgactggt gcaggccgcc tcggaggcgc caaaggctgc tgccgaagtg gttgccgagc 
300 

tgcgccagaa gctgtccgac agcatggtcc gcgacacggg cgatgctgga agaacgcacg 
360 

cgcatgctgg 
370 

<210> 1976 
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<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 1976 

Met Arg Val Arg Ser Ser Ser lie Ala Arg Val Ala Asp His Ala Val 

15 10 15 

Gly Gin Leu Leu Ala Gin Leu Gly Asn His Phe Gly Ser Ser Leu Trp 

20 25 30 

Arg Leu Arg Gly Gly Leu His Gin Ser Arg Asn Leu Gly Asp Arg Val 

35 40 45 

Val Gly Val Gly Leu Cys Leu Arg Arg Asp Val Ala Arg Ser Leu Arg 

50 55 60 

Gin Arg lie Ala Asn Leu Leu Leu Thr Ala Arg Arg Val Gly Thr Arg 
65 70 75 80 

Leu Leu Pro Arg Leu Ala Gin Leu Gly Ala His Cys Thr Gin Arg lie 

85 90 95 

Gly Pro Ser Arg Gin Thr Leu Leu Val Ala Gly Leu Gin Arg Gly Leu 

100 105 110 

Gin Leu His Glu Arg Leu Ala Arg Arg 
115 120 

<210> 1977 

<211> 551 

<212> DNA 

<213> Homo sapiens 

<400> 1977 

ccgcgggcag gtggcatgtg ggctgagccc cgaagaaagt caaaagataa ggaagaggac 
60 

aggtttctag gaagaagttg gctgagcagg agttgggcag gttaagagct gggtgagggg 
120 

agagaggaga caggcagcca ggctgttaca cagggaggag cacaggaggt gcacgggagg 
180 

agccaagcgg gagggcaggc aatggccagg ttggaagatc tgcacctccc tggttactgg 
240 

aggaatgaaa ctggttggac tgactgcagg gagaggctcc agttgaaaca tgagagaagt 
300 

actggacgaa aaaggtgcca caactgagac cagaaggcag attcctgaac tggtggggtg 
360 

ccaaggatgc atatcaaaga ctgctggaac atgtgggtat caagattgaa gacagtgaag 
420 

gttaaaacgg cctgatccaa agctggaggg ggggtggagt gactggtgac tgctcttccc 
480 

acggacaggc attcaggcaa gctttcaaac tgagctccaa atcctgctct gggttctaag 
540 

cagacccatg a 
551 

<210> 1978 

<211> 101 

<212> PRT 

<213> Homo sapiens 
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Met°Hii 9 pro Trp His Pro Thr Ser Ser Gly He Cys Leu Leu Val Ser 

5 10 15 

val val Ala Pro Phe Ser Ser Ser Thr Ser Leu Met Phe Gin Leu Glu 



25 30 



Pro Leu Pro Ala Val Ser Pro Thr Ser Phe He Pro Pro Val Thr Ar 3 

35 40 45 

Glu val Gin lie Phe Gin Pro Gly His Cys Leu Pro Ser Arg Leu Ala 

55 60 
Pro Pro val His Leu Leu Cys Ser Ser Leu Cys Asn Ser Leu Ala Ala 



70 75 
65 70 



80 

Cys Leu Leu Ser Pro Leu Thr Gin Leu Leu Thr Cys Pro Thr Pro Ala 

85 90 95 

Gin Pro Thr Ser Ser 

100 

<210> 1979 
<211> 5530 
<212> DNA 

<213> Homo sapiens 



n«cgactca atcctgcaag caagcgtgtg tgtgtcccca tcccccgccc cgttaacttc 
atagcaaata acaaataccc ataaagtccc agtcgcgcag cccctccccg cgggcagcgc 
ictatgctgc tcgggtgggc gtccctgctg ctgtgcgcgt tccgcctgcc cctggccgcg 
gtcggccccg ccgcgacacc tgcccaggat aaagccgggc agcctccgac tgctgcagca 
gccgcccagc cccgccggcg gcagggggag gaggtgcagg agcgagccga gcctcccggc 
cacccgcacc ccctggcgca gcggcgcagg agcaaggggc tggtgcagaa catcgaccaa 
ctctactccg gcggcggcaa ggtgggctac ctcgtctacg cgggcggccg gaggttcctc 
ttggacctgg agcgagatgg ttcggcgggc atcgctggct tcgtgcccgc aggaggcggg 
Icgagtgcgc cctggcgcca ccggagccac tgcttctacc ggggcacagt ggacgctagt 
ccccgctctc tggctgtctt cgacctctgt gggggtcccg acggcttctt cgcggtcaag 
cacgcgcgct acaccctaaa gccactgctg cgcggaccct gggcggagga agaaaagggg 
cgcgtgtacg gggatgggtc cgcacggatc ctgcacgtct acacccgcag ggcttcagct 
tcgaggccct gccgccgcgc gccagctgcg aaacccccgc gtccacaccg gaggcccacg 
Igcacgctcc ggcgcacagc aacccgagcg gacgcgcagc acgcctcgca gctcttggac 
cagtccgctc tctcgcccgc tgggggctca ggaccgcaga cgtggtggcg gcggcggcgc 
cgctccatct cccgggcccg ccaggtggag ctgcttctgg tggctgacgc gtccatggcg 
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cggttgtatg gccggggcct gcagcattac ctgctgaccc tggcctccat cgccaatagg 
1020 

ctgtacagcc atgctagcat cgagaaccac atccgcctgg ccgtggtgaa ggtggtggtg 
1080 

ctaggcgaca aggacaagag cctggaagtg agcaagaacg ctgccaccac actcaagaac 
1140 

ttttgcaagt ggcagcacca acacaaccag ctgggagatg accatgagga gcactacgat 

1200 

gcagctatcc tgtttactcg ggaggatcta tgtgggcatc attcatgtga caccctggga 
1260 

atggcagacg ttgggaccat atgttctcca gagcgcagct gtgctgtgat tgaagacgat 
1320 

ggcctccacg cagccttcac tgtggctcac gaaatcggac atttacttgg cctctcccat 
1380 

gacgattcca aattctgtga agagaccttt ggttccacag aagataagcg cttaatgtct 
1440 

tccatcctta ccagcattga tgcatctaag ccctggtcca aatgcacttc agccaccatc 
1500 

acagaattcc tggatgatgg ccatggtaac tgtttgctgg acctaccacg aaagcagatc 
1560 

ctgggccccg aagaactccc aggacagacc cacgatgcca cccagcagtg caacctgaca 
1620 

ttcgggcctg agtactccgt gtgtcccggc atggatgtct gtgctcgcct gtggtgtgct 
1680 

gtggtacgcc agggccagat ggtctgtctg accaagaagc tgcctgcggt ggaagggacg 

1740 

ccttgtggaa aggggagaat ctgcctgcag ggcaaatgtg tggacaaaac caagaaaaaa 
1800 

tattattcaa cgtcaagcca tggcaactgg ggatcttggg gatcctgggg ccagtgttct 
1860 

cgctcatgtg gaggaggagt gcagtttgcc tatcgtcact gtaataaccc tgctcccaga 
1920 

aacaacggac gctactgcac agggaagagg gccatctacc actcctgcag tctcatgccc 
1980 

tgcccaccca atggtaaatc atttcgtcat gaacagtgtg aggccaaaaa tggctatcag 
2040 

tctgacgcaa aaggagtcaa aacttttgtg gaatgggttc ccaaatatgc aggtgtcctg 
2100 

ccagcggatg Cgtgcaagct gacctgcaga gccaagggca ctggctacta tgtggtattt 
2160 

tctccaaagg tgaccgatgg cactgaatgt aggccgtaca gtaattccgt ctgcgtccgg 
2220 

gggaagtgtg tgagaaccgg ctgtgacggc atcattggct caaagctgca gtatgacaag 
2280 

tgcggagtat gtggaggaga caactccagc tgtacaaaga ttgttggaac ctttaataag 
2340 

aaaagcaagg gttacactga cgtggtgagg attcctgaag gggcaaccca cataaaagtt 
2400 

cgacagctca aagccaaaga ccagactaga ttcactgcct atttagccct gaaaaagaaa 
2460 

aacggtgagt accttatcaa tggaaagtac atgatctcca cttcagagac tatcatcgac 
2520 

accaatggaa cagtcatgaa ctatagcggt tggagccaca gggatgacct cctgcatggc 
2580 
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atgggctact 
2640 

aaaccattag 
2700 

tctgtcacta 
2760 

acgggcccat 
2820 

cagtgccagg 
2880 

gcgtttaagc 
2940 

ataactggag 
3000 

gaaagtcatg 
3060 

tgtgaccaaa 
3120 

aacttgggag 
3180 

ggggacattt 
3240 

tttaatggta 
3300 

aaatacattc 
3360 

atatttctat 
3420 

gtttccagaa 
3480 

agatgtagta 
3540 

gcaagtatcc 
3600 

atacatacac 
3660 

gccaaattaa 
3720 

actcaagagt 
3780 

ttcactgtgt 
3840 

atatctcaca 
3900 

acattcaaca 
3960 

tttgttttgt 

4020 

ttagaaacat 
4080 

tgtggttaat 

4140 

atttctcaat 
4200 



ccgccacgaa 
atgtccgtta 
gtcatggcag 
ggctcgcctg 
atggaaaccg 
aatgcttgtt 
gattcagcac 
cttcagtgac 
agaggatgtg 
ttattgaaca 
gaagatggca 
tcataatcat 
tcccttggta 
aaaaaaagtg 
agagctgtgg 
tattttctga 
tctgagaaat 
gggttcattt 
cgcataattt 
ctaaaaacta 
tttcaattta 
atgtatgata 
ctggtatacc 
tcaagggttc 
taaagatcac 
gccaaaaagt 
ttaaaaaatc 



ggaaattcta 
tagctttttt 
caataaagtg 
ctctaggacc 
gaagttagca 
gaagaaatgt 
cgatgcagtc 
attgtcaaca 
cactgcttca 
tcccctgggc 
gaactgtccc 
tttcacccac 
tgtcacttta 
tttgaccaaa 
atattttact 
ctacaggaga 
tttgaaaagt 
acttaaacct 
cagatgtaga 
gtttccttgt 
tattttcaca 
tacgtacaaa 
tcctaccagc 
agtaagacct 
ttggtagtta 
ggttaatatt 
taagtatatt 



atagtgcaga 
gttcccaaga 
ggatcacaca 
cgcgacacag 
aaaggatgtc 
tagcctgtgg 
gtggtgaaca 
ggagtccaat 
cgtgacagtg 
ttacaagaaa 
ccccttgtca 
aatacacagt 
tatcccctgg 
gtaggtctgc 
ggaaattaag 
taaaatttca 
aaatagatct 
ttgactgcct 
agtagggttt 
gttggaaatt 
actactttct 
acacacagca 
aagcctttaa 
acaatgtttt 
gccacattga 
aataagactg 
cctattgtac 



ttcttgcaac 
agtccactcc 
cttcgcagcc 
gttggcacac 
ctctctccca 
ttatgatctt 
ggaggtctac 
tatgggcaga 
gtgaccttgc 
cactgatgaa 
cctacctctg 
agcttcttct 
ttctattaaa 
agctatttca 
aacttgctgc 
gtcaaaaaac 
cagtgtatct 
gtattttttt 
gcgtgtgtgc 
taaaaggaaa 
ctctccagag 
agttttctat 
aatgcatttg 
gtatttcttg 
gaagtggtta 
tttccacacc 
taaatatttt 



agaccccact 
aaaagtaaac 
gcagtgggtc 
cagaacggtg 
aaggccttct 
atgcacaaag 
ctaacgcaca 
atctgctctc 
aatatagaaa 
tgtaaaatca 
atagaatgtc 
tactgtttgt 
atatccatat 
acttccttcc 
tgttttaata 
cattttgaca 
agtcacttaa 
caggtagcta 
gtgtgatcat 
aaaatcgtac 
ctttcatctg 
catgtccaac 
tgtttgctta 
acttatttta 
tcattgttaa 
ataggcaata 
tcccaactgg 
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aaagcacttg atcgtacccg taagtgtttg agtgatgaca tgtgatgatt ttcagaaagt 
4260 

tgttgttttt gcctccacag cctgtttaag taggttgtaa gtttgaatag ttagacatgg 
4320 

aaattatttt ataagcacac acctaaagat atctttttag atgataaaat gtacaccccc 
4380 

ccatcaccaa cctcacaact tagaaaatct aagttgtttg atttcattgg gacttctttt 

4440 

gttgtgaaac actgcaaagc caatttttct ttataaaaat tcatagtaat cctgccaaat 
4500 

gtgcctattg ttaaagattt gcatgtgaag atcttaggga accactgttt gagttctaca 

4560 

agctcatgag agtttatttt tattataaga tgtttttaat gtaaaagaat tatgtaactg 
4620 

atcactatat tacatcattt cagtgggcca ggaaaataga tgtcttgctg ctttcagtat 
4680 

ttccttaaga aactgctctt aaaacaaata attgttttac aaaaccaata attatccttt 
4740 

gaattttcat agactgactt tgctttcgac gtagaaattt ttttttctta ataaattatc 

4800 

actttgagaa atgaggcctg tacaaggctg ataacctata tgtgatggag atcacccaat 
4860 

gccaagggca gaaagcaaac ctagttaaat aggtgagaaa aaaaataata atcccagtgc 

4920 

catttgtctg tgcaaagaga attaggagag aggttaatgt tacttttttc cattttggaa 
4980 

ataattttaa tcaagtaact caaatgtgac aaaatttatt tttatttttt gtggttatat 
5040 

tcccaacaac attaaaaaat actcgaggca taaatgtagt tgtctcctac tctgcttctc 
5100 

ttactatact catacatttt taatatggtt tatcaatgat tcatgtttcc ctcaaatagt 
5160 

gatggtttac acctgtcatg gaaacaatcc tagagagctc agagcaatta aaccactatt 
5220 

ccacgctttt aagtagtttt ctccaccttt ttcttatgag tctcactaga ttgactgagg 
5280 

aatgcatgtc taaattcctg gagaagatga tatggattgg aaactgaaat tcagagaaac 
5340 

ggagtgttca atagatacca cgaattgtga acaaagggaa aattctatac aactcaatct 
5400 

aagtcagtcc actttgactt cgtactgtct ttcacctttc cattgttgca tcttgaattt 
5460 

tttaaaatgt ctagaattca ggatgctagg ggctacttct ccaaaaaaaa aaaaaaaaaa 
5520 

aaaaaaaaaa 
5530 

<210> 1980 

<211> 929 

<212> PRT 

<213> Homo sapiens 

<400> 1980 

Met Leu Leu Gly Trp Ala Ser Leu Leu Leu Cys Ala Phe Arg Leu Pro 
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,5 10 " 

Leu A 1 a Ala Val Gly Pro Ala Ala Thr Pro Ala Gin Asp Lys Ala Gly 

20 25 30 

Gin Pro Pro Thr Ala Ala Ala Ala Ala Gin Pro Arg Arg Arg Gin Gly 

35 40 45 

Glu Glu val Gin Glu Arg Ala Glu Pro Pro Gly His Pro His Pro Leu 

6 0 



Ala Gin Arg Arg Arg Ser Lys Gly Leu Val Gin Asn lie Asp Gin Leu 

Tyr Ser Gly Gly Gly Lys Val Gly Tyr Leu Val Tyr Ala Gly Gly Arg 

85 9° 95 

Arq Phe Leu Leu Asp Leu Glu Arg Asp Gly Ser Val Gly He Ala Gly 

100 1° 5 110 

Phe val Pro Ala Gly Gly Gly Thr Ser Ala Pro Trp Arg His Arg Ser 

us 120 125 

His Cys Phe Tyr Arg Gly Thr Val Asp Ala Ser Pro Arg Ser Leu Ala 

130 ' I 35 140 

val Phe Asp Leu Cys Gly Gly Leu Asp Gly Phe Phe Ala Val Lys His 

150 X 5 5 -Low 

Ala Arg Tyr Thr Leu Lys Pro Leu Leu Arg Gly Pro Trp Ala Glu Glu 

165 170 175 

Glu Lys Gly Arg val Tyr Gly Asp Gly Ser Ala Arg lie Leu His Val 



55 



180 



185 190 



Tyr Thr Arg Arg Ala Ser Ala Ser Arg Pro Cys Arg Arg Ala Pro Ala 

l95 200 205 

Ala Lys Pro Pro Arg Pro His Arg Arg Pro Thr Ser Met Leu Arg Arg 

210 215 220 

Thr Ala Thr Arg Ala Asp Ala Gin His Ala Ser Gin Leu Leu Asp Gin 

230 235 

Ser Ala Leu Ser Pro Ala Gly Gly Ser Gly Pro Gin Thr Trp Trp Arg 



Arg Arg Arg Arg Ser lie Ser Arg Ala Arg Gin Val Glu Leu Leu Leu 

4C* 6 5 



260 



Val Ala Asp Ala Ser Met Ala Arg Leu Tyr Gly Arg Gly Leu Gin His 

275 280 285 

Tyr Leu Leu Thr Leu Ala Ser He Ala Asn Arg Leu Tyr Ser His Ala 

290 29S 300 

Ser lie Glu Asn His lie Arg Leu Ala Val Val Lys Val Val Val Leu 

IVy Asp Lys Asp Lys Ser Leu Glu Val Ser Lys Asn Ala Ala Thr Thr 

Leu Lys Asn Phe Cys Lys Trp Gin His Gin His Asn Gin Leu Gly Asp 

340 345 350 

Asp His Glu Glu His Tyr Asp Ala Ala He Leu Phe Thr Arg Glu Asp 

355 360 365 

Leu Cys Gly His His Ser Cys Asp Thr Leu Gly Met Ala Asp Val Gly 

375 380 

Thr He Cys Ser Pro Glu Arg Ser Cys Ala val He Glu Asp Asp Gly 

385 390 395 . 

Leu His Ala Ala Phe Thr Val Ala His Glu He Gly His Leu Leu Gly 

405 410 1 . 

Leu Ser His Asp Asp Ser Lys Phe Cys Glu Glu Thr Phe Gly Ser Thr 

420 425 4 30 

Glu Asp Lys Arg Leu Met Ser Ser He Leu Thr Ser lie Asp Ala Ser 
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435 440 445 

Lys Pro Trp Ser Lys Cys Thr Ser Ala Thr He Thr Glu Phe Leu Asp 

450 455 460 

Asp Gly His Gly Asn Cys Leu Leu Asp Leu Pro Arg Lys Gin He Leu 
465 470 475 480 

Gly Pro Glu Glu Leu Pro Gly Gin Thr Tyr Asp Ala Thr Gin Gin Cys 

485 490 495 

Asn Leu Thr Phe Gly Pro Glu Tyr Ser Val Cys Pro Gly Met Asp Val 

500 505 510 

Cys Ala Arg Leu Trp Cys Ala Val Val Arg Gin Gly Gin Met Val Cys 

515 520 525 

Leu Thr Lys Lys Leu Pro Ala Val Glu Gly Thr Pro Cys Gly Lys Gly 

530 535 540 

Arg He Cys Leu Gin Gly Lys Cys Val Asp Lys Thr Lys Lys Lys Tyr 
545 550 555 560 

Tyr Ser Thr Ser Ser His Gly Asn Trp Gly Ser Trp Gly Ser Trp Gly 

565 570 575 

Gin Cys Ser Arg Ser Cys Gly Gly Gly Val Gin Phe Ala Tyr Arg His 

580 585 590 

Cys Asn Asn Pro Ala Pro Arg Asn Asn Gly Arg Tyr Cys Thr Gly Lys 

595 600 605 

Arg Ala He Tyr His Ser Cys Ser Leu Met Pro Cys Pro Pro Asn Gly 

610 615 620 

Lys Ser Phe Arg His Glu Gin Cys Glu Ala Lys Asn Gly Tyr Gin Ser 
625 630 635 640 

Asp Ala Lys Gly Val Lys Thr Phe Val Glu Trp Val Pro Lys Tyr Ala 

645 . 650 655 

Gly Val Leu Pro Ala Asp Val Cys Lys Leu Thr Cys Arg Ala Lys Gly 

660 665 670 

Thr Gly Tyr Tyr Val Val Phe Ser Pro Lys Val Thr Asp Gly Thr Glu 

675 680 685 

Cys Arg Pro Tyr Ser Asn Ser Val Cys Val Arg Gly Lys Cys Val Arg 

690 695 700 

Thr Gly Cys Asp Gly He He Gly Ser Lys Leu Gin Tyr Asp Lys Cys 
705 710 715 720 

Gly Val Cys Gly Gly Asp Asn Ser Ser Cys Thr Lys He Val Gly Thr 

725 730 735 

Phe Asn Lys Lys Ser Lys Gly Tyr Thr Asp Val Val Arg lie Pro Glu 

740 745 750 

Gly Ala Thr His He Lys Val Arg Gin Phe Lys Ala Lys Asp Gin Thr 

755 760 765 

Arg Phe Thr Ala Tyr Leu Ala Leu Lys Lys Lys Asn Gly Glu Tyr Leu 

770 775 780 

He Asn Gly Lys Tyr Met He Ser Thr Ser Glu Thr He He Asp He 
785 790 795 800 

Asn Gly Thr Val Met Asn Tyr Ser Gly Trp Ser His Arg Asp Asp Phe 

805 810 815 

Leu His Gly Met Gly Tyr Ser Ala Thr Lys Glu He Leu He Val Gin 

820 825 830 

He Leu Ala Thr Asp Pro Thr Lys Pro Leu Asp Val Arg Tyr Ser Phe 

835 840 845 

Phe Val Pro Lys Lys Ser Thr Pro Lys Val Asn Ser Val Thr Ser' His 

850 855 860 

Gly Ser Asn Lys Val Gly Ser His Thr Ser Gin Pro Gin Trp Val Thr 
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865 

Gly Pro Trp Leu 

Arg Thr val Gin 

900 

Pro Leu Ser Gin 
915 

Cys 



870 

Ala Cys Ser Arg 

8-5 

Cys Gin Asp Gly 

Arg Pro Ser Ala 

920 



875 

Thr Cys Asp Thr 
890 

Asn Arg Lys Leu 
905 

Phe Lys Gin Cys 



880 

Gly Trp His Thr 
895 

Ala Lys Gly Cys 
910 

Leu Leu Lys Lys 
925 



<210> 1981 
<211> 327 
<212> DNA 

<213> Homo sapiens 



<400> 1981 

tcatgaatgg tgtacaggcc ttttctggtg 
60 

ggcgccgcta ctttgaacga gtctatgtgc 
120 

gtcgataatc gcacgtcaat ggccgtgttt 
180 

tgcccggggc cttgccgaat aatggcttgg 
240 

gggcgtggcc cggcgctgtc ggaatgggcg 
300 

ggctcgccgg gctcggaggc ggacgcn 
327 



ccttcggcga tgggcgatcc gggatccgtt 
gcaagcaggc ttggcgttaa cccgcgtggg 
tcgccgccaa aagctgccgg aggcgggcgc 
ccggggcaac gggcctcatc gtcgggacgg 
tcttgcttga atggttcaaa agtgcgcgcg 



<210> 1982 

<211> 107 
<212> PRT 

<213> Homo sapiens 



<400> 1982 
Met Val Tyr Arg 
1 

Ser Val Gly Ala 

20 

Gly Val Asn Pro 
35 

Ser Pro Pro Lys 
50 

He Met Ala Trp 

65 

Gly Pro Ala Leu 

Arg Ala Gly Ser 

100 



Pro Phe 

5 

Ala Thr 

Arg Gly 

Ala Ala 

Pro Gly 

70 
Ser Glu 
85 

Pro Gly 



Leu Val 

Leu Asn 

Val Asp 

40 
Gly Gly 
55 

Gin Arg 
Trp Ala 
Ser Glu 



Pro Ser Ala Met Gly Asp 
10 

Glu Ser Met Cys 
25 

Asn Arg Thr Ser 



Gly Arg Cys Pro 

60 

Ala Ser Ser Ser 
75 

Ser Cys Leu Asn 
90 

Ala Asp Ala 

105 



Ala Ser 
30 

Met Ala 
45 

Gly Pro 



Gly Arg 
Gly Ser 



Pro Gly 
15 

Arg Leu 

Val Phe 

Cys Arg 

Gly Arg 

80 
Lys Val 
95 



<210> 1983 
<211> 383 
<212> DNA 

<213> Homo sapiens 
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<400> 1983 
ttcaacaaca 
60 

cacgtggggt 
120 

ccaaagcgag 
180 

gaatacgaca 
240 

gaagttaatc 
300 

tttaatgtcc 
360 

gttatgaacc 
383 



tggtgcatga 
caaaaattgc 
acgcttctgt 
gttacaccgt 
gtgcaggtgg 
cgcacgatca 
gtttcgatca 



gctgcgcgaa 
tgatcaggcg 
cttctttatt 
tgttgacctg 
agtcgttaat 
cccggatcca 
tga 



caacagcata 
ctctctgctc 
gacattattg 
ctcaatcgct 
aaattcgccg 
gcaggcgcat 



taaaagacct 
agcctgaaga 
ggtctacaaa 
tctacacaat 
gcgatgcagt 
cactctattg 



attccgccaa 
acgaaacgtc 
gctcagttta 
tgttgtagag 
actagccatt 
cgctcgggta 



<210> 1984 

<211> 127 

<212> PRT 

<213> Homo sapiens 



<400> 1984 
Phe Asn Asn 
1 

Leu Phe Arg 

Ala Gin Pro 
35 

Phe lie Asp 
50 

Tyr Thr Val 
65 

Glu Val Asn 



Met 

Gin 

20 

Glu 

He 

Val 

Arg 



Val Leu Ala He 

100 

Ala Ser Leu Tyr 
115 



Val His Glu 
5 

His Val Gly 

Glu Arg Asn 

He Gly Ser 
55 

Asp Leu Leu 
70 

Ala Gly Gly 
85 

Phe Asn Val 
Cys Ala Arg 



Leu Arg 

Ser Lys 

25 
Val Pro 
40 

Thr Lys 

Asn Arg 

Val Val 

Pro His 
105 
Val Val 
120 



Glu Gin 
10 

He Ala 

Lys Arg 

Leu Ser 

Phe Tyr 
75 

Asn Lys 
90 

Asp His 
Met Asn 



Gin His 

Asp Gin 

Asp Ala 
45 

Leu Glu 
60 

Thr He 

Phe Ala 

Pro Asp 

Arg Phe 
125 



He Lys Asp 
15 

Ala Leu Ser 
30 

Ser Val Phe 

Tyr Asp Ser 

Val Val Glu 
80 

Gly Asp Ala 
95 

Pro Ala Gly 
110 

Asp His 



<210> 1985 

<211> 381 

<212> DNA 

<213> Homo sapiens 



<400> 1985 
actagtgatg 
60 

tagctgcagc 
120 

atccgattca 
180 

tggaccccac 
240 



ggtacttgtt 
ttgttagcac 
aatactcgag 
attggttcgc 



gtggctttgc 
gtcggataag 
tgtcagcgaa 
aggccttata 



aatcccatcc 
cgtttgctca 
tggcctggcg 
acccttgatg 



ggcacttgat 
tctgccgttt 
aaggtggtgg 
cgatccaggc 



caaaacgctt 
gggctgtttc 
gtctaccccc 
ccatttgaac 
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cagaaccgaa gaaatatttt gcatgcgaaa ctcaattgag ccttcagtac ggccaaccaa 
300 

tggtccccgg cgcagtaatc gattttcatg ggctttggta aaagacagtg ccctcttttc 
360 

ccacgccagc attttgaggt a 
381 

<210> 1986 
<211> 124 
<212> PRT 

<213> Homo sapiens 
<400> 1986 

Met Leu Ala Trp Glu Lys Arg Ala Leu Ser Phe Thr Lys Ala His Glu 

1 5 10 15 

Asn Arg Leu Leu Arg Gin Gly Pro Leu Val Gly Arg Thr Glu Gly Ser 

20 25 30 

He Glu Phe Arg Met Gin Asn He Ser Ser Val Leu Val Gin Met Gly 

35 40 45 

Leu Asp Arg He Lys Gly Tyr Lys Ala Cys Glu Pro Met Trp Gly Pro 

50 55 60 

Glv Glv Arq Pro Thr Thr Phe Ala Arg Pro Phe Ala Asp Thr Arg Val 

7c 80 
65 7 ° 75 , 

Phe Glu Ser Asp Glu Thr Ala Gin Thr Ala Asp Glu Gin Thr Leu He 

85 90 95 

Arg Arg Ala Asn Lys Leu Gin Leu Lys Arg Phe Asp Gin Val Pro Asp 

100 105 HO 

Gly He Ala Lys Pro Gin Gin Val Pro He Thr Ser 
115 120 

<210> 1987 

<211> 419 

<212> DNA 

<213> Homo sapiens 

<400> 1987 

aagcttgtcg ccgatggtca ccttgacgag cgtctgggac gagatttcga cctcgagacg 
60 

cttgcagctg ccctcgaccc cactcgtgac gacctcatcg ggttcatggg cgtgcgcacc 
120 

atgatcaacc gttatctctt gcgcactccc gataagcagg ctttggaggt accgcagtac 
180 

ttctggatgc gcgtcgcgat ggggctgagc ctcactgagg acgatcccac ttcctcggcc 
240 

ncctgccttt acgactccat gagcaacctg cgccacctgg ccgctggatc cacccttgtc 
300 

aatgcgggga cccatncggc tcagctatct aactgcttcg tcatgcgcac tgaggacaat 
360 

ctggagcaca tcgcccagac gatccgcgac gtcatgtgga tcaccaaggg caccgtcgn 
419 

<210> 1988 
<211> 139 
<212> PRT 
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